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ESHE 2019 • Welcome Letter

Dear Participants of the 9th Annual Meeting of ESHE,

Bienvenue à Liège! Welkom aan Luik! Herzlich Willkommen in Lüttich!
We are delighted to welcome you to the beautiful city of Liège for our 9th Annual Meeting of the
European Society for the Study of Human Evolution. Belgium, and particularly the region of Liège,
has historically played a key role in the early development of Palaeoanthropology. Twenty-six years
before the famous Feldhofer discovery in 1856, the skull of a Neanderthal child had already been
discovered by P.-C. Schmerling near Engis. The caves of Spy, Goyet, La Naulette or Scladina are
known worldwide and to this day the Paleolithic sites of the Mosan Basin continues to be at the
forefront of Neanderthal research. Therefore, we cannot think of a better place to celebrate the newest
research and the gathering of so many scientists concerned with the study of human evolution than
here in Liège.
As we open the 9th Annual ESHE meeting, we celebrate the ongoing success of the society, of which
I am honoured to have been President since its creation. I would like to remind you that during this
years’ general assembly, we will be voting for the renewal of the board. As per the statutes of the
society, the ESHE board must be re-elected every two years. All members of the society are able to
vote. The success of the society means that each year we are able to present to you ever more exciting
and ground-breaking research. This year, we accepted many fascinating abstracts, and as of August,
have over 788 members. At this point, I would like to warmly thank our keynote speaker, Hélène
Rougier, who will give us a comprehensive overview on current Neanderthal studies in Belgium.
As in previous years, we are able to encourage and support our student members to attend and
participate in the conferences by providing travel grants to those presenting at this year’s meeting.
We also award a student poster prize, and, thanks to the kind donation by the Journal of Human
Evolution, a Pecha Kucha Prize for students. The journal will also host a workshop on Friday to help
young researchers get their work published. As in 2018, we are able to offer free child care, and support
for parents to make it easier to attend the meeting.
The 2019 ESHE meeting is sponsored by the Agence wallonne du Patrimoine, Loterie Nationale, Ville
d’Andenne, Province de Liège, University of Liège, Fédération Wallonie Bruxelles, Municipality of
Liège and La Boverie, Scladina Cave Archaeological Centre, Prehistomuseum, Espace de l‘Homme de
Spy, Grottes des Goyet. The conference would also not be possible without the tireless efforts of our
local organisers Kévin Di Modica, Grégory Abrams, Stéphane Pirson, Dominique Bonjean, Damien
Flas, Veerle Rots, Pierre Noiret and our volunteers team. We are particularly grateful for Kévin Di
Modica for scouting and providing us with the beautiful venues and making everything fall into place
so seemlessly. Furthermore, meeting preparation and the publication of our proceedings volume has
been made possible by the work of our assistant Imogen Pare and by the ESHE Board Officers and
Board Members, particularly Philipp Gunz, Shannon McPherron, and Gerhard Weber.
We thank you for making this year’s ESHE meeting a success, and we look forward to celebrating the
ESHE decade with you next year.
With best wishes,
Jean-Jacques Hublin
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ESHE 2019 • Host Institutions
Scladina Cave Archaeological Centre (SCAC) – Local Organizing Committee
Scladina Cave Archaeological Centre (SCAC) is a scientific research centre located in the village of Sclayn
(Municipality of Andenne), just a few hundred meters away from Scladina Cave. The centre is devoted to the
study of Middle Palaeolithic settlements in Belgium and more broadly in Northwestern Europe. In Scladina
Cave, the team developed the only permanent
on-field research programme
on Palaeolithic archaeology in Belgium. This
programme involves fieldwork, preventive
conservation, management and digitalisation
of collections, as well as conference and workshop
organisations or scientific publications. When
studying the cave findings the team either resorts
to on-site based researchers or to an ever growing
collaboration network. Preventive archaeology
operations related to the Prehistoric period also

SCAC team and students from international universities excavating
in Scladina Cave

offer the opportunity to work with the “Agence Wallonne du Patrimoine (AWaP)”, and when studying,
digitalising or preserving Palaeolithic collections the team is in close contact with other museums and public
services. Overall, SCAC has created or contributed to many exhibitions and and the archaeological centre
has been officially recognised as a museum by the “Fédération Wallonie-Bruxelles”.
Due to its prominent position - Scladina Cave being the only Palaeolithic excavation site accessible to the
general public in Belgium - the SCAC has recently launched a cultural mediation service that focusses
on bringing more awareness to Palaeolithic research. The opening of a brand-new municipal museum in
Andenne in early 2020 will further increase knowledge of the Scladina discoveries and establish the role
of the SCAC in the public. In 1983 the archaeological centre was founded as a non-profit organisationas a
result of the collaboration between the University of Liège conducting Scladina’s excavation at that time
and the Municipality of Andenne owning the cave. In its current form, the SCAC directly employs 10 people
thanks to multiple public contributors: “Service public de Wallonie”, Municipality of Andenne, “Fédération
Wallonie-Bruxelles”, “Agence wallonne du Patrimoine” and recently the European Commission through
SCAC’s participation in a H2020 funded project (grant number 665066).

VI

ESHE 2019 • Host Institutions
L’Agence wallonne du Patrimoine (AWaP) – Local Organizing Committee
The Wallonia Heritage Agency (AWaP) is a government department of Wallonia, a region in the south
of Belgium. The agency was created in 2018, following the merging of the “Wallonia Heritage Institute”
with the “Heritage Department of the Public Service of Wallonia“, and employs approximately 300 people,
including art historians, archaeologists, architects, lawyers, technicians and office and communications staff.
Ever since, it has become the principal point of contact when it comes to heritage in Wallonia.
The agency’s public mission is the study, protection, promotion and conservation of Wallonian heritage,
covering buildings, sites, archaeological remains, excavations etc. Integral part of this mission is a heritage
awareness policy, and also the management of two Heritage Skills Centres and the development of regional
monuments.
In Wallonia, most of the archaeological investigations are related to development-led archaeology. Some 100
sites are assessed or excavated each year by the government agency without subcontracting nor soliciting
the private sector. Furthermore, the agency also manages the grant applications related to archaeological
heritage, delivers excavation permits and accreditations for archaeological repositories, and investigates the
archaeological remains discovered by accident.
For more information visit: https://agencewallonnedupatrimoine.be/lagence-wallonne-du-patrimoine

Left - The Neolithic Flint Mines at Spiennes (Mons, Belgium), inscribed into the list of Unesco World Heritage Sites
in 2000 (Picture G. Focant; © SPW). Right – Excavations in 2018 at the Grognon, the city of Namur’s historic heart,
at the confluence of the Sambre and Meuse rivers (© SPW).

University of Liège, Prehistory Research Group – Local Organizing Committee
Research in prehistory has a long tradition at the University of Liège and its development has been stimulated
by the rich archaeological record of Wallonia with numerous well-known prehistoric sites, including caves
VII
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such as Spy, Goyet, Scladina, Maisières-Canal. The current Prehistory research group of Liège consists of two
complementary research centres, which mainly concentrate on the Paleolithic period and are both active in
Belgium and abroad, especially in France, Germany, Romania and South Africa. Prehistoric research in Liège
focusses on the technological and functional analysis of stone tools by applying macroscopic (e.g., chaîne
opératoire) and microscopic methodes (e.g. use-wear analysis, residue analysis) and experimentation.

TraceoLab (www.traceolab.be) is a research centre directed by V. Rots with a strong focus on functional
studies of wear traces and residues on stone tools combined with systematic experimentation. The researchers
are carrying out a comparative study between Neanderthals and (early) modern humans in view of a broader
understanding of technological evolution and changing human behaviours. Therefore, attention is devoted to
both the Middle Stone Age in Africa and to the Middle and Upper Palaeolithic period in Europe and the group
is involved in different collaborative research projects in France, Germany, Italy, Ethiopia, Zambia, South
Africa and Israel. The study of hafting is one of the key research topics, besided projectiles and propulsion
modes, and most research is characterised by an important methodological focus. TraceoLab was created in
2012 by V. Rots, who had received an ERC starting grant in 2011 on the Evolution of Stone Tool Hafting in
the Palaeolithic (EVO-HAFT). Several other research projects have developed since and TraceoLab currently
houses a fully equipped microscope lab, a lab for residue extraction and processing and a lab for systematic
experimentation including a set-up specifically devoted to projectiles. A further highlight is the large reference
collection for wear traces related to production, use and hafting, as well as a reference collection for residues,
including residues on stone tools. Projectiles form an important part of these collections.

The research group of P. Noiret primarily concentrate on the Gravettian period and is especially active in
Eastern Europe, more precisely in Romania (e.g. Mitoc-Malu Galben), and in Asia (e.g. research of D. Flas).
A renewed excavation project at Trou al’Wesse was launched in 2018 in collaboration with N. Zwyns (UC
Davis) and will focus on both the Mousterian (Middle Palaeolithic) and Aurignacian (Upper Palaeolithic)
occupations. Field work and lithic analysis play a prominent role in the group of P. Noiret. Particular attention
is devoted to detailed typological and technological analyses of Upper Palaeolithic sites and to the transition
between the Aurignacian and the Gravettian in view of an improved understanding of the Upper Palaeolitic
traditions of Central and Eastern Europe (Aurignacian and Gravettian), in Romania and Ukraine.
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Palais des Congrès – Conference location
This year’s conference will take place in the “Palais des Congrès” (Convention Centre) of Liège. The Palais
is situated between the banks of the Meuse River and the Parc de la Boverie, one of the most beautiful green
spaces in the city. The “Palais des Congrès” is within walking distance from the city’s historical centre and the
Guillemins railway station thanks to a recently built pedestrian bridge. Other undeniable assets of the site are
a 4-star hotel (Vander Valke Hotel) and an on-site free parking area.

Left: Grand Foyer. Right: Auditorium

The “Palais des Congrès” is the only convention centre in Wallonia, with over 20 halls, 14 conference rooms
and two sprawling terraces with breath-taking views across the river. The ESHE conference will take place in
three respective spaces. The “Auditoire Reine Elisabeth”, a 700 m² auditorium with a capacity of 500 seats, is
reserved for oral presentations and is located next to a 1295 m² hall called the “Grand Foyer”. This vast hall
on the first floor of the “Palais des Congrès” offers an exceptional view over the Meuse River and the city and
will serve for different purposes: the welcome desk, a presentation upload platform, the posters display and
the catering services. Lastly, we will also have the “Simenon Hall” at our disposal, a 147 m² room located on
the ground floor, where the childcare service will be offered by a professional company.

Palais Provincial – Pre-registration and Opening Cocktail
Thanks to the generosity of the College of the Province of Liège, this year’s pre-registration and opening
cocktail will take place in the “Palais Provincial” (Provincial Palace). This prestigious building is the official
residence of the Governor and House of both the Provincial College and Council. This grey limestone building
combining both classic and neo-gothic elements was actually an addition to the west wing of the former
Palace of the Prince-Bishops, the most important historic building in the centre of Liège.
The entire building designed by the architect Jean-Charles Delsaux is characterised by multiple but harmonious
IX
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architectural styles from the 16th, 18th and 19th centuries. On June 11, 1849, thirteen years after the approval
of the law which officially established the Belgian Provinces, the first King of Belgium, Leopold I, laid the
foundation stone of the Provincial Palace. The palaces small courtyard, “Cour Notger” (Notger Square), was
named after the first Prince-Bishop of the city The structural work was completed in 1853, but a few decades
went by before all the decoration of the front façade were finished. This façade is decorated by sculptures,
bas-reliefs and blazons inspired by the genuine or legendary history of Liège and its Principality. All works
were completed in 1887. This project reflects the habit of the 19th century of building in the “old style” of the
Middle Ages to suggest an ancient past of the Principality.
ESHE participants will enter the building by the main entrance of the Palace of the Prince-Bishops, located
on “Place Saint-Lambert” (Saint-Lambert Square). Pre-registration will take place on the ground floor hall
of the “Palais Provincial” from 15:00 to 18:00 and will be followed by a cocktail in the “Salle des Pas perdus”
and “Salle du Conseil Provincial” on the first floor from 18:00 to 19:30. Drinks for the cocktail are generously
offered by the Provincial College.

Left: Provincial Palace and Square Notger. Right: Ground floor of the Palais Provincial

Salle Académique – Public Lecture
When the academic hall, also known as the “Palais de l‘Université” (University Palace), was built in 1824,
the building was isolated due to its parallelepiped form of 26m by 31 and its blind walls. The façade of the
building consisted of a portico with eight ionic columns. The flat frieze bears a sentence in bronze letters:
„UNIVERSIS DISCIPLINIS“, attributted to professor Gall. The south wall also formerly was the beginning
of the chorus of a church, whose architect kept elements as an economy meassure. An open gallery, supported
by a doublerow of columns, connects the academic hall with the main wing of the former Jesuit church,
X
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The neoclassic ceiling of the Academic Hall © ULg

built by the architect Paquay Barbière. Gardens lie on the other end of the „Jesuits“ wing, and along the river
Meuse.
From 1889 to 1892, the University square (Place du 20 Août) was constructed infront of the academic hall.
The peristyle of the Academic Hall, its vestibule and a part of the roof disappeared in the cause of the years.
The current hemicycle room in neoclassical style is made up of tiers and adorned with a walkway on two
floors, with Ionic columns on the ground floor and Corinthian columns on the 1st floor. Originally, one
would sit directly on the tiers; the benches were only installed later on.
In 1874, the properties commission qualified the academic hall as a damp and sad monument, going as far
as foreseeing its demolition: “No one, we believe, will think to stand up for this building, whose only merit
is the inscription that it bears.” The 24 January 1983, the Academic hall became a protected monument,
considered the most prestigious building of the University and one of the most remarkable examples of
neoclassical architecture in the country.

Musée de la Boverie – Closing Diner
Inaugurated in 2016, the new museum of La Boverie promises international accessibility and culture. Located
on an island formed by the Meuse and its derivation, La Boverie museum is part of a complex comprising a
historical building, built in 1905 for the World’s expo, and a modern wing designed by the architect Rudy
Ricciotti and the Liège-based architect firm p.HD.
La Boverie’s vocation is to become a showcase for contemporary creation, various cultural projects and the
richness of historical collections. Its programme offers both international exhibitions and a new presentation
XI
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of the permanent collections of
the City of Liège. One storey of
La Boverie is solely reserved for
showing a selected pieces from the
collections of the Museum for Fine
Arts of the City of Liège. Ingres,
Monet, Gauguin, Picasso, Pissarro,
Evenepoel, Delvaux, Magritte, and
others will walk the visitor through
the Renaissance to our modern days.
The upper level, on the other hand,
Musée de la Boverie, main entrance

hosts large-scale temporary exhibitions,

on an area of approximately 3.000 m². These exhibitions are either organised directly by the Cityof Liège, or curated
in collaboration with the Louvre, or other operators, for instance the National Museum of Indonesia in Jakarta. Since
2016 La Boverie museum has developed an even closer structural partnership with the prestigious Louvre Museum.
The latter hereby offers artistic advice and the organisation of exhibitions of international stature. This collaboration
assures a pledge of quality and confidence.
In sum, La Boverie provides a rich programme where all forms of arts allow the visitor to immerse themselves into
different periods and theme. It will offer the ideal backdrop for the Closing Dinner of the conference and will
hopefully add a further, colourful dimension to the ESHE conference in Liège.

The Closing Dinner will take place on Saturday, September 21st, from 19:30 - 22:30 in La Boverie, Parc de la Boverie.

CONFERENCE PROGRAMME
Wednesday, September 18th
15:00

Pre Registration			

Main Hall, Palais Provincial (Place Saint-Lambert 18A)

18:00

Welcome Drinks			

First Floor, Palais Provincial

20:00

Keynote				

Academic Hall, University of Liége (Place du 20 Août 7)

XII

Wednesday, September 18th
Keynote
Two Centuries of Neanderthal Discoveries in Belgium
Neanderthal discoveries in Belgium played a critical role in the development of European prehistory in
the 19th century. Neanderthal fossils such as those from the Betche aux Rotches at Spy have significantly
contributed to shaping our understanding of Neanderthal anatomical characteristics as well as aspects of
their behavior, including their cognitive and symbolic abilities. Today, Paleolithic sites in the Mosan Basin
continue to be at the forefront of Neanderthal research through multidisciplinary projects involving active
fieldwork and the reassessment of old collections. The use of state-of-the-art methods from various disciplines
has not only resulted in new Neanderthal discoveries but has also led to advances in their biological study
and that of their chronocultural and archeological context. This lecture will present an overview of the major
contributions that the research on Belgian sites and fossils has made towards current issues and debates on
Neanderthal studies. The presentation is in French with English slides.

Hélène Rougier, Ph.D.
Hélène Rougier is a paleoanthropologist interested in the evolutionary dynamics of Neanderthals in the
Middle and Late Pleistocene and focusses on patterns of variability and the emergence of the Neanderthal
morphological pattern. Another research emphasis lies on the disappearance of Neanderthals and their
relationships with early modern humans in Europe, and on the diversity of
mortuary practices among Neanderthals. She has taken part in field excavations
at Saint-Césaire and Le Piage, France, and Peştera cu Oase, Romania. She has also
worked extensively on the re-assessment of old collections in order to verify the
provenance of fossils, clarify their associated context and check for previously
overlooked human remains. This has resulted in new Neanderthal and early
modern human fossil discoveries. In particular, she initiated a multidisciplinary
project examining the archeological collections from the Troisième caverne of
Goyet, Belgium, that resulted in the discovery of the largest Neanderthal collection of Northern Europe.
Rougier is a Professor in the Department of Anthropology of California State University Northridge, USA.
She received her PhD from the University of Bordeaux, France, followed by two post-docs at the Royal
Belgian Institute of Natural Sciences in Brussels, and at Washington University in St. Louis.
Her publications are available on https://csun.academia.edu/HélèneRougier.
XIII

Thursday, September 19th
08:00

Meeting Registration			

Palais de Congrès (Esplanade de l‘Europe 2)

08:30

Official Meeting Opening

08:45

Welcome Address by the “Agence wallonne du Patrimoine”

Session 1 • Podium
9:00

Mateja Hajdinjak - Doubling the number of high-coverage Neandertal genomes.

9:20

Stéphane Peyrégne - Analysis of Nuclear DNA Sequences from the Neandertals of
Hohlenstein-Stadel and Scladina Caves.

9:40

Benjamin Peter - Gene flow between hominins was common.

10:00

Benjamin Vernot - Neandertal population histories from sediment nuclear DNA.

10:20

Jean-Jacques Hublin - Away from Denisova.
10:40-11:00 Coffee Break

Session 2 • Pecha Kucha
11:00

Rachel Sarig - Population composition and possible origin of the Levantine Aurignacian
culture: the dental evidence.
Jonathan Haws - Modern human dispersal into western Iberia: The Early Aurignacian of Lapa
do Picareiro, Portugal.
Nils Vanwezer - 10,000 km and 21 flat tires: New interdisciplinary archaeological
investigations of the palaeolakes and caves in the Gobi-Altai, Mongolia.
Questions

11:25

Emily Hunter - The effects of environmental conditions and food manipulation on
masticatory requirements: how hard is it for a primate to crack a nut?
Evie Vereeke - An image-based approach to study hand function in primates.
Maxine Whitfield - A cognitive forager‘s landscape? The profitability of marine and
subterranean foods for chacma baboons and humans in South Africa.
Questions

11:50

Paola Cerrito - The dentition of Kenyanthropus platyops: a comparative study.
Thomas Davies - Endostructural morphology of the Homo naledi mandibular premolars.
Shara Bailey - Rare dental trait is first morphological evidence of archaic introgression in
Asian fossil record.
Questions
12:15-14:00 Lunch and Poster Session 1
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Session 3 • Podium
14:20

Susana Carvalho - Stone selection by Chimpanzees Reveals Parallel Patterns
to Oldowan Hominins.

14:40

David Braun - Earliest known Oldowan Artifacts at >2.58 Ma from Ledi-Geraru, Ethiopia,
Highlight Early Technological Diversity.

15:00

Policarpo Sanchez Yustos - Assemblage variability during the Oldowan-Acheulean transition at
Olduvai Gorge (Tanzania). Techno-economic data from FLK West (Lower-Middle Bed II).

15:20

Darya Presnyakova - Lithic economy and hominin landscape use in the early Acheulean of
Koobi Fora, Kenya.

15:40

Ella Assaf - Lower Paleolithic shaped stone balls were used for bone marrow extraction.
16:00-16:20 Coffee Break

Session 4 • Podium
16:20

Cinzia Fornai - Australopithecus variability at Sterkfontein, South Africa:
evidence from the pelvic remains.

16:40

Nicole Webb - KSD-VP-1/1: The „Big Man“ Just Got Bigger.

17:00

Pierre Frémondière - Reviving australopithecine birth: contribution of numerical simulation.

17:20

Nicole Grunstra - Sexual dimorphism in the chimpanzee pelvis: Implications for understanding
the human childbirth dilemma.

17:40

Philipp Mitteroecker - Biological evolution of Homo sapiens in response to medical and
technological transitions: The shifting trade-off model.

Friday, September 20th
Session 5 • Podium
09:00

René Bobe - Gorongosa National Park: A new window on the late Miocene at the southern end
of the African Rift Valley.

09:20

Hervé Bocherens - Isotopic tracking of the paleoecology of Late Miocene Ponginae
(Khoratpithecus, Sivapithecus).

09:40

Tina Lüdecke - Is it possible to gain direct evidence of early hominin meat consumption? - A first
approach using Pleistocene fossil tooth enamel nitrogen isotopic composition.

10:00

A. Pascual-Garrido - Living archaeology: Revealing plant technology in wild chimpanzees.

10:20

Kate McGrath - Facial fluctuating asymmetry tracks genomic diversity among gorilla subspecies
10:40-11:00 Coffee Break
XV

Session 6 • Pecha Kucha
11:00

Cosimo Posth - Palaeogenomic investigations at the Troisième caverne of Goyet, Belgium.
Elena Zavala - Recovery of Ancient Hominin and Mammalian Mitochondrial DNA from High
Resolution Screening of Pleistocene Sediments at Denisova Cave.
Diyendo Massilani - Genomic analyses of the 34,000-year-old Salkhit individual from Mongolia.
Questions

11:25

Sarah Pederzani - Contextualising Neanderthal behaviour during MIS 3 and 4 at La Ferrassie,
France: Seasonal palaeotemperature reconstructions from oxygen stable isotopes.
Samantha Brown - Investigation into the subsistence strategies of hominins from Denisova Cave
(Russia) based on stable isotope data.
Virginie Sinet-Mathiot - Using ZooMS to assess hominin subsistence behaviour during the
Middle to the Upper Palaeolithic transition at Fumane (Italy).
Questions

11:50

Manuel Will - The role of climate in the evolution of body and brain size of Homo
in the last 2 million years.
Alexandra Schuh - Neanderthal maxillary ontogeny at the micro- and macroscopic scales: an
integrative approach to study facial growth.
Jaap Saers - Trabecular and cortical bone structure correlate differently with terrestrial mobility
in the human first metatarsal. Implications for behavioural inferences in the fossil record.
Questions
12:15-14:15 Lunch

JHE Workshop • „What is research integrity and why you should care“ (Auditorium)

Session 7 • Podium
14:20

Jérémy Duveau - The hominin footprints from Le Rozel (Manche, France): A snapshot to a
Neandertal local group composition.

14:40

Juan Luis Arsuaga - Homo steinheimensis, a comparison between the Steinheim skull and the
Atapuerca Sima de los Huesos fossils.

15:00

Federica Landi - The facial ontogeny of Neanderthals and H. sapiens.

15:20

Philipp Gunz - Homo heidelbergensis is not your ancestor.

15:40

Sarah Freidline - Reexamination of the Cranial and Mandibular Homo sapiens Fossils including a
New Frontal Bone from Tam Pa Ling (Laos).
10:40-11:00 Coffee Break
XVI

Session 8 • Podium
16:20

Omry Barzilai - Back to Geula Cave: New insights on the Mousterian
of north Mt. Carmel, Israel.

16:40

Nicolas Zwyns - The Mousterian from Trou al’Wesse (Modave, Belgium): lithic taphonomy,
measures of assemblage curation and implications for Late Neanderthal mobility patterns.

17:00

Naomi Martisius - A comparative investigation into Neandertal bone tool manufacture and use.

17:20

João Marreiros - Functional analysis on the lithic assemblage from Layer I (the Bachokirian) at
the onset of the Upper Paleolithic in Bacho Kiro cave, Bulgaria.

17:40

Andrey Sinitsyn - New reflections on the EUP and AMH dispersal in Eastern Europe.

General Assembly • 18:10 Auditorium

Saturday, September 21st
Session 9 • Podium
09:00

Nicholas Conard - MSA deposits at Sibudu and Umbeli Belli in KZN, South Africa document
cultural change in high resolution.

09:20

Will Archer - Environmental carrying capacity, population density and the later Pleistocene
expression of backed artefact manufacturing traditions.

09:40

Marjolein Bosch - Ornament or not?: Investigating perforation locations in Tritia gibbosula and
Columbella rustica shells at Ksâr‚ Akil (Lebanon) using Micro-CT data.

10:00

Ana Marin-Arroyo - Chronology, climate and environmental conditions during the Middle to
Upper Paleolithic transition in NW Spain with relevance to the debate on the
disappearance of the Neanderthals.

10:20

Sahra Talamo - How to improve the radiocarbon calibration in the Middle to Upper Paleolithic
- RESOLUTION for the study of human evolution.
10:40-11:00 Coffee Break

Session 10 • Pecha Kucha
11:00

Quentin Goffette - Human exploitation of birds during the late Magdalenian
at the Trou de Chaleux, Belgium.
Mareike Stahlschmidt - Preservation of Ancient DNA in Late Quaternary Stalagmites
from Western Georgia.
Isabella Reynard- Bones of predation at Gorongosa National Park: insights into PlioPleistocene hominin resource exploitation.
Questions
XVII

11:25

Guillermo Bustos-Pérez - Degrees of rounding among lithic artifacts:
experimental program and archaeological application.
Alastair Key - Controlled cutting tests reveal raw material optimisation in the Early Stone Age of
Olduvai Gorge (Tanzania).
Lisa Schunk - Is a knife a knife? Testing bifacial backed knives in controlled experiments.
Questions

11:50

Ivan Calandra - Quantitative surface analysis: a collaborative endeavor between
paleontology and archeology.
Geeske Langejans - A Neandertal tar-backed tool from the Dutch North Sea
and Middle Paleolithic complex technology.
N. Taipale - Diverse means to an end: domestic tool hafting in the European Upper Palaeolithic.
Questions
12:15-14:00 Lunch and Poster Session 2

Session 11 • Podium
14:20

Thibaut Deviese - Dating the latest appearance of Neanderthals in Belgium.

14:40

Helen Fewlass - Radiocarbon dating small samples of Gravettian human remains from Dolni
Vestonice II and Pavlov I (Czech Republic).

15:00

Christoph Wißing - When diet became diverse: Isotopic tracking of subsistence strategies
among Gravettian hunters in Europe.

15:20

Nicolas Bourgon - Zinc isotopes in Late Pleistocene fossil mammal teeth as trophic level tracer.

15:40

Frido Welker - Multi-enzyme digestion of Pleistocene bone proteomes.
16:00-16:20 Coffee Break

Session 12 • Podium
16:20

Jennifer Leichtliter - Enamel-bound stable nitrogen isotopic composition preserves trophic
information in modern and fossil mammalian teeth.

16:40

Clément Zanolli - Taxonomic revision of the initial Early Pleistocene HCRP-U18-501 hominin
mandible from Malawi: a tooth internal structural perspective.

17:00

Tara Chapman - The gait of Homo naledi.

17:20

Martin Hora - Origins of fur loss in humans: effect of gait, sweating capacity, and exposure to
direct solar radiation.

17:40

Michael Westaway - Island South East Asia and its important role in hominin speciation.

Closing Dinner • 19:30 Museé de la Boverie
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Sunday September 22nd
Excursion • Schedule
08:30

Depature by coach							

Meeting point in Liège,

										

Palais des Congrès

Tour of three caves: Spy, Goyet, Scladina				

18:00

Farewell Drinks								Préhistomuseum		
Presentation of the Engis cave, activities
(flint knapping, fire production etc.)

20:00

either

Return to Liège by coach

or 		

Dinner at the museum (optional, costs not included)

22:30			

Archéobistrot

Return to Liège

Excursion • The Belgian Neanderthals
This year’s ESHE excursion will be devoted to Belgian Neanderthals. Ph.-Ch. Schmerling was the first to
discover Neanderthal remains in the Engis cave during winter 1829-1830. He did not immediately recognise
the Engis skull as belonging to a species distinct from Homo sapiens. However, the juxtaposition of human
remains, stone tools and extinct animal species within the same karstic context led Schmerling to reject the
biblical view of creation and believe in a greater antiquity of man. Schmerling’s monographic publication one of the earliest scientific research in Prehistory - was not accepted at that time, more than 20 years before
the works of Darwin and Boucher de Perthes, and the eponymous discovery of the Neanderthal. In 1866,
an excavation conducted in La Naulette by Ed. Dupont immensely contributed to the claim of old age for
the highly controversial human type described as „Neanderthal“ ten years before: stratigraphic observations
located the mandibula “similar to Neanderthal” under a thick sequence of sediments intersected with
stalagmitic floors. This led the famous anthropologist P. Broca to write that this fossil constituted “the first
fact providing Darwinists with anatomical evidence”. In 1885-1886, the research conducted in Spy cave by
M. Lohest and M. De Puydt led to the discovery of two almost complete Neanderthal skeletons that were
found in a well-controlled stratigraphic context, associated with “Mammoth age fauna” and Mousterian
artefacts. These elements therefore provided the first definite evidence for the existence of prehistoric fossil
humans, which differed morphologically from anatomically modern humans, and led to the final acceptance
of Neanderthal man as a human type.
More recently multiple Neanderthal discoveries were reported, some directly on the field in precise stratigraphic
XIX
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context (e.g. Couvin, Walou and Scladina cave) and others whilst reappraising 19th century collections (e.g.
Spy and Goyet cave). This last decade, the fossils of Spy, Scladina and Goyet have been subject to intense
scientific investigation and deeply enriched our knowledge on Neanderthal anatomy, behaviour, evolution
and chronology.

Scladina Cave
The discovery of numerous archaeological assemblages as well as the remains of a roughly 8-year-old
Neanderthal child brought Scladina into prominence. Since 1978 the site has been excavated and studied
continuously by professional archaeologists.
The stratigraphic sequence comprises
ca. 150 layers, recording the climatic
fluctuations of the last 200,000 years and
yielding

the

richest

palaeontological

collection of Northwestern Europe. A
dozen

of

archaeological

assemblages

have been identified, three of which are
of outstanding significance: an early
Weichselian butchery site (assemblage 5),

Scladina cave © SCAC

one of the latest occurrence of Mousterian in Northwestern Europe (assemblage 1A, around 43 ky calBP) as
well as one the earliest Upper Palaeolithic occurrences in Belgium (assemblage T, around 40 ky calBP). Since
1993, 19 teeth and bone fragments belonging to the same juvenile individual were discovered in an early
Weichselian context (sedimentary complex 4A). This constitutes the most significant on-field discovery of
Neanderthal remains in Belgium since Spy cave, in 1886.

Spy Cave
This relatively small cave witnessed the excavation of tens of thousands of archaeological and paleontological
objects between 1879 and 1981. No less than 14 distinct archaeological phases have been identified so far,
including 10 Middle and Upper Palaeolithic assemblages. Spy, however, is mainly known as a reference site
for European palaeoanthropology. As part of an interdisciplinary research conducted by geologist Maximin
Lohest, archaeologist Marcel De Puydt and palaeontologist Julien Fraipont in 1886, skeletal remains were
XX
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unearthed in front of the entrance of the “Betche aux Rotches” cave. The remarkable monograph published
the following year is the first-ever comprehensive analysis on Neanderthal skeletons.

Goyet Cave
Since the 1860s Goyet cave has brought an abundant assortment of lithic artefacts, fauna remains, bone
tools, ornaments and art objects from the Middle Palaeolithic to the Neolithic to light. Unfortunately, this
material is deprived of reliable stratigraphic context due to both taphonomic processes and inaccuracy of the
excavations. Recently, numerous human remains were discovered in the bone collections: several Neanderthals
individuals from the Late Middle Palaeolithic as well as Homo sapiens sapiens from the Upper Paleolithic.
This discovery made Goyet the largest palaeolithic human remains collection in North-West Europe and has
allowed the use of recent methods to provide valuable information on the behavior and genetic history of
European Paleolithic populations.

Left: Cave terrasse in Goyet © SCAC. Right: Children trying out flint knapping © Prehistomuseum

Préhistomuseum
This museum, associated with the Ramioul Cave and located just a few kilometers away the Engis Cave, is one
of the largest devoted to Prehistory in Europe. In order to provide a unique and original experience of the
Prehistoric period, the museum did not confine itself to its award-winning building but also spreads over 30
hectares of land. Visitors can enjoy twelve extraordinary “experience-exhibitions” set along a discovery trail:
discovering the museum exhibitions and conservation centre, prehistoric flint knapping, making ceramics in
a „Neolithic“ fashion, recreating varied human locomotion on a barefoot walk path, getting to know more
about human evolution through a vegetal labyrinth, or even tasting food from the past in a restaurant that
cooks based on archaeological evidence and authentic recipes from historical periods.
XXI

Posters
The two posters sessions will take place at 12:15-14:00 on Thursday, 19th and Saturday, 21st.
All posters will be on display for the entire duration of the conference.
Below the poster presentations are listed in alphabetical order.
Name
Alba, David
M.

Title

Session

A new dryopithecine mandibular fragment from the middle
Miocene of Abocador de Can Mata (Vallès-Penedès Basin, NE
Iberian Peninsula).

Session 1, Th.
12:15-14:00

Albessard,

Trends in cerebral organisation in Upper Palaeolithic and recent

Session 1, Th.

Lou

humans.

12:15-14:00

Alichane,

Comparative analysis of the enamel-dentine junction of the lower

Session 1, Th.

Hajar

molars in the Aterian populations.

12:15-14:00

Evolutionary selection and morphological integration in the

Session 2, Sa.

vertebral column of modern humans.

12:15-14:00

Diet-related differences and wear effects in dental topography of

Session 1, Th.

first molars from papionini tribe primates.

12:15-14:00

Balolia,

Size and shape variation among the Australopithecus africanus

Session 1, Th.

Katharine

mandibular specimens from Sterkfontein and Makapansgat.

12:15-14:00

Arlegi, Mikel

Aviá, Yasmina

Barash,
Alon

Changes in thoracic cage morphology from birth into adulthood.

Session 2, Sa.
12:15-14:00

Bartsch,

Global or local: Where do we find ontogenetic change in hominid Session 1, Th.

Silvester

cranial shape?

Baumann,
Malvina

12:15-14:00

Neandertalian bone industry in Chagyrskaya (Altai, Russia).

Session 2, Sa.
12:15-14:00

No.

55

23

81

44

57

5

32

13

114

The Tooth Fairy collection of human deciduous teeth: learning
Bayle,

from a documented sample of living children to understand

Session 1, Th.

Priscilla

factors related to morphology, growth, and developmental

12:15-14:00

95

disruptions in the past.
Who‘s afraid of hypolordosis? Implications of Neandertal spinal

Session 2, Sa.

posture reconstruction.

12:15-14:00

Benson,

Investigating palaeoclimate variability in the Western Iberian

Session 2, Sa.

Alexa

Peninsula during the last glacial period using speleothems.

12:15-14:00

Been, Ella
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126

Posters
Bicho, Nuno

Bocaege,
Emmy

Brophy, Juliet

Bucchi, Ana

Buck, Laura
Buzi,
Costantino

First results of a Middle Stone Age survey in the Kerma region,

Session 2, Sa.

northern Sudan.

12:15-14:00

Human upper incisors from the Gravettian site of Fournol
(Soturac, Lot, France) show high biological variation in Upper
Palaeolithic human populations.

Session 1, Th.
12:15-14:00

Hominin dental material from a new passage in the Rising Star

Session 1, Th.

Cave System, South Africa.

12:15-14:00

Patterns of insertion areas in proximal phalanges of African apes

Session 2, Sa.

and modern humans.

12:15-14:00

The effect of admixture on pelvic morphology.

A New Tool for Digital Alignment in Virtual Anthropology.

Session 2, Sa.
12:15-14:00
Session 1, Th.
12:15-14:00

Carvalho,

An assessment of refugia concepts during MIS 3 in Iberia: the case Session 2, Sa.

Milena

from Lapa do Picareiro (Portugal).

Cazenave,
Marine

ChappellSmith, Kerris

Chapple,
Simon
Cofran,
Zachary
Collard,
Mark
Coolidge,
Frederick

The TM 1517 odontoskeletal assemblage from Kromdraai B,
South Africa, and the maturational pattern of Paranthropus
robustus.
A Novel Social Dimension of Bipedal Behaviour and its
Implications for Human Evolution: A Cross- Disciplinary and
Cross-Species Investigation.
Challenging the paradigm: how enamel-dentine junction
variation across primates is inconsistent with current tooth crown
nomenclature schemes.
Virtual reappraisal of the Krapina 1 juvenile cranium.

Back pain, vertebral shape, and the evolution of bipedalism.

Symbolic Behavior in Planaria, Dogs, and Homo sapiens.
XXIII

12:15-14:00
Session 1, Th.
12:15-14:00

Session 2, Sa.
12:15-14:00

Session 1, Th.
12:15-14:00
Session 1, Th.
12:15-14:00
Session 2, Sa.
12:15-14:00
Session 1, Th.
12:15-14:00

86

105

79

2

26

15

124

65

14

63

39

8

33

Posters
David,

Accurately predicting head motion in fossil primates using soft-

Session 1, Th.

Romain

tissue information.

12:15-14:00

de Sousa,
Alexandra A.

Social factors in the evolution of the human hippocampus.

Session 1, Th.
12:15-14:00

Dean,

The distribution of zinc in modern and fossil enamel, dentine and Session 1, Th.

Christopher

cementum.

12:15-14:00

Ontogenetic changes in third metacarpal trabecular bone in
Deckers, Kim western lowland (Gorilla gorilla) and mountain gorillas (Gorilla
beringei).

Session 1, Th.
12:15-14:00

del Bove,

Sexual dimorphim in the human calvarium: a Geometric

Session 1, Th.

Antonietta

Morphometric approach.

12:15-14:00

Devereux,

Plant nutritional variation across a savanna biome: Investigating

Session 2, Sa.

Emma

hominin dietary ecology on the South African Lowveld.

12:15-14:00

Di Maida,

The DISAPALE project: 3D and lithic types of European

Session 2, Sa.

Gianpiero

Paleolithic.

12:15-14:00

Dilena,

Constructive Archaeology: Restoring a Palaeolithic Excavation

Session 1, Th.

Miguel Angel through a Virtual Time Machine.

12:15-14:00

Dogandzic,

Controlled experiments on flake formation using glass and

Session 1, Th.

Tamara

different raw materials.

12:15-14:00

Dolding-

Evaluating the Anterior Dental Loading hypothesis in the Middle

Session 1, Th.

Smith, Jessica Pleistocene populations from Sima de los Huesos.

12:15-14:00

d‘Oliveira

A MaxEnt approach to estimate the likelihood of finding new

Session 2, Sa.

Coelho, João

fossil sites in Lake Turkana, Kenya, using satellite images.

12:15-14:00

Fedato,

Electrodermal activity and haptic perception with Lower

Session 1, Th.

Annapaola

Paleolithic stone tools.

12:15-14:00

The ontogeny of bipedalism: insights from trabecular changes

Session 2, Sa.

during growth.

12:15-14:00

Fiorenza,

Functional molar macrowear analysis in Pongo pygmaeus and

Session 1, Th.

Luca

Pongo abelii.

12:15-14:00

Figus, Carla
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35

87

1

43

54

80

135

115

83

62

109

16

59

Posters
Examining the relationship between tooth size and food size:
Fitton, Laura

the functional consequence of dental reduction during hominin
evolution.

Foley, Robert

Session 1, Th.
12:15-14:00

Homo naledi, Homo floresiensis and „taxic outlierness“: a

Session 1, Th.

comparative approach to odd species.

12:15-14:00

Fornai,

Morphological assessment of modern human upper and lower first Session 1, Th.

Cinzia

molars.

12:15-14:00

Freyne,

New insights into historic excavations of a Later Stone Age

Session 2, Sa.

Alison

cemetery at Grotte des Pigeons.

12:15-14:00

Differential preservation of burnt bone: Impacts on the visibility

Session 1, Th.

of Upper Paleolithic fire in the steppes of Mongolia.

12:15-14:00

Gameiro,

Portela II (Leiria, Portugal): a Vale Comprido Points specialized

Session 2, Sa.

Cristina

production area in Proto-Solutrean times?

12:15-14:00

García

Sexual dimorphism of the Middle Pleistocene hominins from

Campos,

Sima de los Huesos (Burgos, Spain): a study the enamel and

Cecilia

dentine dimensions of the permanent canines.

Gallo, Giulia

Inferring human population history and diversity from tooth
Gellis, Jason

roots: the application of a phenotypic set approach to global
variation.

Session 1, Th.
12:15-14:00

Session 1, Th.
12:15-14:00

González

Vascular grooves on human tibias as a proxy for Paleolithic

Rabanal,

mobility pattern inference: the case of the Lower Magdalenian

Borja

„Red Lady“ of El Mirón cave (Cantabria, Northern Spain).

Graham,

Change in the discourse: the impact of ancient DNA analysis on

Session 2, Sa.

John W.

Neanderthal studies.

12:15-14:00

Gruwier, Ben

Hammond,
Philippa

Session 2, Sa.
12:15-14:00

Homo erectus palaeoecology in Java: A study of cervid post-cranial Session 2, Sa.
12:15-14:00

ecomorphology.
Dynamic landscapes of fear: Effects of habitat-heterogeneity,
seasonality, and predator diversity on a population of terrestrial
primates (Papio ursinus).

XXV

Session 2, Sa.
12:15-14:00

89

11

93

96

119

74

103

67

34

104

60

132

Posters
Hanegraef,

Facial morphology of Australopithecus afarensis: exploring

Session 1, Th.

Hester

intraspecific variation in human evolution.

12:15-14:00

Predicting ankle mechanics in the fossil hominin record using

Session 2, Sa.

finite element modeling.

12:15-14:00

HarcourtSmith,
William
Harvati,
Katerina

Heinrich,
Susann

Heuzé, Yann

Horta, Pedro

Jimenez,
Elodie-Laure

Johnson,
Corey

Marathousa 2: A new Middle Pleistocene locality in Megalopolis
Basin (Greece) with evidence of human modifications on faunal
remains.
A Model for Predicting the Heating Temperatures of Middle
Stone Age Silcrete Artefacts Based on Non-destructive Infrared
Analyses.

Session 2, Sa.
12:15-14:00

Session 1, Th.
12:15-14:00

Variation in facial skeletal shape, nasal structures, and paranasal

Session 1, Th.

sinuses in adults from Cambodia and France.

12:15-14:00

Lithic bipolar reduction strategies in the Late Stone Age site of

Session 2, Sa.

Txina Txina, Mozambique.

12:15-14:00

Multi-stable isotope zooarchaeological investigations at Abri du
Maras: exploring the palaeoecological context of Neanderthal
subsistence strategies in the Rhône Valley.
Raw material impacts on lithic technology at Donggutuo,
Nihewan Basin, China: Preliminary results from the 2016
excavation campaign.

Session 2, Sa.
12:15-14:00

Session 2, Sa.
12:15-14:00

Karakostis,

Original experimental support for the effects of physical activity

Session 2, Sa.

A. -F.

on the multivariate patterns among entheses.

12:15-14:00

Kedar, Einat

The Legacy of the Paranasal Sinuses.

Session 1, Th.
12:15-14:00

Partial hominin upper limb skeleton (KNM-ER 64062) from

Session 2, Sa.

Ileret, Kenya (1.8 Ma).

12:15-14:00

Kozowyk,

Understanding taphonomic and identification biases of ancient

Session 1, Th.

Paul

adhesives through experimentation.

12:15-14:00

Kivell, Tracy
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22

110

123

17

76

106

82

40

41

28

113

Posters
Krenn,

Evolution of morphological variation and sexual dimorphism of

Session 2, Sa.

Viktoria

the modern human sacrum.

12:15-14:00

Krüger,

Diet, environment and technological performance of Paranthropus Session 1, Th.

Susanne

boisei.

12:15-14:00

Kubicka,

Variation in femoral cross-sectional indicator of robusticity (J) in

Session 2, Sa.

Anna Maria

human populations.

12:15-14:00

Comparison of faunal data and associated behavioral
Lagle, Susan

interpretations from Quina Mousterian contexts in southwestern
France.

Le Cabec,
Adeline

Taphonomic reassessment of the early, Homo mandible from
Garba IVE, and questioning the diagnosis of an ancient case of
amelogenesis imperfecta.

Session 2, Sa.
12:15-14:00

Session 1, Th.
12:15-14:00

Le Luyer,

New human remains associated with Magdalenian rock art from

Session 1, Th.

Mona

La Marche cave (Lussac-les-Châteaux, France).

12:15-14:00

Le Maitre,

Macaque-like or baboon-like? What we learn from the bony

Session 1, Th.

Anne

labyrinth of Paradolichopithecus.

12:15-14:00

Libois,

Investigating the Aurignacian-Gravettian „Transition“ East of the

Session 2, Sa.

Timothée

Carpathians.

12:15-14:00

Limmer,

An outlook on new 3d methods for dental enamel hypoplasia

Session 1, Th.

Laura Sophia

analysis using confocal imaging profilometry.

12:15-14:00

Lockey,

A comprehensive metric analysis of Palaeolithic deciduous and

Session 1, Th.

Annabelle

permanent teeth.

12:15-14:00

Lombao,

A new method to infer the reduction intensity on cores and

Session 1, Th.

Diego

handaxes: The Volumetric Reconstruction Method (VRM).

12:15-14:00

Reconstructing Neandertal population history by targeted

Session 2, Sa.

enrichment of variable positions in their nuclear genomes.

12:15-14:00

Lugli,

Elemental imaging of human teeth by laser ablation ICP-TOF-

Session 1, Th.

Frederico

MS: fast acquisition and high-resolution.

12:15-14:00

López
Herráez,
David
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91

46

108

77

53

47

94

85

101

117

102

75

Posters

Macho,
Gabriele

The partial skeleton StW 431 provides new insights into the
palaeobiology of Plio-Pleistocene hominins from Sterkfontein,
South Africa.

Session 1, Th.
12:15-14:00

Mahoney,

Enamel development and thickness in deciduous canines from

Session 1, Th.

Patrick

Pongo pygmaeus and Pan troglodytes.

12:15-14:00

Mallol,

Fire and short-term human occupations in Iberia during MIS 4:

Session 1, Th.

Carolina

Evidence from Abric del Pastor (Alcoy, Spain).

12:15-14:00

Marginedas ,

Making skull cups: butchering traces on cannibalised human

Session 2, Sa.

Francesc

skulls from five European archaeological sites.

12:15-14:00

Martelli,
Sandra
Mateo
Lomba, Paula
May, Hila
McPherron,
Shannon

Postnatal developmental interactions between the hominoid
cranial base, suprahyoid muscle complex and the mandibular
symphysis.
Carcass processing with bone tools: a multidisciplinary approach.

Session 1, Th.
12:15-14:00
Session 2, Sa.
12:15-14:00

Evidence of social support revealed by healed trauma in human

Session 2, Sa.

foot bones from Manot Cave, an Early Upper Paleolithic site.

12:15-14:00

The Middle Stone Age Site of Negus Kabri, Asbole, Ethiopia.

Session 2, Sa.
12:15-14:00

Mednikova,

Concerning body manipulation practice during the Stone Age:

Session 2, Sa.

Maria

trepanations and ritual amputations.

12:15-14:00

Menendez,

Retrodeformation techniques and 3D morphometric analysis of

Session 1, Th.

Lumila

an early Holocene South American skull (Cuncaicha, Peru).

12:15-14:00

Mentzer,
Susan Marie

A deeper look into the Mousterian Hearths at Kebara Cave, Israel.

Session 1, Th.
12:15-14:00

Michel,

What about taphonomy for prehistoric stone tools? The effect of

Session 1, Th.

Marine

freeze and thaw cycles on use-wear and residues.

12:15-14:00

Monnier,
Gilliane

New Excavations at Crvena Stijena, Montenegro: First Results.
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Session 2, Sa.
12:15-14:00

7

61

129

116

29

112

48

84

50

9

133

111

88

Posters
Mori,
Tommaso

Basicranial ontogeny comparison in Pan troglodytes and Homo
sapiens and its use for developmental stage definition of KNMER42700.

Session 1, Th.
12:15-14:00

Postnatal crown formation time of three Neanderthals deciduous

Session 1, Th.

teeth from Northeastern Italy.

12:15-14:00

Neubauer,

Brain lateralisation in humans and apes - insights from

Session 1, Th.

Simon

endocranial casts.

12:15-14:00

Studying Bone Microstructure in Primates: Shedding Light on

Session 2, Sa.

Some Methodological Constraints.

12:15-14:00

Nava, Alessia

Nyssen, Pieter
O‘Mahoney,

Endostructural and periosteal variation in the humerus in juvenile Session 2, Sa.

Thomas

Pleistocene individuals.

12:15-14:00

Moving Around and Settling Down - A Methodological

Session 2, Sa.

Framework for Analyzing Hunter-Gatherer Land Use.

12:15-14:00

Otto, Taylor
Oxilia,
Gregorio

The most recent Neandertal remains in Italy.

Pablos

A notch in the hallux. Presence of pseudoepiphysis in the hallucal

Fernandez,

metatarsals from Sima de los Huesos Middle Pleistocene site

Adrian

(Atapuerca, Burgos).

ParowSouchon,
Hannah
Pearson,
Alannah
Picin, Andrea

Session 1, Th.
12:15-14:00
Session 2, Sa.
12:15-14:00

Human-environment interaction in the Upper Palaeolithic of the

Session 2, Sa.

Southern Levant.

12:15-14:00

Temporal lobe morphology in Neanderthals and modern humans.

Session 1, Th.
12:15-14:00

Neanderthals lithic toolkits in high mobility context: an overview Session 2, Sa.
from Teixoneres Cave (Spain).

12:15-14:00

Pineda,

Open-air sites reveal evidences about Lower Palaeolithic hominin Session 2, Sa.

Antonio

foraging activities.

PiquéFandiño, L.

12:15-14:00

Birth seasonality in the Baka pygmies.
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Session 2, Sa.
12:15-14:00

37

99

21

4

24

134

49

36

130

25

78

120

52

Posters
Pokhojaev,

Temporal changes in human mandibular size and shape

Session 1, Th.

Ariel

throughout the Terminal Pleistocene-Holocene Levant.

12:15-14:00

Profico,
Antonio

Endomaker: an algorithm for fast, accurate, fully automatic
extraction of endocasts and their volumes from digital models of
the skull.

Session 1, Th.
12:15-14:00

71

19

The biomechanical importance of the scaphoid-centrale fusion
Püschel,

during simulated knuckle-walking and its implications for the

Session 2, Sa.
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A new dryopithecine mandibular fragment from the middle Miocene of Abocador de Can Mata
(Vallè-Penedès Basin, NE Iberian Peninsula)
David M. Alba1 , Josep Fortuny1 , Josep M. Robles1 , Federico Bernardini2,3 , Miriam Pérez de los Ríos4 , Claudio Tuniz2,3,5 ,
Salvador Moyà-Solà1,6,7 , Clément Zanolli8
1 - Institut Català de Paleontologia Miquel Crusafont, Universitat Autònoma de Barcelona, Cerdanyola del Vallès, Barcelona, Spain · 2 - Centro Fermi, Museo Storico della Fisica e Centro di Studi e
Ricerche ‘Enrico Fermi’, Roma, Italy · 3 - Multidisciplinary Laboratory, the ‘Abdus Salam’ International Centre for Theoretical Physics, Trieste, Italy · 4 – Departamento de Antropología, Facultad de
Ciencias Sociales, Universidad de Chile, Ñuñoa, Santiago, Chile · 5 - Centre for Archaeological Science, University of Wollongong, Wollongong, New South Wales, Australia · 6 - Unitat d’Antropologia
Biològica (Dept. BABVE), Universitat Autònoma de Barcelona, Cerdanyola del Vallès, Barcelona, Spain · 7 - Institució Catalana de Recerca i Estudis Avançats (ICREA), Barcelona, Spain · 8 - Laboratoire
PACEA, UMR 5199 CNRS, Université de Bordeaux, Pessac, France

A mandibular fragment with M₂–M₃ (IPS1826+1827) found in 1941 at Can Vila (CV), els Hostalets de Pierola (NE Iberian Peninsula), was initially assigned to Dryopithecus fontani but subsequently used to erect Sivapithecus occidentalis [1]. CV is thought to
be close to, but somewhat lower stratigraphically than, the type locality of Pierolapithecus catalaunicus (ACM/BCV1) [2, 3], thus
raising doubts about the synonomy between these taxa. Previously, ‘S.’ occidentalis had been synonymized with either D. fontani
or Hispanopithecus laietanus. However, following the description of P. catalaunicus it has been considered a nomen dubium [2,
4], due to the lack of P. catalaunicus lower molars and the record of other large-bodied hominoids (D. fontani and Anoiapithecus brevirostris) from roughly coeveal ACM localities [4, 5]. Here we report a previously unpublished right mandibular fragment
with M₂ (IPS41734). It comes from locality ACM/BCV4, which is only minimally younger than ACM/BCV1 and CV (11.94
vs. 11.96 and ∼12.0 Ma, respectively [5]). Based on outer enamel surface (OES) morphology, enamel-dentine junction (EDJ)
morphology, and two-dimensional relative enamel thickness (2DRET), we compare IPS41734 with other middle Miocene dryopithecines from ACM to provide a more conclusive taxonomic assignment and reasses the taxonomic status of ‘S.’ occidentalis. The
specimens, housed at the Institut Català de Paleontologia Miquel Crusafont (ICP), were scanned using microfocus X-ray µCT and
processed following standard methods (see [3] for details). OES comparisons were also undertaken with the holotype of D. fontani
(HGP1) from France. IPS41734 displays a Y5 occlusal pattern with hypoconid-entoconid contact. The crown is longer than broad
(breadth/length index = 9.2 mm/10.9 mm = 84%) and displays slight buccal waisting and minimal distal crown tapering (except for
the protruding distolingual corner). It has a restricted distal fovea with a conspicuous hypoentocristid, a tuberculum intermedium
just behind the metaconid, no patent cingulids (except for some buccal remnants), and some enamel wrinkling at the talonid basin.
In OES morphology IPS41734 closely resembles the M₂ of ‘S.’ occidentalis, while comparisons with A. brevirostris are restricted
due to the poor preservation of the holotype M₂, which displays slightly broader proportions (breadth/length index = 88%). In
contrast, IPS41734 can be distinguished from the M₂ of D. fontani by multiple features displayed by the latter: lack of hypoconidentoconid contact, non-protruding distolingual crown corner, more distal entoconid, open distal fovea without hypoentocristid,
conspicuous buccal cingulid, and broader crown proportions. EDJ morphology shows further similarities between IPS41734 and
‘S.’ occidentalis, including a buccal cingulid much better developed than at the OES (particularly between protoconid-hypoconid
and hypoconid-hypoconulid), as well as a centrally tilted and mesiodistally elongated and double metaconid dentine horn (in
agreement with the twinned metaconid at the OES). Finally, 2DRET results indicate that IPS41734 (15.9) and particularly ‘S.’ occidentalis (19.6) have thicker enamel than both P. catalaunicus and A. brevirostris (similar to orangutans), and especially D. fontani
(more comparable to African apes) [3]. Our results allow us to discount an assignment of IPS41734 to D. fontani and support
its conspecificity with the ‘S.’ occidentalis holotype, but do not favor their attribution to either P. catalaunicus or A. brevirostris
(in which case the species name of ‘S.’ occidentalis would take precedence). Since additional dentognathic hominoid material from
ACM combining upper and lower molars would be required to settle this issue, we provisionally leave these specimens unassigned
to genus (Dryopithecini indet). However, ongoing 3D analyses of the internal tooth structure might throw additional light into
this question in the near future.
Funded by the Agencia Estatal de Investigación (CGL2016-76431-P and CGL2017-82654-P, AEI/FEDER, EU), the Generalitat de Catalunya (CERCA Program and 2017 SGR 086 and 116), and French
CNRS. Fieldwork at ACM was defrayed by CESPA Gestión de Residuos S.A.U.
References:[1] Villalta Comella, J.F. de., Crusafont Pairó, M., 1944. Dos nuevos antropomorfos del Mioceno español y su situación dentro de la moderna sistemática de los símidos. Notas y
Comunicaciones del Instituto Geológico y Minero de España 13, 91-139.[2] Moyà-Solà, S., Köhler, M., Alba, D.M., Casanovas-Vilar, I., Galindo, J., 2004. Pierolapithecus catalaunicus, a new Middle Miocene
great ape from Spain. Science 306, 1339-1344.[3] Alba, D.M., Fortuny, J., Pérez de los Ríos, M., Zanolli, C., Almécija, S., Casanovas-Vilar, I., Robles, J.M., Moyà-Solà, S., 2013. New dental remains of
Anoiapithecus and the first appearance datum of hominoids in the Iberian Peninsula. Journal of Human Evolution 65, 573-584.[4] Alba, D.M., 2012. Fossil apes from the Vallès-Penedès Basin. Evolutionary
Anthropology 21, 254-269.[5] Alba, D.M., Casanovas-Vilar, I., Garcés, M., Robles, J.M., 2017. Ten years in the dump: An updated review of the Miocene primate-bearing localities from Abocador de Can
Mata (NE Iberian Peninsula). Journal of Human Evolution 102, 12-20.
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Trends in cerebral organisation in Upper Palaeolithic and recent humans
Lou Albessard-Ball1 , Antoine Balzeau1,2 , Stanley Durrleman3 , Pietro Gori4 , Dominique Grimaud-Hervé1
1 - PaleoFED, UMR 7194 Histoire naturelle de l’Homme préhistorique, Département Homme et Environnement du MNHN,
Paris · 2 - Department of African Zoology, Royal Museum for Central Africa, Tervuren · 3 - Aramis lab, Inria Paris, Sorbonne
Universités, UPMC, INSERM U 1127, CNRS UMR 7225, ICM, Paris · 4 - LTCI, Télécom Paris, IP Paris, France
At the forefront in the history of studying fossil crania is the idea that the development of a large brain, and with it highly complex
cognition, is among the major characteristics of human evolution. Thinking and behaving like extant humans is often considered
to be the benchmark for “modernity”, and clues attesting to the advent of these characteristics have been looked for, both in the
archaeological record and in the anatomical evolution of hominins. The study of endocasts - their volume, general morphology,
convolutional patterns, and the development of cognitive areas recognised in extant humans – has been contributing information
to this question since the beginnings of the field of palaeoanthropology. Within our own species, some differences are documented
between the endocasts of Upper Palaeolithic samples and those of recent samples, including a 10% decrease in average volume [1],
an increase in the size of the parietal lobe chord relative to frontal and occipital chords [2], and a relative increase in the importance
of the cerebellum compared to the occipital lobe [3] and perhaps to the cerebrum [4]. This is sometimes interpreted in terms of
cognitive evolution and linked up to the archaeological record. However, there is relatively little information available concerning
endocranial variations in recent samples, or putting endocranial morphology in the context of cranio-facial morphological integration. Here, we propose to discuss this issue using data based on two complementary methods: 3D geometric morphometrics
(GM) and surface deformations. GM is widely and successfully used in palaeoanthropology in order to tackle questions related to
morphological variability and shape change, while analyses of surface deformations are newer to the field and offer one solution
to problems arising from the lack of homologous features on some endocranial areas [5]. Combining these methods allowed us to
cross-examine our results. We were able to analyse both a simplified representation of the endocast featuring landmarks of special
interest (for instance on sulci representing the main divisions between the cerebral lobes), and deformations occurring over the entire surface of the endocast, including areas devoid of reproducible landmarks. The main results of these analyses are two-fold. We
find that endocranial shape varies in different populations, in a similar fashion to neurocranial morphology. We also find slightly
different tendencies in overall morphology and in cerebral organisation in Upper Palaeolithic Homo sapiens relative to recent populations. We argue that these can be linked to more globular cerebral and neurocranial morphologies in some Holocene populations.
References:[1] Henneberg, M., 1998. Evolution of the human brain: is bigger better? Clinical and Experimental Pharmacology and Physiology 25:745-749.[2] Grimaud-Hervé, D., 1997. L’Evolution de
l’encéphale chez Homo erectus et Homo sapiens. Exemples de l’Asie et de l’Europe. CNRS Editions, 406.[3] Cabestrero-Rincón, M-A., Balzeau, A., Lorenzo, C., 2018. Differential evolution of the cerebral
and cerebellar fossae in recent Homo: a new methodological approach. Homo 69(6), 289-303[4] Weaver, A., 2005. Reciprocal evolution of the cerebellum and neocortex in fossil humans. PNAS 102(10),
3576-3580.[5] Durrleman, S., Pennec, X., Trouvé, A., Ayache, N, Braga, J., 2012. Comparison of the endocranial ontogenies between chimpanzees and bonobos via temporal regression and spatiotemporal
registration. JHE 61(1), 74-88.
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Comparative analysis of the enamel-dentine junction of the lower molars in the Aterian populations
Hajar Alichane1 , Philipp Gunz1 , Robert M.G. Martin2 , Jean-Jacques Hublin1
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Department
of Anthropology, University of Toronto, Toronto, Canada
The Aterian fossil humans are one of the richest samples of human remains associated with Middle Stone Age assemblages in Africa,
but they are still poorly described [1]. Our study mainly focuses on the morphology of the enamel-dentine junction (EDJ) that was
visualized by segmenting the micro tomographic scans of each molar. The sample include 155 first and second mandibular molars
of recent and fossil humans. The fossil sample originates from 4 different regions: North Africa (El Harhoura 2, Dar es-Soltan 2,
Contrebandiers and Jebel Irhoud), South Africa (Die Kelders and Equus), the Near East (Qafzeh and Skhul), and Neandertals
from Europe. The recent H. sapiens sample includes molars from Holocene archaeological sites in Belgium, anatomical collections
and clinical extractions. On each specimen, we digitized 3D landmarks on the tips of the dentine horns of the four primary cusps
(protoconid, metaconid, entoconid and hypoconid) in Avizo. We then placed the same number of curve-semilandmarks (n=60)
on the marginal ridge connecting the four dentine horns, following the protocol described by [2] using Mathematica. After semilandmark sliding, we performed Procrustes superimposition to compute shape variables, and used centroid size as a measure for the
overall size of the dentine crown. The shape data were analyzed using principal component analysis (PCA). The dental size of the
Aterian sample is generally very large, reminiscent of the Near East series from Qafzeh and Skhul. Centroid sizes of M1 and M2
of recent H. sapiens are smaller than in fossil H. sapiens and Neandertals. This primarily results from a size reduction within the
H. sapiens lineage. The molar centroid sizes are more variable in fossil H. sapiens than in Neandertals and recent H. sapiens. Fossil
H. sapiens values overlap with those of the Neandertals, but generally display higher values. In a PCA of M1 EDJ shape, fossil H.
sapiens and recent H. sapiens are similar, and neither group overlaps with Neandertals. Neandertals display different crown outlines
between protoconid and metaconid than H. sapiens. For M1, all Aterian individuals are separated from the Neandertal distribution
and cluster with recent H. sapiens. Whereas the shape differences between H. sapiens and Neandertals are consistent, but subtle for
the first molar, M2 shape differences are more pronounced: generally, the EDJ crown shape of fossil H. sapiens are more buccally
protruding than lingually. Neandertals are characterized by tall crowns compared to fossil H. sapiens and recent H. sapiens. In a
PCA all but one Aterian M2 cluster with recent H. sapiens; the M2 of El Harhoura falls within the distribution of the Neandertals.
Our findings confirm the attribution of the Aterian individuals to an early H. sapiens population. However, they are highly variable
and retain primitive characteristics, which may explain similarities with Neandertals for some specimens.
This research was supported by The Max Planck Society.
References:[1] Hublin, J.-J., Verna, C., Bailey, S., Smith, T., Olejniczak, A., Sbihi-Alaoui, F.Z., Zouak, M., 2012. Dental Evidence from the Aterian Human Populations of Morocco, in: Hublin,
Jean-Jacques, McPherron, S.P. (Eds.), Modern Origins. Springer Netherlands, Dordrecht, pp. 189–204.[2] Skinner, M.M., Gunz, P., Wood, B.A., Hublin, J.-J., 2008. Enamel-dentine junction (EDJ)
morphology distinguishes the mandibular molars of Australopithecus africanus and Paranthropus robustus. J. Hum. Evol. 55, 979–988.
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Environmental carrying capacity, population density and the later Pleistocene expression of backed
artefact manufacturing traditions
Will Archer1,2
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Department
of Archaeology, University of Cape Town, South Africa
As is the case today, both climate variability and population density influenced human behavioural change in the past. The mechanisms underpinning later Pleistocene human behavioural evolution, however, remain contested. Many complex behaviours evolved
in Africa, but early evidence for these behaviours varies both geographically and temporally. Scientists have not been able to explain
this flickering pattern, which is present even in sites and regions clearly occupied by Homo sapiens. Certain later Middle and Later
Stone Age technologies are useful archaeological proxies for complexity, as the skills necessary for their production would have
required high fidelity - potentially process-oriented - learning and cooperation. These complex behaviors are represented archaeologically by a range of technologies, as well as symbolic items such as ground or engraved organic materials (e.g. perforated and
incised ostrich egg shells, bones, teeth and ochre), many of which are preserved only under favorable conditions or are constrained
by available raw-materials. In Africa, the vast majority of these proxies tend to be confined to particular sub-regions or sites, making
them unsuitable for broad scale quantitative models.
Backed stone artefacts are arguably one such technology that are patchy but, in terms of data spread, are spatially and temporally ubiquitous in the African later Pleistocene. In Africa, they are also widely accepted to be synonymous with skills like composite
weapon design and various multi-phase lithic production processes. To explore this flickering pattern of cultural complexity, here
the presence and frequency of evidence for backed stone artefact production are modelled against climate driven, time series population density estimates, in all known African Late Pleistocene archaeological sites (n=116 sites, n=409 assemblages, n=893 dates).
In addition, a moving-window, site-density population estimate is included at the scale of southern Africa. Backed stone artifacts
show a broad but sporadic distribution in Africa, prior to their association with Homo sapiens dispersing into Europe 45-40 ka.
Two independent population density estimates explain this pattern, and implicate nuanced interactions between climate change
and demography in the expression of cultural complexity in Pleistocene Homo sapiens.
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Evolutionary selection and morphological integration in the vertebral column of modern humans
Mikel Arlegi1,2 , Christine Veschambre-Couture2 , Asier Gómez-Olivencia1,3,4
1 - Dept. Estratigrafía y Paleontología, Facultad de Ciencia y Tecnología, Universidad del País Vasco - Euskal Herriko
Unibertsitatea (UPV/EHU), Leioa, Spain · 2 - Université de Bordeaux, PACEA UMR 5199, Pessac, France · 3 - IKERBASQUE.
Basque Foundation for Science · 4 - Centro UCM - ISCIII de Investigación sobre Evolución y Comportamiento Humanos,
Madrid, Spain
The evolution of the vertebral column in mammals is conservative with regard to the number of vertebrae in amniotes [1], and displays a clear morphological regionalization of the pre-sacral vertebral column into cervical, thoracic and lumbar regions. In contrast
to the numerical constraint, the ancestral mammalian vertebral column has become morphologically more complex through time,
permitting the relative independence of each region due to developmental and functional factors [2]. Modern humans display a
unique mode of locomotion compared to other mammals and at the same time, a derived morphology of the pre-sacral vertebral
column. Conceptually, the organization of the vertebral column can be treated either as a whole integrated structure evolutionarily
dissociated from the abaxial skeleton, or as a modularized system where each morphological region is internally integrated. In the
last few decades much research has been carried out analyzing patterns and magnitudes of integration and modularity in vertebrates
[3]. However, only recently a few authors have paid attention to phenotypic integration in the vertebral column [4], with special
interest in the cervical region of the vertebral column [5]. In this work our main objective is to quantify integration, modularity
and response to selection in the pre-sacral vertebral column of modern humans. To do that 17 linear measurements were taken on
each of the 24 presacral vertebrae in more than 100 individuals, producing a total of approximately 39,000 measurements. Then
we quantified patterns and magnitudes of integration at regional, vertebral and intra-vertebral levels. Additionally, we calculated
the ability of vertebrae to respond to selection by quantifying differences in evolvability, flexibility and constraint throughout the
spine. We highlight three crucial findings in this study of the modern human spine. The first is that caudal pre-sacral vertebrae are
more evolvable than those located more cranially in the vertebral column. Secondly, central thoracic vertebrae are internally the
most integrated, decreasing the magnitudes of overall integration towards the most peripheral vertebrae (C1 and L5). Thirdly, correlations across vertebrae show the high influence of the Hox genes in vertebral interactions, subdividing the pre-sacral vertebrae
into four functional and developmental modules (i.e. cervical, cranial and caudal thoracic and lumbar), in which the fewest number
of interactions across vertebrae occur in the cervical region than in the thoracolumbar region. We conclude that the results obtained
for the modern human pre-sacral vertebral column can be related to three main factors: body plan organization expressed by the
Hox genes, the strong developmental constraints that determine the number of mammalian vertebrae, and, finally, the functional
requirements of an adaptation to bipedal locomotion in the human lineage. Additionally, we hypothesized that the integration
and evolvability patterns found in the pre-sacral vertebrae of modern humans could be similar or common to mammals due to the
strong ancestral influence of the organization of the pre-sacral vertebral column. However, differences in the magnitudes of the
analyzed indices between species and clades could depend on developmental and functional factors, the latter mainly related to
differences in mode of locomotion.
We would like to express our gratitude for access and technical help with the collections to Y. Haile-Selassie and L. Jellema (Cleveland Museum of Natural History, Cleveland) J. M. Carretero (Univ.
Burgos, Burgos), and R. G. Franciscus (University of Iowa, Iowa City). Thanks to C. J. Knusel for his help and comments. This research received support from the Spanish Ministerio de Economía y
Competitividad (project CGL2015-65387-C3-2-P-MINECO/FEDER-), Research Group IT1044-16 from the Eusko Jaurlaritza-Gobierno Vasco and Group PPG17/05 from the Universidad del País
Vasco-Euskal Herriko Unibertsitatea.
References:[1] Buchholtz, E.A., 2012. Flexibility and constraint: patterning the axial skeleton in mammals. From clone to bone: the synergy of morphological and molecular tools in palaeobiology.
Cambridge Univ. Press, Cambridge, pp. 230–253.[2] Jones, K.E., Angielczyk, K.D., Polly, P.D., Head, J.J., Fernandez, V., Lungmus, J.K., Tulga, S., Pierce, S.E., 2018. Fossils reveal the complex evolutionary
history of the mammalian regionalized spine. Science 361, 1249–1252.[3] Porto, A., de Oliveira, F.B., Shirai, L.T., De Conto, V., Marroig, G., 2009. The evolution of modularity in the mammalian skull I:
morphological integration patterns and magnitudes. Evol. Biol. 36, 118-135.[4] Randau, M., Goswami, A., 2017. Unravelling intravertebral integration, modularity and disparity in Felidae (Mammalia).
Evol. Dev. 19, 85–95.[5] Arlegi, M., Gómez-Robles, A., Gómez-Olivencia, A., 2018. Morphological integration in the gorilla, chimpanzee, and human neck. Am. J. Phys. Anthropol. 166, 408–416.
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Homo steinheimensis, a comparison between the Steinheim skull and the Atapuerca Sima de los Huesos
fossils
Juan Luis Arsuaga1,2 , María Martinón-Torres3,4 , Elena Santos1
1 - Centro Mixto UCM-ISCIII de evolución y comportamiento humanos, Madrid, Spain · 2 - Universidad Complutense de
Madrid - Departamento de Geodinámica, Estratigrafía y Paleontología, Madrid, Spain · 3 - CENIEH (National Research Center
on Human Evolution), Burgos, Spain · 4 - UCL Anthropology, London, UK
With the rise of the 3D Geometric Morphometrics (GMM) we often forget that, after all, GMM is about phenetics, and phenetics
is not the most suitable way to make phylogenetic inferences. Cladistics is. In this paper we analyse the species Homo steinheimensis
taking a cladistic approach. Fortunately, this is the only possible way to study it since the general distortion of the type specimen,
the Steinheim skull, would not allow a GMM analysis. This species (created in 1936 by Bereckhemer) lacks a proper diagnosis,
and as such, it is not clear whether it is a valid species. However, this would not affect the cladistic analysis [1]. In the first description of the specimen, the morphology of the face was the main trait used for the phylogenetic interpretation, and this was
described as sapiens-like and not Neandertal-like. Bereckhemer’s conclusion was that all the traits shared by Steinheim and the
Neandertal specimens known to that date were plesiomorphies (“The other, Neanderthal-like features of the Steinheim cranium
could then perhaps be explained assuming a common ancestry with Neanderthals through an older lineage”). Today, practically
nobody argues that Steinheim belongs to the Neanderthal clade, as a sister group of the latter “classic” Neandertals [2]. But the
remarkable “sapiens-like” morphology of the Steinheim face is either neglected or attributed to postmortem deformation. Rak
considered that the Steinheim face displayed a generalized (primitive) pattern, as modern humans do, the condition from which
the extended Neandertal face would arose [3]. But if this is the case, who are the pre-Steinheim fossils? The specimens attributed
to Homo tautavelensis/heidelbergensis do not show a “sapiens-like” face. No other European Middle Pleistocene fossil show such a
strong maxillary flexion. Only Homo antecessor, and perhaps the Zhoukoudian Homo erectus specimens do. Could the Steinheim
facial morphology rather be the product of plastic distortion? In our analysis we did not find signs of major plastic deformation in
the maxillary region, so we conclude that its facial morphology cannot be attributed to it. On the other hand, the face of Steinheim
is reminiscent of the Sima de los Huesos (SH) faces, although in the latter, the morphology is more derived [4]. In the rest of the
features, Steinheim is generally similar to the SH specimens, in some traits slightly more primitive, in other traits slightly more
derived towards the “classic” Neandertal condition. Regarding the dentition, Steinheim shares with the SH sample the expression
of classic and diagnostic Neandertal features such as rhomboidal upper molars, with large and protruding hypocones [5]. The M3
of Steinheim are remarkably reduced and the hypocone is absent, a pattern in common with the majority of the Sima de los Huesos
and the Pontnewydd upper M3s. In contrast, Steinheim does not show the degree of M2 reduction displayed by the Sima de los
Huesos population, although the strong postcanine reduction of the latter could be a particularity of this group (Martinón-Torres
et al., 2012). Our conclusion is that Steinheim and Sima de los Huesos, as well as other specimens such as Aroeira, Swanscombe
and Reilingen can be classified together in a group that is cladistically intermediate between Homo tautavelensis/heidelbergensis
and Homo neanderthalensis.
This work has been funded by Ministerio de Ciencia, Innovación y Universidades projects numbers PGC2018-093925-B-C31 and C33. The Leakey Foundation through the personal support of Gordon
Getty (2013) and Dub Crook (2014, 2015, 2016, 2018, 2019) to one of the authors (M.M.-T.). Postdoctoral grant Fundación Ramon Areces, granted and managed by Fundación Atapuerca (E.S
References:[1] Berkhemer, F., 1936. Der Urmenschenschädel aus den zwischeneiszeitlichen Fluss-Schottern von Steinheiman der Murr. Forschungen und Fortschritte 12, 349-350. [2] Stringer, C., 2012.
The status of Homo heidelbergensis (Schoetensack 1908). Evolutionary Anthropology 21, 101-107. [3] Rak, J., 1986. The Neanderthal: A new look at an old face. Journal of Human Evolution 15, 151-164. [4]
Arsuaga, J.L., Martínez, I., Arnold, L.J., Aranburu, A., Gracia-Téllez, A., Sharp, W.D., Quam, R.M., Falguères, C., Pantoja-Pérez, A., Bischoff, J., Poza-Rey, E., Parés, J.M., Carretero, J.M., Demuro, M.,
Lorenzo, C., Sala, N., Martinón-Torres, M., García, N., Alcázar de Velasco, A., Cuenca-Bescós, G., Gómez-Olivencia, A., Moreno, D., Pablos, A., Shen, C.-C., Rodríguez, L., Ortega, A.I., García, R.,
Bonmatí, A., Bermúdez de Castro, J.M., Carbonell, E., 2014. Neandertal roots: Cranial and chronological evidence from Sima de los Huesos. Science 344, 1358-1363. [5] Martinón-Torres, M., Bermúdez
de Castro, J.M., Gómez-Robles, A., Prado-Simón, L., Arsuaga, J.L., 2012. Morphological description and comparison of the dental remains from Atapuerca-Sima de los Huesos site (Spain). Journal of
Human Evolution 62, 7-58.
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Podium Presentation Session 3, Thursday 15:40

Lower Paleolithic shaped stone balls were used for bone marrow extraction
Ella Assaf1 , Isabella Caricola2 , Avi Gopher1 , Jordi Rosell3,4 , Ruth Blasco5 , Oded Bar6 , Ezra Zilberman6 , Cristina
Lemorini7, , Javier Baena8 , Ran Barkai1 , Emanuela Cristiani2
1 - Institute of Archaeology, Tel - Aviv University, Tel-Aviv, Israel · 2 - Department of Oral and Maxillofacial Sciences, Diet and
Ancient Technology Laboratory (DANTE), Sapienza University, Rome, Italy · 3 - IPHES Institut Català de Palaeoecologia
Humana i Evolució Social, Tarragona, Spain · 4 - Àrea de Prehistòria, Universitat Rovira i Virgili (URV), Tarragona, Spain · 5 Centro Nacional de Investigación sobre la Evolución Humana (CENIEH), Burgos Spain · 6 - Geological Survey of Israel,
Jerusalem, Israel · 7 - Dipartimento di Scienze dell’ Antichità, Università di Roma Sapienza University, Rome, Italy · 8 - Dept. Of
Prehistory and Archaeology, Universidad Autónoma Madrid, Spain
The presence of shaped stone balls (SSBs), also known as spheroids or polyhedrons, in early Paleolithic sites has attracted scholarly
attention since the pioneering work of Louis and Mary Leakey in Olduvai, Tanzania. Despite the persistent production of SSBs
for two million years, their function is still unknown. We present new results on the use of ten SSBs from the Middle Pleistocene
(420–200ka) Qesem Cave, Israel based on use-wear and residue analyses, accompanied by a dedicated experimental program. The
use wear and residue indicate crushing of fresh bone by thrusting percussion and provide direct evidence for the repeated use of
SSBs to access fat-rich bone marrow of animal prey. These traces are as yet the only (and earliest) direct evidence of the use of this
type of artifact. Our study indicates that inhabitants of Qesem Cave favored the use of shaped, somewhat angular, stone balls made
of calcareous rocks to crush fresh animal bones to access marrow. The presence of use wear on the Qesem SSBs highlights this preference, as shown by SSBs with a patina and even broken SSBs that were selected from outside the cave and brought in for this specific
activity. Our experiments demonstrated that SSBs are indeed efficient for bone processing, providing a comfortable grip and useful
active areas with a number of suitable working edges for prolonged use. The morphology of SSBs and the specific manipulation of
the tools, which were possibly turned around during the use, seem to have affected the use wear distribution throughout the surface
of the tool. Our analysis and experimental use of replicas support, for the first time, linking functional and morphological traits of
these intriguing Paleolithic items. Furthermore, experiments suggest that the distinct spherical morphology of SSBs is a result of a
complex knapping trajectory, which required careful planning and necessitated a high degree of knowhow and precision. Moreover,
experiments indicate that the level of experience in bone breaking and knowledge about bone anatomy affect the processing time
of the bone. We thus infer that skill and knowledge were required in selecting adequate tools and using them properly for this task.
These results shed new light on the function of Paleolithic SSBs and accord well with the significance of animal fat in the caloric
intake of Middle Pleistocene humans at Qesem Cave and beyond.
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Poster Presentation Number 57, Session 1, Th. 12:15-14:00

Diet-related differences and wear effects in dental topography of first molars from papionini tribe
primates
Yasmina Avià1 , Ferrán Estebaranz-Sánchez1,2 , Alejandro Romero3 , Alejandro Pérez-Pérez1 , Laura Mónica Martínez1
1 - Secc. Zoologia i Antropologia Biològica, Dept. Biologia Evolutiva, Ecologia i CCAA, Universitat de Barcelona, Spain · 2 Àrea d’Antropologia Física, Dept. de Biologia Animal, Biologia Vegetal i d’Ecologia, Facultat de Biociències, Universitat
Autònoma de Barcelona, Spain · 3 - Depto. Biotecnología, Facultad de Ciencia de la Salud, Universitat d’Alacant, Spain
Diet, a major evolutionary factor affecting primate life histories, provides significant clues to the understanding of adaptation and
ecological niche separation in primates. Papionini tribe primates are a very successful Cercopithecoidea group that inhabits a very
large number of environments and consume a wide range of resources. Thus, the study of dental morphological traits in extant
and fossil specimens can provide clues to the interpretation of evolutionary processes as response to climatic events and dietary
diversification in this monophyletic group. The aim of the present study is to create a reference model for dental topography in
living papionini primates (family Cercopithecicae, subfamily Cercopithecinae) to infer dietary adaptations. This model will be the
baseline to compare the processes of dental change that took place within the papionini and hominini lineage, as both taxa inhabited the same sites during the Plio-Pleistocene transition and faced the same climatic events. Measures of tooth crown curvature,
complexity and relief have been shown to discriminate relevant aspects of dental functionally morphology in relation to dietary
habits in extant primate species. The studied sample consists of high-resolution 3D dental scans of first upper and lower molars of
wild papionini specimens (N=315) from 13 African papionini species of 6 different genera, with known differences in dietary preferences. A sample of 71 of non-papionini Cercopithecoidea specimens were included for comparative purposes. All the sample were
scored into 5 wear categories to characterize topographic shape changes through wear stages in the extant papionini primates. The
results obtained showed a relatively few significant effects of dental wear stages upon the topographic measurements within taxa,
which suggest that differences in dental topography between taxa hold for any given stage of wear and that worn specimens can be
included in the analysis to assess dietary adaptations. The papionini species showed greater intragroup than intergroup variability
in dental topography compared to the non-papionini Cercopithecoidea. Dirichlet Normal Energy (DNE) was the topographic variable that showed the highest number of significant between-groups differences. The hard fruit eaters Cercocebus and Lophocebus
showed the lowest DNE values, while Theropithecus gelada and Papio anubis showed the highest. The complexity of the occlusal
surface (OPCR) showed great between-species heterogeneity, reflecting distinct topographic adaptations to food consumption
within genera.
This research is funded by a PhD research grant APIF-UB and a Postdoc Research Fellowship from Fundació Obra Social La Caixa.
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Pecha Kucha Presentation Session 2, Thursday 11:50

Rare dental trait is first morphological evidence of archaic introgression in Asian fossil record
Shara E. Bailey1,2 , Jean-Jacques Hublin2 , Susan C. Anton1
1 - New York University, Center for the Study of Human Origins, New York, USA · 2 - Max Planck Institute for Evolutionary
Anthropology, Department of Human Evolution, Leipzig, Germany
The new Denisovan hemi-mandible from Xiahe, Tibet (1) exhibits an unusual dental trait: a three-rooted lower second molar.
Three-rooted lower molars maintain both mesial and distal roots with a third accessory root on the distolingual aspect or lingually
between the mesial and distal roots. The root is usually about one-third the size of the normal roots. The three-rooted lower molar
may appear either unilaterally or bilaterally. When present in recent humans, the accessory third root is most commonly found
on the mandibular first molar but it also may occur (less frequently) on the lower second and third molars(2). We refer to these
collectively as 3RM. We surveyed the clinical, bioarchaeological and paleoanthropological literature for frequencies of the 3RM in
human populations. We confirm the rarity of the 3RM outside of Asia and the New World. Within Asian-derived populations the
frequency of 3RM on the first molar can exceed 40% (Aleut, Neolithic China), whereas in non-Asian derived populations the frequency of the 3RM does not exceed 3.4%. Until recently, the 3RM had not been observed to have great antiquity, nor had it been
observed outside of Homo sapiens populations. One possible explanation for the high frequency of the anomaly in recent Asianderived populations is that it represents a relatively recent acquisition that postdates the origin of H. sapiens and occurred well after
their dispersal into Eurasia. However, the discovery of a 3RM in Xiahe requires us to revise this hypothesis. This individual has
been identified as closely related to Denisovans and is dated to 160,000 years BP. In addition, a recently described mandible from
Taiwan (Penghu 1) that is “… most likely 190K-10K” also exhibits a 3RM (3). Although the Penghu mandible’s taxonomic attribution is uncertain, similarities to the Xiahe mandible have led Chen et al (2019) to suggest that Penghu 1 may also be a Denisovan
individual. The Xiahe and Penghu mandibles strongly suggest that the 3RM anomaly (a) very likely has its origin in Asia; and (b)
evolved in a pre-sapiens population. Moreover, until a 3RM is found in more archaic hominins, it should be understood as a novel
morphological trait that evolved in Asia and was transferred to H. sapiens through gene flow with Denisovans. Thus, we conclude
that the 3RM is the first example of a morphological character in recent humans that can be clearly traced to this archaic admixture.
The Max Planck Society provided financial support for part of this study.
References:[1] Chen F, et al., 2019. A late Middle Pleistocene Denisovan mandible from the Tibetan Plateau. Nature. https://doi.org/10.1038/s41586-019-1139-x.[2] Carlsen, O.,Alexandersen, V., 1990.
Radix entomolaris: identification and morphology. E. J. Oral Sci. 98, 363-373.[3] Chang C-H, et al., 2015. The first archaic Homo from Taiwan. Nature Communications 6, 6037.
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Poster Presentation Number 5, Session 1, Th. 12:15-14:00

Size and shape variation among the Australopithecus africanus mandibular specimens from Sterkfontein
and Makapansgat
Katharine L. Balolia1
1 - School of Archaeology and Anthropology, The Australian National University, Canberra, Australia
The number of species represented in the Australopithecus africanus hypodigm has long been a subject of debate, and analyses of
skeletal and dental remains suggest that the specimens currently attributed to Au. africanus may not be taxonomically homogeneous
(1-4). In this study, I investigate whether more than one species is represented in the Au. africanus hypodigm from Sterkfontein
and Makapansgat based on mandibular corpus size and shape variation at the position of M₁, using an extant hominid reference
sample. I measured the size and shape of the mandibular corpus at M₁ in a maximum of 8 dentally mature mandibular Au. africanus
specimens (4 specimens from Sterkfontein and 4 specimens from Makapansgat). The extant hominid comparative mandible sample
consisted of 11 Homo sapiens specimens, 12 Pan troglodytes specimens, 12 Gorilla gorilla specimens and 11 Pongo pygmaeus specimens. I collected mandibular corpus size and shape data directly from 3D surface scans, employing four measures of mandibular
corpus size and one measure of mandibular corpus shape. I measured mandibular corpus size and shape variation using the Coefficient of Variation (CV%). I visually represented mandibular corpus shape at M₁ using a Principal Components plot of PC1
and PC2, which together account for 65% of the sample variation. Results show a high degree of size variation in mandibular corpus breadth at M₁ within the Au. africanus sample, with StW 404 and StW 384 representing the smallest and largest extremes of
size variation respectively. Despite the large degree of size variation observed, CV% estimates of Au. africanus mandibular corpus
breadth variation at M₁ fall below the degree of size variation observed in some extant hominid taxa. By contrast, CV% estimates
of Au. africanus mandibular corpus height variation at M₁, and variation in the outline of the mandibular corpus at M₁, exceeds the
degree of size variation found in extant hominids, with specimens from Sterkfontein showing the smallest size values and specimens
from Makapansgat showing the largest size values. Among the four specimens for which mandibular corpus shape measurements
could be recorded (representing specimens from both Sterkfontein and Makapansgat), the degree of shape variation falls within
the range of variation observed among extant hominid taxa. Visualisation of Principal Component scores representing mandibular
corpus shape at M₁ shows that Au. africanus specimens cluster together and do not overlap with any extant hominid taxon. The
findings that variation in mandibular corpus height at M₁ in specimens fromSterkfontein and Makapansgat exceeds the variation
observed in extant hominid taxa suggests that more than one species may be represented in the Au. africanus hypodigm.
I thank Bernhard Zipfel and curators of the extant hominid specimens for access to collections. This research was funded by the Humanities Research Centre and the Research School of Humanities and
the Arts, Australian National University.
References:[1] Clarke, R. J., 2008. Latest information on Sterkfontein’s Australopithecus skeleton and a new look at Australopithecus. South African Journal of Science 104, 443–449.[2] Clarke, R. J., 2013.
Australopithecus from Sterkfontein Caves, South Africa. In: K. E. Reed, J. G. Fleagle & R. E. Leakey (Eds.), The paleobiology of Australopithecus. Dordrecht: Springer, pp. 105–123.[3] Grine, F. E., Delanty,
M. M., & Wood, B. A. (2013). Variation in mandibular postcanine dental morphology and hominin species representation in Member 4, Sterkfontein, South Africa. In: K. E. Reed, J. G. Fleagle & R. E.
Leakey (Eds.), The paleobiology of Australopithecus. Dordrecht: Springer, pp. 125–146.[4] Kimbel, W. H., White, T. D., 1988. Variation, sexual dimorphism and the taxonomy of Australopithecus. In: F. E.
Grine (Ed.), Evolutionary history of the ‘‘robust’’ australopithecines. New York: Aldine de Gruyter, pp. 175–192.
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Changes in thoracic cage morphology from birth into adulthood
Anat Gershon1 , Alon Barash2 , Ella Been3,4 , Michalle Soudack5 , Youssef Masharawi1
1 - The Stanley Steyer School of Health Professions, Sackler Faculty of Medicine, Tel Aviv University, Tel Aviv, Israel· 2 - The
Azrael Faculty of Medicine, Bar - Ilan University, Safed, Israel · 3 Department of Anatomy and Anthropology, Sackler Faculty of
Medicine, Tel Aviv University, Tel Aviv, Israel · 4 - Department of Sports Therapy, Faculty of Health Professions, Ono Academic
College · 5 - Pediatric Radiology, Safra Children’s Hospital, Tel–Hashomer, Israel
Thoracic cage morphology correlates with respiration, posture and locomotion. The shape of the thoracic cage and the thoracic
kyphosis (TK) changes significantly from infancy into adulthood. Few studies emphasized the rapid changes in thoracic morphology in the first two years of life, assuming the changes are related to the establishment of an erect posture. Other studies, however,
pointed to puberty as a period in which the thoracic cage proportions are changing. There are contradicting evidences in current
literature, regarding sexual dimorphism of the thoracic cage morphology. The main goal of the current study is to characterize the
morphological changes in the thoracic cage of males and females from birth into adulthood. Material and Methods For this Crosssectional retrospective CT study, we included chest CT scans of typically developing individuals from birth to 29 years of age, all
displaying non-pathological morphology. We combined traditional length and angular measurement with 3D geometric morphometric analysis (GMA). For the traditional measurements, we used 176 chest CT scans. Measurements included manubrium level
in relation to spinal level, and TK angle. For the GMA we created 50 3D models based on CT scans; 302 3D landmarks and semilandmarks were placed on each thoracic cage. Using Procrustes method, all models were superimposed to eliminate size-related
variation, thus, we observed shape differences. We then used EVAN-Tool box to preform principal component analysis (PCA). Results: Traditional measurements: TK increases significantly with age from 24±5.6° in infants to 36.7±6.5° in adults (p<.000). Most
of this change occurred in the first 5 years. We found no difference in TK between genders (p=.323). The level of the manubrium
was higher in infancy and lower in childhood and adulthood (p<.000). The manubrium of sub adult and adult females was positioned lower than in males (p=.013). GMA: Our results indicate that the 1st PC accounts for 52% of the total variation, while the
2nd PC accounts for 8.5% of the total variation. The 1st PC nicely separates along an age gradient. The 2nd PC separates males
from females, but this becomes evident only from the onset of puberty. The shape of the thoracic cage at infancy is pyramidal (in
frontal view), the ribs are horizontal. The thoracic spine is relatively straight and is mildly invaginated into thoracic cage. The position of the manubrium is high, and the sternum is aligned more horizontally than in adults. Along PC 1, 50% of the morphological
changes occurred in the first 3-4 years of life. The shape of the thoracic cage in adults is barrel (in frontal view), and the ribs are
antero-inferiorly inclined. The thoracic spine is kyphotic and there is marked invagination of the spine into the thoracic cage. The
sternum is aligned more vertically, and the manubrium is lower. Sexual differences in adult thoracic cage are subtle and include
mainly more inferiorly inclined ribs together with lower position of the manubrium in females, compared with males. Discussion:
Our results clearly indicate shape differences from birth into adulthood, which are more rapid in the early years. The results of
this study conform with previous publications, indicating that the establishment of an erect posture is probably a significant factor
in thoracic cage morphology, thus, supporting previous publications indicating increased TK and more antero-inferiorly inclined
ribs with age. Surprisingly, we also found differences in the orientation and position of the sternum, with age, which, to the best of
our knowledge, have not been published before. Regarding sexual dimorphism, our study supports previous publications that have
shown shape differences between males and females. These differences are subtle and they only appear with the onset of puberty.
The most striking differences are shown in the position of the manubrium and the inclination of the ribs.
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Global or local: Where do we find ontogenetic change in hominid cranial shape?
Silvester J. Bartsch1 , Nicole D.S. Grunstra1,2 , Philipp Mitteroecker1
1 - University of Vienna, Department of Theoretical Biology, Vienna, Austria · 2 - Natural History Museum of Vienna, Mammal
Collection, Vienna, Austria
The shape of the vertebrate cranium undergoes extensive change throughout ontogenetic development and varies across individuals within and between species. However, it has scarcely been explored to what extent the individual cranial bones contribute to
ontogenetic and inter-individual variation in overall cranial shape. For example, the overall shape of the brain case is likely to be
developmentally constrained (i.e., canalized) owing to its functional importance in housing and protecting the brain. However, the
relative contributions of the frontal, parietal, temporal and occipital bones to the brain case are less functionally important and may
therefore be less constrained. In this study, we present a novel approach to the analysis of cranial shape by decomposing it into two
components: The ’global’ component reflects the functionally relevant features of cranial shape and captures large-scale morphological variation, which we represent by the cranial outline. The ’local’ component or ’residual’ shape, which captures more small-scale
variation, represents the relative contribution of individual bones to overall shape. We investigated to what extent postnatal ontogenetic changes in cranial shape occur in the overall shape versus the relative contribution of individual bones, respectively. We
conducted a geometric morphometric analysis of 93 midsagittal landmarks taken on CT scans in an ontogenetic sample of 84 crania of modern humans (Homo sapiens) and common chimpanzees (Pan troglodytes). We defined the outline shape by a subset of
60 landmarks and treated type 1 landmarks as sliding semilandmarks, thereby eliminating information on the delineation of bones.
Residual shape was obtained by warping the full set of 93 landmarks to the mean outline shape of all specimens using thin plate
spline interpolation. The variation that remains after this standardization of outline shape represents the differential contribution
of the bones to the outline shape. Our results show that cranial outline shape clearly differs between species (PC 1) and along an
ontogenetic trajectory (PC 2). The residual shape, by contrast, does not appear to change throughout postnatal development, although it significantly differs between H. sapiens and P. troglodytes (p < 0.001). Residual shape differences between humans and
chimpanzees are primarily driven by the relative contribution of the facial bones to overall cranial shape. In addition, we find that
adult chimpanzees are more variable than adult humans, both in outline (36%) and in residual (62%) shape. These findings indicate that local shape variation, i.e. the contribution of individual bones to global shape, arises prenatally or perinatally and remains
largely stable during postnatal development. Cranial outline shape, by contrast, differs between species and changes postnatally.
The increased variability in residual shape may result from a relaxed canalization regime or higher genetic drift due to population
substructure in chimpanzees.
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Podium Presentation Session 8, Friday 16:20

Back to Geula Cave: New insights on the Mousterian of north Mt. Carmel, Israel
Omry Barzilai1 , Talia Abulafia1 , Maayan Shemer1 , Hila May2 , Meir Orbach3 , Amos Frumkin4 , Reuven Yeshurun3 , Rachel
Sarig2 , Naomi Porat5 ,Israel Hershkovitz2
1 - Israel Antiquities Authority, Jerusalem, Israel · 2 - Shmunis Family Anthropology Institute, Dan David Center for Human
Evolution and Biohistory Research, Sackler Faculty of Medicine, Tel Aviv University, Israel · 3 - Zinman Institute of Archaeology,
University of Haifa, Haifa, Israel · 4 - Institute of Earth Sciences, The Hebrew University of Jerusalem, Jerusalem, Israel · 5 Luminescence Dating Lab, Geological Survey of Israel, Jerusalem, Israel
The Middle Paleolithic of Mt. Carmel has been thoroughly investigated and includes two main phases. The early phase, ca. 250170 kya, is characterized by the production of elongated points (Abu Sif and Hummal points). The late phase, ca. 170-50 kya, is
centered on manufacture of Levallois points and scrapers using various production modes (centripetal, bidirectional and unipolar).
Paleoanthropological studies indicate the presence of two hominin species: archaic Homo Sapiens (i.e. Misliya 1, Tabun 2 and Skhul
I-IX) and Neanderthals (i.e. Tabun 1, Kebara XII and Ein Qashish 3, at the foothills of the eastern Carmel). Absolute chronology
of the hominin fossils indicates archaic Homo Sapiens (ca. 170-100 kya) predated Neanderthals (ca. 80-55 Kya). The study of the
prehistory of the Carmel has been focused on cave sites located along the western escarpment of the mountain. The current paper
is focused on Geula Cave located at the northern tip of Mt. Carmel, today within the boundaries of the city of Haifa. The cave
comprises several chambers and segments, the remains of a larger cave system destroyed in quarrying activities before the 1940s.
The cave, initially excavated between 1958-1964, contained large amounts of Upper Pleistocene faunal remains, Mousterian flint
artifacts and three human bone fragments identified as archaic Homo sapiens [1,2]. The excavation yielded one radiocarbon date of
45 kya which was clearly insufficient to determine the chronological place of Geula’s lithic industry and its hominin remains within
the Carmel Middle Paleolithic sequence. In 2016 we carried out salvage excavations at the site, in three areas that were not explored
previously. The new excavation revealed large amount of faunal remains, Mousterian flint artifacts and two human teeth. A study
of the lithic assemblages shows consistency in technology throughout the new excavation areas, with an emphasis on Levallois
production using mainly a centripetal mode, a trait that fits the late Mousterian phase of Mt. Carmel. The faunal analysis identified
both intensive predator (mostly of Hyena) and human activities in the different parts of the cave. Preliminary OSL dating set the
age of the human occupation at Geula to ca. 100 kya. In sum, Geula Cave is the only complex of its kind known today on the
northern Mt. Carmel. Our preliminary results suggest Geula Cave should be ascribed to the later phase of the Mousterian of Mt.
Carmel, chronologically corresponding to Skhul Cave. The taxonomy of the Geula inhabitants have not yet been identified.
References:[1] Wrechener, E., Avnimelech, M., Schmid, E., Haas, G., Dart, R. A., 1967. The Geula Caves – Mount Carmel. Quaternaria IX, 69-140.[2] Arensburg, B., 2002. Human remains from Geula
cave, Haifa. Bulletins et mémoires de la Société d’Anthropologie de Paris 14 (1-2), .141-148
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Poster Presentation Number 114, Session 2, Sa. 12:15-14:00

Neandertalian bone industry in Chagyrskaya (Altai, Russia)
Malvina Baumann1 , Kseniya A. Kolobova2 , William Rendu1 , Serge Maury3 , Alëna B. Shalagina2 , Hugues Plisson1
1 - UMR 5199 PACEA, Université de Bordeaux, France · 2 - Institute of Archaeology and Ethnography (SBRAS), Novosibirsk,
Russian Federation · 3 - La Mouthe Basse, 24620 Les Eyzies-de-Tayac, France
The Anatomically Modern Human introduced in Western Eurasia a variety of artifacts made from bone material which were not
only responding to technical needs but also incorporated sign function. Their functional and social specialization went hand in
hand with a pronounced shaping involving different techniques and resulting in types that we may today individualize. The definition of what a bone industry should be has long been based on this combination of criteria implicitly seen as indivisible. This led to
deny the existence of bone industry in the Middle Paleolithic and to include the use of bone materials in the list of the key elements
of a behavioral modernity. The identification of more than 1500 bone tools in the Mousterian site of Chagyrskaya, in the Siberian
Altai, changes the perspective. Excavated since 2008 by a team of the Institute of Archaeology and Ethnography (SB RAS), the cave
of Chagyrskaya, a hundred km far from Denisova, has several dense Mousterian layers with Neandertal remains, dated around 50
000 - 45 000 BP. The rich lithic industry, from local raw material, does not show shortage which could justify a compensating use
of bone blanks. While an abundance of bone retouchers is not surprising in a Mousterian assemblage where stone scrapers prevail,
less common is the presence of borers, burnishers, intermediate tools and knives of different modules with a minimal shaping, by
percussion, but taking profit of anatomical properties. Experimental replication shows not only their functional efficiency but also
their particular qualities. Our results raise the question of their cultural meaning: was the use of unformal bone tools for several
tasks on different materials a cultural specificity of the late local Mousterian, called the Sibiryachikha tradition, resulting from a
regional adaptation in the most Eastern territory of Neandertal, or are we facing a widespread but disregarded technical practice
because of inappropriate discerning criteria inherited from typological studies? A closer look at the empirical data is necessary for
complementing larger scale investigations.
This work was supported by a grant of the Centre d’Etude Franco-Russe de Moscou (2015), a post-doctoral fellowship of the FYSSEN foundation (2016) and the International Associated Laboratory
Artemir (2015 – 2018)
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The Tooth Fairy collection of human deciduous teeth: learning from a documented sample of living
children to understand factors related to morphology, growth, and developmental disruptions in the
past
Priscilla Bayle1 , Mona Le Luyer1,2 , Marlon Bas3 , Eliza Orellana1,4 , Emmy Bocaege2 , Rémy Chapoulie4,5 , Stéphan
Dubernet4 , Yannick Lefrais4 , Patrick Mahoney2
1 - UMR5199 PACEA, University of Bordeaux, France · 2 - Skeletal Biology Research Centre, School of Anthropology and
Conservation, University of Kent, United Kingdom · 3 - Institute for Oriental and European Archaeology, Austrian Academy of
Sciences, Austria · 4 - UMR5060 IRAMAT-CRP2A, University Bordeaux Montaigne, France · 5 - UMS3657 Archéovision,
University Bordeaux Montaigne, France
Teeth provide a wealth of unique information about evolutionary pathways and their underlying factors, growth and life-history
schedules. For example, teeth preserve within their mineralized tissues evidence of an individual’s developmental trajectory that can
provide information about gestation (duration and birth), as well as the way the individual interacted with its environment (diet,
stress events) [1-3]. In order to explore the variability of tooth morphology, growth, and developmental disruptions within human
children, we have collected naturally exfoliated deciduous teeth from French individuals with known kinship and life-histories
since 2014. By combining information obtained from different methods, the ultimate goal of our research is to understand some
of the factors underlying the numerous dental changes observed between populations in recent human evolution [4-5]. The Tooth
Fairy collection is composed of about 900 deciduous teeth from around a hundred of modern-day individuals belonging to 40 families. The life-history records include date and place of birth, sex, birth weight and length, weight measurements during the first six
months of life, whether the child was premature or a full-term birth, delivery conditions, and dietary information including weaning
age. Analyses conducted so far have focused on first and second deciduous molars. All teeth have been imaged at high-resolution
using microcomputed tomography, dental impression have been taken for occlusal microwear texture analysis, and molars have
been sectioned for histological and physicochemical analyses. Tooth external morphometrics, as well as dental tissue proportions
and enamel thickness have been recorded on original samples and 3D virtual models, respectively. Thin sections were prepared using standard histological methods. Retzius periodicities were calculated for each section and compared to each child’s birth weight.
Accentuated lines were examined and only considered as such if they were visible for approximately 75% of their length from the
enamel-dentine junction to the crown surface. Prenatal and postnatal areas in the enamel were analyzed by the means of Scanning
Electron Microscopy coupled to an Energy Dispersive X-ray Spectroscopy (SEM-EDX) and Raman spectroscopy to see whether
changes in the chemical composition (within the detection limits of these methods) can be related to stress marks, especially around
the neonatal line. Furthermore, dental microwear texture analysis was performed using a confocal microscope and scale-sensitive
fractal analysis. The size and shapes of facets 9 and 11 have been described and microwear measurements were calculated for three
standard locations on facet 9 and one on facet 11. Our preliminary results show a range of Retzius periodicities between four to
12 days. Females tend to have a higher Retzius periodicity linked to lower birth weight while males exhibit the opposite pattern.
Accentuated lines were found in the pre and postnatal enamel and matched with the individual’s clinical history. Physicochemical
analysis (SEM-EDX) shows progressive changes in the enamel’s chemical composition. Some elements’ concentrations appear to
evolve continuously in a monotonic function and the slope seems to change before and around the formation of the neonatal line.
Raman spectroscopy analysis can potentially give us information about the variations of intensity of phosphate pics at the neonatal
line. These variations still have to be related to life-history records and characterization of enamel formation. Finally, microwear
measurements varied greatly across a facet upon a tooth, and microwear texture variables correlated with facet size and shape. Results from the studies conducted on the Tooth Fairy collection will provide an integrative framework to understand some of the
microevolutionary changes that occurred within human past populations.
This work was supported by the French Agence Nationale de la Recherche in the frame of the “Investments for the future” Programme IdEx Bordeaux (ANR-10-IDEX-03-02), the Région Aquitaine
(CROQUI project; grant agreement n° 2014-1R40217), the FYSSEN Foundation, and the Marie Skłodowska-Curie actions (REDUCTeeth project; Horizon 2020 research and innovation program; grant
agreement n°796499). 3D data acquisitions were performed using the µ-CT facilities of the MRI platform member of the national infrastructure France-BioImaging supported by the French National
Research Agency (ANR-10-INBS-04, «Investments for the future»), and of the Labex CEMEB (ANR-10-LABX-0004) and NUMEV (ANR-10-LABX-0020). LaScArBx is a research programme
supported by the ANR (ANR-10-LABX-52).
References:[1] Schultz, A.H., 1960. Age changes in primates and their modification in man. In: Tanner, J.M. (Ed.), Human growth. Pergamon Press, Oxford, pp. 1-20.[2] Harvey, P., Clutton-Brock, T.,
1985. Life History Variation in Primates. Evolution 39, 559-581.[3] Bogin, B., 1990. The evolution of human childhood. Bioscience 40, 1-25.[4] Pinhasi, R., Meiklejohn, C., 2011. Dental reduction and the
transition to agriculture in Europe. In: Pinhasi, R., Stock, J.T. (Eds.), Human bioarchaeology of the transition to agriculture. John Wiley & Sons, Chichester, pp. 421-474.[5] Martin, M.G., Hublin, J.-J.,
Gunz, P., Skinner, M.M., 2017. The morphology of the enamel-dentine junction in Neanderthal molars: Gross morphology, non-metric traits, and temporal trends. Journal of Human Evolution 103, 20-44.
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Who’s afraid of hypolordosis? Implications of Neandertal spinal posture reconstruction
Ella Been1,2 , Asier Gómez-Olivencia 3,4,5
1 - Department of Sports Therapy, Faculty of Health Professions, Ono Academic College, Israel · 2 - Department of Anatomy and
Anthropology, Sackler Faculty of Medicine, Tel Aviv University, Tel Aviv, Israel · 3 - Departmento de Estratigrafía y Paleontología,
Facultad de Ciencia y Tecnología, Universidad del País Vasco-Euskal Herriko Unibertsitatea (UPV/EHU), Spain · 4 IKERBASQUE, Basque Foundation for Science, Spain · 5 - Centro UCM-ISCIII de Investigación sobre Evolución y
Comportamiento Humanos, Spain
Neandertal spinal posture has attracted the interest of scholars for more than a 100 years. Boule [1] proposed that the La Chapelleaux-Saints (LC) individual presented a low degree of cervical and lumbar lordosis and a hunched back, which affected much of the
subsequent reconstruction. This view was contested in the ’50s [2] proposing a similarity between the spinal posture of Neandertals, and that of modern humans. During the last 10 years we have found significant differences in the spine of Neandertals when
compared to modern humans, including a low degree of lumbar and cervical lordoses [3]. This view has been contested by Haeusler
et al. [4] based on a new reconstruction of the pelvis and spine of the LC Neandertal individual. Moreover, they have mistakenly
interpreted that our model of both spinal and general body posture for Neandertals was similar to that proposed by Boule, meaning, an imbalanced spine. They have placed our study as “part of a persistent trend to view the Neandertals as less “human” than
ourselves”. This is not the case, as in our view the spinal differences between Neandertals and modern humans should be understood
amongst the many anatomical differences present between these two groups. These differences may have postural, biomechanical
and pathological implications, without considering them as either “superior” or “inferior”. The objective of the present study is
to answer two questions: first, does a hypolordotic spine require a bent over posture or can a hypolordotic spine exist in an erect
posture (head above pelvis)? Second, what are the biomechanical and pathological implications of having a hypolordotic spine
compared with an average or hyperlordotic spine? In this work, we have combined original data from radiographs and CT scans of
over 250 individuals with published data that examined the interaction between posture, biomechanics, function and pathology.
Our results indicate that the range of standing lordosis in modern humans is between 25-85° with the average lumbar lordosis (L1S1) between 50-60°. Hypolordotic spines are those at the lower end of the range and hyperlordotic spines are those at the upper
end. All of our subjects, regardless of their degree of lordosis show erect posture (head above pelvis). Individuals with hypolordotic
spine show a more stable spine than those with hyperlordotic spine. They also have limited range of motion and reduced shock
attenuation compared to individuals with normal or hyper-lordosis. Individuals with hypolordotic spine have stronger cervical and
lumbar flexor muscles compared to extensors. Functionally, they perform better overhead activities such as throwing, compared to
individuals with normal or hyperlordotic spines, and when lifting an object from the ground they prefer squatting than stooping
(5). They usually present slower gait velocity and an increased ankle motion during walking compared to those with normal or hyperlordotic spines. When it comes to pathology Individuals with hypolordotic spines tend to suffer more from disc narrowing, disc
degeneration and back pain compared with those with average lordosis. On the other hand, individuals with hyperlordosis suffer
more from spondylolysis and spondylolisthesis compared to those with hypo or average lordosis. Conclusions: Modern humans
stand erect regardless of the amount of lordosis they present - hypolordotic, average or hyperlordotic spines. This reinforces the
notion that a less lordotic spine in Neandertals does not mean that they were bent over. It shows that Neandertals could have been
fully erect, with small lumbar and cervical lordoses. On top of that, any spinal configuration has its advantages and disadvantages,
both biomechanically, functionally, and pathologically. This means that hominins with different spinal postures might have had
somewhat different movement pattern, or different pathologies compare with modern humans.
References:[1] Boule, M., 1911- 1913. L’homme fossile de la Chapelle-aux-Saints. Ann. Paléont 6, 11-172.[2] Toerien, M. J., 1957. Note on the cervical vertebrae of the La Chapelle man. South African
Journal of Science 53(17), 447-449.[3] Been, E., Gómez-Olivencia, A., Shefi, S., Soudack, M., Bastir, M., Barash, A., 2017. Evolution of spinopelvic alignment in hominins. The Anatomical Record, 300(5),
900-911.[4] Haeusler, M., Trinkaus, E., Fornai, C., Müller, J., Bonneau, N., Boeni, T., Frater, N., 2019. Morphology, pathology, and the vertebral posture of the La Chapelle-aux-Saints Neandertal.
Proceedings of the National Academy of Sciences, 116(11), 4923-4927.[5] Pavlova, A.V., Meakin, J.R., Cooper, K., Barr, R.J., Aspde, R.M., 2018. Variation in lifting kinematics related to individual
intrinsic lumbar curvature: an investigation in healthy adults. BMJ Open Sport & Exercise Medicine 4(1):e000374.
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Investigating palaeoclimate variability in the Western Iberian Peninsula during the last glacial period
using speleothems
Alexa Benson1 , Dirk Hoffmann1 , Dave Mattey2 , Wolfgang Mueller2 , Ulrike Wacker1 , Joao Zilhao3,4,5
1 - Max Planck Institute for evolutionary anthropology, Department of Human Evolution, Leipzig, Germany · 2 - Department of
Earth Sciences, Royal Holloway University College London, UK · 3 - Department of Prehistory, Ancient History and
Archaeology, SERP, Univeristat de Barcelona, Spain · 4 - Institució Catalana de Recerca i Estudis Avançats (ICREA) · 5 UNIARQ, Centro de Arqueologia, Universidade de Lisboa (UNIARQ), Faculdade de Letras, Alameda da Universidade, Lisboa,
Portugal
Climate is one of many powerful driving forces for faunal and human migration; however, with regards to the Iberian Peninsula,
there are not extensive terrestrial record which limits our understanding of the palaeoenvironmental boundary condition for early
modern human (EMH)/Neanderthal occupation or migration during that last glacial period. Based on Greendland ice core data,
the last glacial period encompasses a time of increased abrupt and significant climatic variability, when known bursts of migration
into Iberia have been largely substantiated by marine cores, which can only provide a vague understanding of terrestrial vegetation and climate. Here, were will present a new terrestrial climate record (22-68 ka) spanning most of marine isotope stage (MIS)
3 and part of MIS 4. We use direct Uranium-series dating, stable oxygen and carbon isotopes as well as spatially-resolved trace
element analysis on two speleothems (FB1102 and FB1103) from Gruta Figueira Brava, Portugal, to establish a precisely dated
high-resolution palaeoclimate achieve record. The site provides a direct link of palaeoclimate reconstruction to a place with human
occupation since it is also home to a Mousterian industry, rich in denticulates, with Levallois, Discoid and Dombewa debitage. The
stone tool assemblage is associated with Neanderthal remains [1]. We aim to constrain the local palaeoclimatic condition at Gruta
Figueira Brava, as well as provide a regional perspective for the western Iberian realm. Both stalagmites exhibit consistent growth,
with the exception of two hiatuses (FB1103 between 45-40 ka and FB1102 between 69-63 ka, respectively). The close proximity
of Figueira Brava to the coast will allow to investigate the impact of marine events like Heinrich (H)-events, Dangaard-OeschgerOscillations or southward movement of the polar front on the terrestrial climate and thereby asses, for example, a previously claimed
relationship of H-events with extinction of Neanderthals. With this poster, we aim to discuss the following: To what extent did the
Atlantic climate affect the Iberian Peninsula? How drastic were the fluctuations in climate throughout out area of interest in the
Iberian Peninsula? How do the condition compare to records in the Mediterranean realm during the same time?
Support for fieldwork at Figueira Brava is provided by project Archaeology and Evolution of Early Humans in the Western Façade of Iberia (PTDC/HAR-ARQ/30413/2017), funded by FCT (Fundação
para a Ciência e a Tecnologia, Portugal). Support for the research of Figueira Brava was funded by the Max-Planck-Gesellschaft
References:[1] Pais, J., Legoinha, P., 2000. Gruta da figueira brava (Arrabida): Geological setting.
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First results of a Middle Stone Age survey in the Kerma region, northern Sudan
Nuno Bicho1 , Jonathan Haws1,2 , Matthieu Honegger3
1 - ICArEHB FCHS Universidade do Algarve Campus de Gambelas, Faro, Portugal· 2 - Departamento of Anthropology
University of Louisville Louisville, USA· 3 - Institut d’Archéologie, Université de Neuchâtel Laténium, Hauterive, Switzerland
One of the primary centers for understanding the process of Anatomically Modern Human dispersal is the Nile Valley and the
Coast of the Red Sea, including Sudan, Egypt, and Ethiopia (1). Nubian technology has been used as the tracer for the transit from
Africa to the Arabian Peninsula (2), sometime between 150 and 60 thousand years ago. In this poster, we present the first results
from a week survey in the Kerma, in the Nile Valley region in northern Sudan, just south of the Third Cataract, in January 2019.
This work follows survey by MH in 2007-08 looking for Holocene human occupation in the region (3). Our survey located 16 new
Middle Stone Age sites from a 60 km walk and over 100 kms drive, in two north-south transepts, respectively at 15 and 25 km east
of the Nile. There seems to be various types of sites in the region: 1. The most common location is on the flat stone pavement desert
directly associated to a hilly basalt outcrop, no more than 15 to 20 meters high, visible on the landscape from various km away.
These are surface sites. 2. The second type of sites are small quarry locations on the top of large basalt volcanic plugs, such as the
case of Jebel-el-Azrak, a 150 meters high hill, and visible from at least 15 kms away. These are circular flat areas with thousands or
artifacts made in the local basalt. The circular features result from removing the big surface basalt blocks and transform them into
artifacts. 3. There are also several sites located on the dunes that rest against the base of the basalt plug, some using basalt, others
the local quartzite outcrop that was pushed up at the time of the basalt extrusion. Some of these may be in situ, below or inside
the dunes. 4. Finally, there are various rockshelters in the landscape, formed in the local Nubian Sandstone. At least one such location has evidence of MSA lithic artifacts mixed with material of other more recent chronologies, suggesting that the site has a long
sequence. All sites seem to be related to the exploitation of local raw materials, directly from basalt or quartzite primary sources,
visible on the arid landscape. In the case of basalt, it seems that as one goes south, the quality of the raw material diminishes and so
does the frequency of sites and artifacts on each site. The largest basalt outcrop is the volcanic plug Jebel-el-Azrak. On top of this
landscape feature, there are at least five circular loci that were used to exploit the basalt. Around those loci we found various large
scaled pieces, over 1 kg and at least 20 cm long, associated to removals of large flakes from the local bed rock, and thus are interpreted as wedges to crack and remove large basalt blanks used for Levallois technology, including Nubian type 2 cores, Levallois
centripetal preferential cores, as well as traditional discoidal cores. All of those were also found in quartzite. The cores were used
to produce Levallois flakes, blades and points. There are very few retouched tools. There are no evidence of the presence of either
Nubian type 1 cores or of Khormusan technology (4). Based on the technology as well as on recent dating of the sand dunes in the
region, the likely date for these assemblages is between 120 and 60 thousand years, and thus possibly a key moment and location to
understand the viable routes from Africa to Arabia (5) for the Anatomically Modern Human diaspora.
We wish to thank Foundation Kerma, the Swiss National Fund for Scientific Research, and the Portuguese Fundação para a Ciência e Tecnologia for funding the first season of the Kerma MSA project.
References:[1] Goder-Goldberger, M., 2014. Lithic variability along the Middle Paleolithic dispersal routes of modern humans’ Out of Africa’. Hebrew University of Jerusalem.[2] Van Peer, P., 1998. The
Nile corridor and the out-of-Africa model an examination of the archaeological record. Current Anthropology 39, S115-S140.[3] Honegger, M., Williams, M., 2015. Human occupations and
environmental changes in the Nile valley during the Holocene: The case of Kerma in Upper Nubia (northern Sudan). Quaternary Science Reviews 130, 141-154.[4] Marks, A.E., 1968. The Khormusan: an
Upper Pleistocene industry in Sudanese Nubia. The prehistory of Nubia 1, 315-391.[5] Beyin, A., Hall, J., Day, C.A., 2019. A Least Cost Path Model for hominin dispersal routes out of the East African
Rift region (Ethiopia) into the Levant. Journal of Archaeological Science: Reports 23, 763-772.

19

Podium Presentation Session 5, Friday 09:00

Gorongosa National Park: A new window on the late Miocene at the southern end of the African Rift
Valley
René Bobe1,2,3 , Susana Carvalho1,2,3,4 , Paleo-Primate Project members1
1 - Gorongosa National Park, Sofala, Mozambique · 2 - Primate Models for Behavioural Evolution Lab, Institute of Cognitive &
Evolutionary Anthropology, School of Anthropology, University of Oxford, Oxford, UK · 3 - Interdisciplinary Center for
Archaeology and Evolution of Human Behavior (ICArEHB), Universidade do Algarve, Faro, Portugal · 4 - Center for Functional
Ecology, University of Coimbra, Portugal
The late Miocene was a key time in the emergence of human ancestors. Molecular and paleontological data indicate that the last
common ancestor of the African apes (and humans) likely lived in the early part of the late Miocene of Africa. Likewise, the earliest
species of our zoological tribe, the Hominini, first appeared in the late Miocene, during a time of atmospheric decreases in CO₂,
increasingly frequent fires, and perhaps the emergence of the Old World savanna paleobiome [1]. Yet this time interval remains
very poorly sampled in Africa, with major chronological and geographical gaps in the distribution of fossil localities [2]. These gaps
severely limit our understanding of the origin of the African apes and hominins, of the environmental and ecological conditions
in which these primates first evolved, and of the range of vegetation types across the continent. Here we describe the fossil record
of a new fossil site dated to the late Miocene of Africa: Gorongosa National Park, located at the southern end of the East African
Rift System in Mozambique [3]. At Gorongosa, our team has discovered 8 paleontological localities in estuarine depositional environments of the lower Mazamba Formation. Abundant fossil wood at the western end of the exposures documents mesophytic
species intolerant of water stress, while pedogenic carbonates are indicative of predominantly C₃ vegetation. Marine conditions
are more prevalent toward the eastern localities (which today are more than 90 km from the coast), with abundant crustaceans,
gastropods, and bivalves. Two specimens of fossil sharks constitute the first record of elasmobranchs from the African Rift Valley.
Most of the localities have yielded a range of fossil mammals, including proboscideans, suids, hyracoids, and a possible anthropoid.
The mammalian fauna is dominated by brachydont species, and stable isotope analysis of dental enamel indicates that these species
had a diet of C₃ vegetation. Thus, Gorongosa fills key gaps in our knowledge of the African late Miocene. It is the first site in the
East African Rift System to provide evidence of estuarine environments; it is the first site to document late Miocene coastal forests
and woodlands; and it is one of the few sites in Africa from this time period south of the equator. Gorongosa is thus the first site
that can be used to test key hypotheses about the importance of coastal forests in the origin and early evolution of the Hominini [4].
We would like to thank all the members of the Paleo-Primate Project Gorongosa: V. Aldeias, Z. Alemseged, W. Archer, M. Bamford, D. Biro, D. Braun, C. Capelli, J. Coelho, E. Cunha, J. Ferreira da Silva,
J. Habermann, P. Hammond, L. Lewis-Bevan, T. Lüdecke, H. Madiquida, F. Martínez, J. Mathe, L. Meira, M. Pinto, M. Stalmans, F. Tátá, and J. Wynn. We are most grateful for the vision and support of
Greg Carr. We are very grateful to Dr. Solange Macamo and Dr. Mussa Raja at Universidade Eduardo Mondlane, to Jason Denlinger, and the Park’s “fiscais”. This project has been funded by the National
Geographic Society grants NGS-51140R-18 and GEFNE169-16.
References:[1] Kaya, F., Bibi, F., Žliobaitė, I., Eronen, J.T., Hui, T., Fortelius, M., 2018. The rise and fall of the Old World savannah fauna and the origins of the African savannah biome. Nature Ecology &
Evolution 2, 241-246.[2] Cote, S., 2018. Savannah savvy. Nature Ecology & Evolution 2, 210-211.[3] Habermann, J.M., Alberti, M., Aldeias, V., Alemseged, Z., Archer, W., Bamford, M., Biro, D., Braun,
D.R., Capelli, C., Cunha, E., da Silva, M.F., Lüdecke, T., Madiquida, H., Martinez, F.I., Mathe, J., Negash, E., Paulo, L.M., Pinto, M., Stalmans, M., Regala, F.T., Wynn, J.G., Bobe, R., Carvalho, S., 2019.
Gorongosa by the sea: First Miocene fossil sites from the Urema Rift, central Mozambique, and their coastal paleoenvironmental and paleoecological contexts. Palaeogeography, Palaeoclimatology,
Palaeoecology 514, 723-738.[4] Joordens, J.C.A., Feibel, C.S., Vonhof, H.B., Schulp, A.S., Kroon, D., 2019. Relevance of the eastern African coastal forest for early hominin biogeography. Journal of
Human Evolution 131, 176-202.
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Human upper incisors from the Gravettian site of Fournol (Soturac, Lot, France) show high biological
variation in Upper Palaeolithic human populations
Emmy Bocaege1 , Mona Le Luyer1,2 , Priscilla Bayle2 , Adrien Thibeault2 , Anne Viero3 , Jean-Baptiste Caverne4 , Laurent
Crépin5 , Stéphane Madelaine2,7 , Mathieu Rué7,8 , Sébastien Villotte2 , André Morala2
1 - Skeletal Biology Research Centre, School of Anthropology and Conservation, University of Kent, Canterbury, UK · 2 - UMR5199 PACEA, University of Bordeaux, CNRS, Pessac cedex, France · 3 ANTEA Archéologie, Habsheim, France · 4 - Association APRAGE (Approches pluridisciplinaires de recherche archéologique du Grand-Est), Besançon, France · 5 - UMR 7194 HNHP,
MNHN/CNRS/UPVD, Alliance Sorbonne Université · 6 - Musée National de Préhistoire, Les Eyzies de Tayac, France · 7 - Paléotime, Villard-de-Lans, France · 8 - UMR 5140 CNRS, Archéologie des
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The Upper Palaeolithic Gravettian period (around 29-21,000 years ago) is characterised by a cultural homogeneity in most of
continental Europe. Whereas in the past, these populations were known only through individual assessments of skeletal material
from a small number of sites with relatively complete, articulated individuals, the current Gravett’os project aims at assessing the
morphological variability of these Upper Palaeolithic populations as a whole, including isolated and fragmented remains. Here we
report on a newly discovered sample of Gravettian remains from Fournol (Soturac, France). Clandestine excavations were carried
out at the site between 2000 and 2005. In 2012, at least part of the illegally excavated material was seized by the Gendarmerie and
acquired by the Musée National de Préhistoire. Since 2015, excavations carried out at the site by A.M. yielded numerous remains
attributed to the Gravettian. Since 2015, excavations carried out at the site yielded numerous remains attributed to the Gravettian.
At this point in our study, a total of 188 very fragmented skeletal human remains were identified of which 63 were isolated teeth.
We matched these isolated dental remains based on developmental age, occlusal wear, comparisons of size and shape (externally and
internally) as well as the occurrence of hypoplastic defects. Here, we present the results of the matching procedure and the detailed
dental analysis for the upper anterior teeth of three individuals (A1, J1 and J2). We compare the dental morphometric variability
of these individuals to modern human and Neanderthal samples and discuss Late Pleistocene variation in modern human populations [1-3]. Crown dimensions (mesiodistal/buccolingual dimensions, crown height) were measured to the nearest 0.1mm using
a sliding calliper. For the internal structures analysis (enamel thickness and dental tissue proportions), all teeth were imaged with
micro-computed tomography. Volumes were reconstructed with an isotropic voxel size of 18.21μm. After segmentation, linear,
surface, and volumetric variables were digitally measured or calculated for describing 3D and 2D crown tissue proportions and
enamel thickness [4]. External enamel long period lines (perikymata) were counted under a light microscope, with replicas oriented perpendicularly to the microscope’s optical axis [5]. At least nine individuals were identified from the dental remains, six
juveniles and three adults. All the incisors from Fournol show notably large crown sizes in relation to the modern human comparative sample, especially for the mesiodistal diameter. In terms of dental tissue proportions, the absolute values of enamel and dentine
are higher than the variability recorded in modern human comparative samples. The large crown dimensions are mainly due to a
higher proportion of dentine in comparison to enamel. For upper central incisors, both average and relative enamel thickness (AET
and RET respectively) values fall in the range of variation of modern humans and are slightly higher compared to the values for
one Neanderthal specimen. For upper lateral incisors, 3D values for AET and RET are closer to Neanderthal samples but within
the lower range of variation recorded for Holocene teeth. Total perikymata counts and the percentage of perikymata present in the
cervical halves of the crowns are low in comparison to published modern human ranges. The range of perikymata counts in the
cervical halves falls well in the range of Neanderthals for both upper central and lateral incisors. Our data reveal an undocumented
biological variation in Upper Palaeolithic human populations and suggest that there is a need for more quantitative information
on Upper Pleistocene human teeth at the meso- and microstructural levels. This is crucial to fully appreciate the extent of modern
human variation in dental development and in order to evaluate possible chrono-geographical trends in modern and fossil humans.
This work was supported by the Agence National de la Recherche (ANR) (Gravett’Os Project; PI: SV; grant number: ANR-15-CE33-0004), Marie Skłodowska-Curie actions (REDUCTeeth project; PI:
MLL; Horizon 2020 research and innovation program grant agreement n°796499) and the British Academy (PI: EB). 3D data acquisitions were performed using the µ-CT facilities of the MRI platform
member of the national infrastructure France-BioImaging supported by the French National Research Agency (ANR-10-INBS-04, «Investments for the future»), and of the Labex CEMEB
(ANR-10-LABX-0004) and NUMEV (ANR-10-LABX-0020). LaScArBx is a research programme supported by the ANR (ANR-10-LABX-52)
References:[1] Smith, T.M., Olejniczak, A.J., Zermeno, J.P., Tafforeau, P., Skinner, M.M., Hoffmann, A., Radovčić, J., Toussaint, M., Kruszynski, R., Menter, C., Moggi-Cecchi, J., Glasmacher, U.A.,
Kullmer, O., Schrenk, F., Stringer, C., Hublin, J.-J., 2012. Variation in enamel thickness within the genus Homo. Journal of Human Evolution 62, 395-411.[2] Bayle, P., Alcaraz, M., Zapata, J., Lombardi,
A.V., Pérez-Pérez, A., Pinilla, B., Le Luyer, M., Brown, K.A.R., Romero, A., Willman, J.C. and Lacy, S.A., 2017. The people of Palomas: Neandertals from the Sima de las Palomas del Cabezo Gordo,
southeastern Spain (Vol. 19). Texas A&M University Press.[3] Guatelli-Steinberg, D, Reid, D.J., 2008. What molars contribute to an emerging understanding of lateral enamel formation in Neandertals vs.
modern humans. Journal of Human Evolution 54, 236-250.[4] Olejniczak, A.J., Smith, T.M., Feeney, R.N.M., Macchiarelli, R., Mazurier, A., Bondioli, L., Rosas, A., Fortea, J., de la Rasilla, M.,
García-Tabernero, A., Radovcic, J., Skinner, M.M., Toussaint, M., Hublin, J.-J., 2008. Dental tissue proportions and enamel thickness in Neandertal and modern human molars. Journal of Human
Evolution 55, 12-23.[5] Dean, C.M., Reid, D.J., 2001. Perikymata spacing and distribution on hominid anterior teeth. American Journal of Physical Anthropology 116, 209−215.
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Isotopic tracking of the paleoecology of Late Miocene Ponginae Khoratpithecus, Sivapithecus
Hervé Bocherens1,2 , Yaowalak Chaimanee3 , Jean-Jacques Jaeger3 , Aung Naing Soe4 , Chit Sein5 , Olivier Chavasseau3
1 - Department of Geosciences, University of Tübingen, Hölderlinstrasse 12, 72074 Tübingen, Germany · 2 - Senckenberg Centre
for Human Evolution and Palaeoenvironment (S-HEP), Höldelinstrasse 12, 72074 Tübingen, Germany · 3 - Laboratoire
PALEVOPRIM UMR CNRS 7262, University of Poitiers, 6 rue Michel Brunet, 86073 Poitiers, France · 4 - University of
Mandalay, University Drive 73rd Street, Mandalay, Myanmar · 5 - Department of Higher Education, Ministry of Education,
Building 21, Nay Pyi Taw, Myanmar
Khoratpithecus and Sivapithecus are two fossil relatives of Pongo (orangutan) that lived in eastern Asia during the Late Miocene. To
compare the lifestyle of these ponginae with that of their modern relative, carbon and oxygen isotopes in tooth enamel can be used
as tracers of paleobiology. Carbon stable isotopes track the habitat of an extinct mammal through the type of plants at the basis of
its foodweb, if they originate from an open or closed vegetation structure, and from which part of the canopy they come from in
a forested environment. Oxygen stable isotopes reflect the origin of water (standing water or water from plants) consumed by an
extinct mammal. Comparing both isotopic compositions for different taxa in a given fossil assemblage provides information about
habitat use and diet partition among taxa. Serial isotopic analysis of high-crown teeth allows evaluating seasonal changes in climate
and diet for the analyzed specimens. While Sivapithecus teeth from the Siwalik Group were already investigated through this isotopic approach [1], we present here the first isotopic data on a species of Khoratpithecus from the Irrawady Formation in Myanmar,
Khoratpithecus ayeyarwadyensis, dated between ca. 10 and 9 Ma [2]. Carbon and oxygen isotopic abundances in fossil tooth enamel
of Khoratpithecus and coeval large herbivorous taxa (proboscidea, giraffids, bovids, cervids, equids, rhinocerotids) from the Late
Miocene Irrawady Formation in Myanmar (ca. 9-10 Ma) have been analyzed as bulk enamel (n=50). Herbivorous taxa allowed us
to document the possible habitats available in the landscape. Moreover, serial sampling of tooth enamel from proboscidea, bovids,
rhinos and giraffids (n=57) provided information about seasonality of climate and foraging of large herbivores, and therefore some
insights about the environmental variability through the year also for the fossil ape. Carbon isotopic values indicate a pure C3 diet
for all analyzed taxa, with some variation indicating that some taxa (rhino) were dwelling under a closed canopy, and more open
environments were used by bovids. Intra-tooth isotopic variations in large herbivores indicate some seasonal variation of climate
but with little influence on their feeding behavior. The relatively high oxygen isotopic values of Khoratpithecus, similar to those of
giraffids, suggest that its food resources were obtained in the canopy rather than at ground level. A comparison with the isotopic
data obtained on Sivapithecus and coeval large herbivores from roughly the same age in the Siwalik Group (9.3-9.2 Ma) [1] yielded
a similar isotopic trophic niche for both fossil Ponginae. Pleistocene Pongo fossil teeth also yielded high oxygen isotopic values compared to coeval herbivores indicating the use of food resources from the canopy, in a forested environment, as shown by low carbon
isotopic values in coeval herbivores and Pongo [3]. The fossil ponginae Khoratpithecus and Sivapithecus exhibit a similar isotopic
pattern pointing to a diet coming from the canopy of a forested vegetation in an environment with some seasonal variations of precipitations, but with no significant impact on the availability of food resource. A similar ecology as Pleistocene Pongo is suggested
by stable isotopic analysis. The isotopic data suggest an ecological continuity among the Ponginae Sivapithecus, Khoratpithecus and
Pongo since around 10 Ma.
This research was partially funded by the DFG and the ANR Project BO 3478/7-1 (EVEPRIMASIA - Evolutionary Ecology of fossil anthropoid primates in Southeast Asia, to H. Bocherens and O.
Chavasseau.)
References:[1] Nelson, S.V., 2007. Isotopic reconstructions of habitat change surrounding the extinction of Sivapithecus, a Miocene Hominoid, in the Siwalik Group of Pakistan. Palaeogeography,
Palaeoclimatology, Palaeoecology 243, 204-222.[2] Jaeger, J.-J., Soe, A. N., Chavasseau, O., Coster, P., Emonet, E.-G., Guy, F., Lebrun, R., Maung, A., Khyaw, A. A., Shwe, H., Tun, S. T., Linn Oo, K.,
Rugbumrung, M. Bocherens, H., Chaivanich, K., Tafforeau, P., Chaimanee, Y., 2011. First hominoid from the Late Miocene of the Irrawaddy Formation (Myanmar). PLOS ONE 6(4), e17065.[3]
Bocherens, H., Schrenk, F., Chaimanee, Y., Kullmer, O., Mörike, D., Pushkina, D., Jaeger, J.-J., 2017. Flexibility of diet and habitat in Pleistocene South Asian mammals: Implications for the fate of the
giant fossil ape Gigantopithecus. Quaternary International 434, 148-155.
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Ornament or not?: Investigating perforation locations in Tritia gibbosula and Columbella rustica shells
at Ksâr ‘Akil (Lebanon) using Micro-CT data
Marjolein D. Bosch1 , Laura Buck1,2 , André Strauss3,4
1 - McDonald Institute for Archaeological Research, University of Cambridge, Downing Street, Cambridge CB2 3ER, United
Kingdom · 2 - Department of Anthropology, Evolutionary Wing, University of California, Davis, 1 Shields Avenue, Davis,
95616, USA · 3 - Museu de Arqueologia e Etnologia, Universidade de São Paulo, Av. Professor Almeida Prado 1466, São Paulo
05508 - 070, Brazil · 4 - Laboratório de Arquelogia e Antropologia Ambiental e Evolutiva, Insituto de Biociências, Universidade
de São Paulo, Rua do Matão 277, São Paulo 05508 - 090, Brazil
Perforated shells are often used to study socially mediated behaviour in past hunter-gatherer groups. The assumption is that their exclusive symbolic function makes them ideally suited to investigate social networks, dispersal activity, and social interaction. Before
making any statements regarding human behaviour, however, it needs to be established whether perforated shells from archaeological assemblages were used as personal ornaments. One of the key issues regarding beach-collected marine taxa is whether beached
specimens were purposefully collected, e.g., preferentially selected naturally holed specimens, or whether human-made perforations
may be identified. Past studies have investigated these questions by comparing datasets from modern death assemblages of shells
with archaeological collections and through manufacture and use-wear analysis (e.g., 1) This study introduces a novel approach using μCT scans of pristine shells to create a three- dimensional model of shell thickness in two taxa that are often used in Palaeolithic
personal adornments: Tritia (Nassarius) gibbosula and Columbella rustica. These models are used to map robust and fragile zones
on shells of these taxa. The goal of this approach is to identify structurally weak zones that would be prone to natural perforations.
Heat maps of shell thickness are then used to investigate perforation locations in modern natural death and archaeological assemblages. Our results show that in thanatocoenoses natural death assemblages, most perforations occur in structurally weak zones, and
that their distribution is random. In our archaeological samples, from early Upper Palaeolithic contexts at Ksâr ‘Akil, (Lebanon),
we found that perforations in T. gibbosula mainly occur in structurally weak zones, but their distribution within these zones is not
random and favours locations facilitating easy suspension (e.g., on cordage). Perforations in archaeological C. rustica show a more
standardised profile in size, appearance and location. They further occur more commonly in robust zones contrary to our newly collected natural death assemblage of modern C. rustica in which, as hypothesised, natural perforations are widely distributed across
structurally weak zones. This suggests that at Ksâr ‘Akil, both T. gibbosula and C. rustica shells were used as beads, and that shells
with conveniently located natural perforations were intentionally sought for, that humans perforated the shells themselves, or that
they used a combination of both. The uniformness of perforation appearance and location in C. rustica is congruent with experimentally pierced datasets (e.g., 2,3) and thus may indicate intentional perforation by Ksâr ‘Akil’s past inhabitants. We discuss the
social and behavioural implications of these perforated beads.
We would like to thank Jeroen Goud, Bram van der Bijl, Frank Wesselingh, and Ronald Pouwer from Naturalis Biodiversity Center, Leiden (NL) for access to the modern and Ksâr ‘Akil collections as well
as Martin Jones and Jay Stock, Laura Niven and Philip Nigst for helpful discussions and Shannon McPherron for his help with the registration. This study has been funded by a H2020 Marie
Skłodowska-Curie fellowship (‘EU-BEADS’, project no. 656325) to MDB.
References:[1] Vanhaeren, M., d’Errico, F., Stringer, C., James, S.L., Todd, J.A., Mienis, H.K., 2006. Middle Paleolithic Shell Beads in Israel and Algeria. Science 312(5781), 1785–1788.[2] d’Errico, F.,
Jardon-Giner, P., Soler-Mayor, B., 1993. Critères à base expérimentale pour l’étude des perforations naturelles et intentionnelles sur coquillages. In: Traces et fonction : les gestes retrouvés. Universite de
Liege, Liege, pp. 243–254.[3] Stiner, M.C., Kuhn, S.L., Güleç, E., 2013. Early Upper Paleolithic shell beads at Üçağızlı Cave I (Turkey): technology and the socioeconomic context of ornament
life-histories. J Hum Evol 64(5), 380–398.
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Zinc isotopes in Late Pleistocene fossil mammal teeth as trophic level tracer
Nicolas Bourgon1,2,3 , Klervia Jaouen1,4 , Anne-Marie Bacon5 , Klaus Peter Jochum6 , Élise Dufour3 , Philippe Duringer7 ,
Jean-Luc Ponche8 , Renaud Joannes-Boyau9 , Quentin Boesch7 , Pierre-Olivier Antoine10 , Manon Hullot10 , Ulrike Weis6 ,
Ellen Schulz-Kornas1,11 , Manuel Trost1 , Fabrice Demeter12,13 , Elise Patole-Edoumba14 , Laura Shackelford15 , Alexandra
Zachwieja16 , Tyler Dunn16 , Alexandra Zachwieja15 , Somoh Duangthongchit17 , Thongsa Sayavonkhamdy17 , Phonephanh
Sichanthongtip17 , Daovee Sihanam17 , Viengkeo Souksavatdy17 , Jean-Jacques Hublin1 , Thomas Tütken2
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Institut für Geowissenschaften, AG für Angewandte und Analytische Paläontologie,
Johannes Gutenberg-Universität Mainz, Mainz, Germany · 3 - Archéozoologie, Archéobotanique: Sociétés, pratiques et environnements, UMR 7209, Sorbonne Universités, Muséum national d’Histoire
naturelle, CNRS, Paris, France · 4 - Géosciences Environnement Toulouse (GET), UMR 5563, CNRS, Observatoire Midi Pyrénées, France · 5 - CNRS FRE 2029 BABEL, Université Paris Descartes,
Faculté de chirurgie dentaire, Montrouge, France · 6 - Climate Geochemistry Department, Max Planck Institute for Chemistry, Mainz, Germany · 7 - Ecole et Observatoire des Sciences de la Terre
(EOST), Institut de Physique du Globe de Strasbourg (IPGS), UMR 7516 CNRS, Université de Strasbourg, Strasbourg, France · 8 - Laboratoire Image Ville et Environnement, UMR 7362, Institut de
Géologie, Strasbourg, France · 9 - Southern Cross University, Geoarchaeology & Archaeometry Research Group, Military Rd, Lismore, Australia · 10 - Institut des Sciences de l’Évolution de Montpellier,
Université de Montpellier, CNRS, IRD, EPHE, Montpellier, France · 11 - Department of Mammalogy and Palaeoanthropology, Center of Natural History (CeNak), University of Hamburg, Germany · 12
- Center for GeoGenetics, Copenhagen, Denmark · 13 - Musée de l’Homme, UMR 7206, Paris, France · 14 - Muséum d’Histoire naturelle, La Rochelle, France · 15 - Department of Anthropology,
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While stable carbon and nitrogen isotope ratios of collagen from bone/dentin have come to be one of the most frequently used
tool in archaeology for dietary reconstruction, protein preservation limits its use [1]. Trophic level assessment of ancient mammals
and hominins, older than ∼100 kyr and from arid and wet tropical settings, thus currently remain mostly out of reach. However,
multi-collector inductively coupled plasma mass spectrometer (MC-ICP-MS) analysis of non-traditional stable isotopes (calcium
[Ca], magnesium [Mg], zinc [Zn] and strontium [Sr]) offer the potential to overcome this difficulty. Among these, isotopes of the
trace element Zn (⁶⁶Zn/⁶⁴Zn, expressed as δ⁶⁶Zn value) constitute a promising trophic level indicator [2-4]. Additionally, as Zn
is incorporated as trace element in the enamel bioapatite, its potential for long-term preservation of pristine diet-related isotope
compositions is inherently greater than that of collagen-bound nitrogen [5].
Here, we present the first Zn isotope dataset of fossil tooth enamel of mammals from the new Late Pleistocene (38.4 to 13.5 ka)
fossil assemblage of Tam Hay Marklot cave, northeastern Laos. In order to assess the impact of post mortem taphonomic processes
on the preservation of diet-related zinc isotope values, element concentration profiles were measured through in situ laser ablation
analysis on cross sections of fossil mammal teeth.
The resulting δ⁶⁶Zn values for the fossil mammal taxa are in agreement with expected feeding habits and previous studies [3-4].
Carnivores show the lowest, omnivores intermediate and herbivores the highest δ⁶⁶Zn values, with a corresponding trophic level
spacing of +0.60‰ between carnivores and herbivores and half of it (+0.30‰) between carnivores and omnivores. Additionally,
Zn and trace element concentration profiles from enamel cross sections indicate minimal impact of diagenesis on the enamel, with
no identifiable alteration of the biogenic Zn concentration gradients. Even under adverse tropical conditions, diet-related δ⁶⁶Zn
values in fossil enamel are thus preserved. Given this long-term preservation potential, Zinc stable isotopes provide a powerful and
much needed tool to assess the diet and trophic relationships in past food webs, opening new research avenues to apply δ⁶⁶Zn as
dietary tracer for fossil hominins and animals.
We would like to thank Olivier Tombret (UMR 7208; LabEx ANR-10-LABX-0003-BCDiv) for his technical support, as well as Denis Fiorillo (SSMIM, UMR 7209) who performed the C and O isotopic
analysis at the SSMIM, and Sven Steinbrenner (Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig) who performed the C and N analysis. We thank Ronny
Barr, Cristina Zickert and Laura Därr (Multimedia Department, Max Planck Institute for Evolutionary Anthropology, Leipzig) for their multimedia assistance. We also thank Matt Sponheimer and
Philippe Telouk for their helpful discussions. We would like to acknowledge and thank the Max Planck Society and the Deutsche Forschungsgemeinschaft (“PÄLÄODIET” project (378496604)) for their
financial support. Finally, we would like to extend our thanks to Viengkeo Souksavatdy and Samlane Luangaphay of the Department of National Heritage, Ministry of Information and Culture in
Vientiane (Laos) for allowing us to study the Marklot fauna.
References:[1] van Klinken GJ (1999) Bone collagen quality indicators for palaeodietary and radiocarbon measurements. Journal of Archaeological Science 26(6):687–695.[2] Costas-Rodríguez M, Van
Heghe L, Vanhaecke F (2014) Evidence for a possible dietary effect on the isotopic composition of Zn in blood via isotopic analysis of food products by multi-collector ICP-mass spectrometry.
Metallomics 6(1):139–146.[3] Jaouen K, Pons M-L, Balter V (2013) Iron, copper and zinc isotopic fractionation up mammal trophic chains. Earth and Planetary Science Letters 374:164–172.[4] Jaouen K,
Beasley M, Schoeninger M, Hublin J-J, Richards MP (2016) Zinc isotope ratios of bones and teeth as new dietary indicators: results from a modern food web (Koobi Fora, Kenya). Scientific Reports
6:srep26281.[5] Dean C, Le AC, Spiers K, Zhang Y, Garrevoet J (2018) Incremental distribution of strontium and zinc in great ape and fossil hominin cementum using synchrotron X-ray fluorescence
mapping. J R Soc Interface 15(138). doi:10.1098/rsif.2017.0626.
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Earliest known Oldowan Artifacts at >2.58 Ma from Ledi-Geraru, Ethiopia, Highlight Early
Technological Diversity
David R. Braun1,2 , Vera Aldeias2,3 , Will Archer2,4 , J. Ramon Arrowsmith5 , Niguss Baraki6 , Christopher J. Campisano7 ,
Alan L. Deino8 , Erin N. DiMaggio9 , Guillaume Dupont-Nivet10,11 , Blade Engda12 , David A. Feary5 , Dominique I.
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The manufacture of flaked stone artefacts represents a technological milestone in the human lineage. Although the earliest production of primitive stone tools, pre-dating the genus Homo and emphasizing percussive activities, has been reported at 3.3 million
years ago (Ma) from Lomekwi, Kenya [1], the systematic production of sharp-edged stone tools is unknown prior to the 2.582.55 Ma Oldowan assemblages from Gona, Ethiopia [2]. The organized production of Oldowan stone artefacts is part of a suite of
characteristics that is often associated with the adaptive grade shift linked to the genus Homo and has been shown to significantly
increase processing efficiency of high-quality food items. Recent discoveries from Ledi-Geraru, Ethiopia, place the first occurrence
of Homo ∼250 thousand years earlier than the Oldowan at Gona [3]. Here, we describe a substantial assemblage of systematically
flaked stone tools excavated in situ from a stratigraphically constrained context (Bokol Dora 1, BD 1 hereafter) at Ledi-Geraru
bracketed between 2.61-2.58 Ma. The BD 1 assemblage currently represents the earliest evidence of hominin understanding of sequential flake removal and systematic flake production that is a characteristic of the Oldowan. Quantitative technological analyses
of the BD 1 artifacts indicate that hominins had not yet mastered the skills that experimental studies have shown to be critical in the
systematic production of sharp edges (e.g., location of percussion, identifying optimal platforms [4]). However, in many respects
the overall technological pattern of the BD 1 assemblage most closely aligns with that of the earliest Oldowan rather than with
the earlier Lomekwian or with stone tools produced by modern non-human primates. These differences reinforce current evidence
that hominin flaked stone technology is distinctly different from generalized tool use, which may be a shared feature of much of
the primate lineage. Thus, BD 1 is distinct from the much earlier Lomekwi 3 assemblage, which may be reflective of a more generalized primate pattern of tool use than was present in the last common ancestor shared with Pan[5]. Although the earliest stone
tool use may have enhanced the extractive foraging abilities of members of the genus Australopithecus or Kenyanthropus, as it does
in many living primates, the ability to systematically produce sharp-edged flakes at BD 1 constitutes a derived trait likely related to
new foraging strategies. The BD 1 assemblage, near the origin of our genus, provides a link between behavioral adaptations—in the
form of flaked stone artifacts—and the biological evolution of our ancestors.
This research was sponsored by grants from the National Science Foundation (BCS-1460502; BCS-1157346; BCS-1460493; BCS-1157351). This publication was made possible through the support of a
grant from the John Templeton Foundation. The opinions expressed in this publication are those of the authors and do not necessarily reflect the views of the John Templeton Foundation. We thank the
Authority for Research and Conservation of Cultural Heritage for approval to conduct this research.
References:[1] Harmand, S., Lewis, J.E., Feibel, C.S., Lepre, C.J., Prat, S., Lenoble, A., Boës, X., Quinn, R.L., Brenet, M., Arroyo, A., 2015. 3.3-million-year-old stone tools from Lomekwi 3, West Turkana,
Kenya. Nature. 521, 310–315.[2] Semaw, S., Rogers, M.J., Quade, J., Renne, P.R., Butler, R.F., Dominguez-Rodrigo, M., Stout, D., Hart, W.S., Pickering, T., Simpson, S.W., 2003. 2.6-Million-year-old stone
tools and associated bones from OGS-6 and OGS-7, Gona, Afar, Ethiopia. Journal of Human Evolution. 45, 169–177.[3] Villmoare, B., Kimbel, W.H., Seyoum, C., Campisano, C.J., DiMaggio, E.N.,
Rowan, J., Braun, D.R., Arrowsmith, J.R., Reed, K.E., 2015. Early Homo at 2.8 Ma from Ledi-Geraru, Afar, Ethiopia. Science. 347, 1352–1355.[4] Režek, Ž., Dibble, H.L., McPherron, S.P., Braun, D.R.,
Lin, S.C., 2018. Two million years of flaking stone and the evolutionary efficiency of stone tool technology. Nature ecology & evolution. 2, 628.[5] Rolian, C., Carvalho, S., 2017. Tool use and manufacture
in the last common ancestor of Pan and Homo. Chimpanzees and Human Evolution (Muller MN, Wrangham RW, Pilbeam DR, eds.). 602–644.
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Hominin dental material from a new passage in the Rising Star Cave System, South Africa
Juliet Brophy1,2 , Marina Elliott1 , Tebogo Makhubela3 , Darryl de Ruiter1,4
1 - University of the Witwatersrand · 2 - Department of Geography and Anthropology, Louisiana State University, USA · 3 University of Johannesburg · 4 - Texas A&M University
Homo naledi has been described from the Dinaledi and Lesedi Chambers in the Rising Star Cave System, South Africa [1, 2]. New
dental material has been recovered from a separate area in the cave system known as Grid Unit S2000W800. This area was identified
in a narrow fissure 12 m southwest of the original Dinaledi Chamber excavation unit, at roughly the same elevation. The fragments
were recovered as surface scatter from loose sediments of geological sub-unit 3b [3]. Six maxillary specimens are recorded, consisting of left and right deciduous second molars (ldm², rdm²), a right permanent first incisor (RI¹), a right permanent second incisor
(RI²), a right permanent fourth premolar (RP⁴), and a right permanent first molar (RM¹). These teeth likely belong to the same
sub-adult individual. The deciduous molars are moderately worn but the permanent teeth are unworn suggesting they were not in
occlusion at the time of death. The morphology of the new dental specimens is consistent with that of H. naledi from elsewhere in
the Rising Star Cave system. The mesiodistal and buccolingual (or labiolingual) crown dimensions of all the new teeth fall within
the range of the H. naledi dental sample. The incisors are similar to the Dinaledi and Lesedi fossils in that they lack prominent
incisocervical crown curvature, are not shoveled, and have no prominent crests on its lingual surface. The paracone of the RP⁴ is
bigger than the protocone and the buccal grooves are weakly developed; these traits are consistent with H. naledi. The first molar
is similar to H. naledi in crown outline shape, cusp areas, and in possessing small, isolated Carabelli’s features that do not intersect
the buccal groove. The deciduous molars are similar to each other in morphology, developmental status, and lack of a distal interproximal facet, suggesting these teeth are antimeres. Enamel chipping is also evident on these molars, something encountered in
only one other deciduous H. naledi tooth, U.W. 101-384 (rdm2), from the Dinaledi Chamber. These deciduous molars add to the
already large number of H. naledi deciduous teeth from the cave system (n=22). The teeth from this passage provide evidence of
H. naledi from a third locality in the Rising Star Cave system and further support a consistent morphology for H. naledi.
References:[1] Berger, L.R., Hawks, J., de Ruiter, D.J., Churchill, S.E., Schmid, P., Delezene, L.K., Kivell, T.L., Garvin, H.M., Williams, S.A., DeSilva, J.M., Skinner, M.M., Harcourt-Smith, W.E.H.,
Ackermann, R.R., Bastir, M., Bogin, B., Bolter, D., Brophy, J., Cofran, Z.D., Congdon, K.A., Deane, A.S., Dembo, M., Drapeau, M., Elliot, M.C., Feuerriegal, E.M., Garcia-Martinez, D., Green, D.J.,
Gurtov, A., Irish, J.D., Kruger, A., Laird, M.F., Marchi, D., Meyer, M.R., Nalla, S., Negash, E.W., Orr, C.M., Radovcic, D., Schroeder, L., Scott, J.E., Throckmorton, A., Tocheri, M.W., VanSickle, C.,
Walker, C.S., Wei, P., Zipfel, B., 2015. Homo naledi, a new species of the genus Homo from the Dinaledi Chamber, South Africa. eLife 4, e09560.[2] Hawks, J., Elliott, M., Schmid, P., Churchill, S.E., de
Ruiter, D.J., Garvin, H.M., Williams, S.A., Delezene, L.K., Feuerriegel, E.M., Kivell, T.L., Laird, M.F., Tawane, G., DeSilva, J.M., Bailey, S.E., Brophy, J.K., Meyer, M.R., Skinner, M.M., Tocheri, M.W.,
VanSickle, C., Walker, C.S., Berger, L.R., 2017. New fossil remains of Homo naledi from the Lesedi Chamber, South Africa. eLife 6, 24232.[3] Dirks, P.H., Roberts, E.M., Hilbert-Wolf, H., Kramers, J.D.,
Hawks, J., Dosseto, A., Duval, M., Elliott, M., Evans, M., Grün, R., Hellstrom, J., 2017. The age of Homo naledi and associated sediments in the Rising Star Cave, South Africa. elife 24231.
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Investigation into the subsistence strategies of hominins from Denisova Cave (Russia) based on stable
isotope data
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A growing body of biomolecular evidence is advancing our understanding of the diets of Neanderthals [1]. Little attention, however, has been paid to the dietary behaviours of Neanderthals living beyond Europe, despite the wide range of environments they
are known to have inhabited throughout the Pleistocene. As a result, the diet of Neanderthals within Europe has become a proxy
for the understanding of the diets of all Neanderthals. The individuals at Okladnikov Cave provide tantalizing clues on dietary
variation within Northern Asia. These eastern Neanderthals display unusual bulk stable nitrogen (δ15N) isotope values of 13.4 13.9‰ which are higher than those reported for western Neanderthals [2]. Denisova Cave, another important site for Pleistocene
hominin groups within Northern Asia, has traditionally produced hominin fossils which have been too small for stable isotope
analysis. Nevertheless, the use of peptide mass fingerprinting (ZooMS) has enabled the identification of new fossils large enough
for multiple destructive analyses [3,4]. To explore dietary values within Northern Asia further, we analyse both the bulk isotope
and single amino acid values for three hominins from Pleistocene contexts at Denisova Cave; Denisova 11 (layer 12) [3], Denisova
14 (layer 9.3) [4], and Denisova 15 (layer 11.4) [4]. This analysis has identified variable bulk nitrogen values for the hominins, two
of which are more than 3‰ higher than Neanderthals with the most elevated trophic positions in Europe. We also analyse the bulk
stable isotope values of over 200 faunal specimens which were excavated from layers 11 and 12 of the East Gallery of Denisova
Cave to act as an isotopic baseline for the hominin data. These include freshwater fish and mammal species typically assumed to be
favoured by Neanderthals, such as mammoths, which were taxonomically identified using ZooMS. Our results show that many of
the mammals present at the site have similar isotopic values to taxa living in Europe. The discrepancy between the expected δ15N
values for mammals present at Denisova Cave and the unexpectedly elevated values for the hominins highlights the need for a more
regional perspective for dietary behaviours. By creating this collection of isotopic data we aim to expand the current understanding
of Middle and Upper Pleistocene hominin behaviours and strategies in environments across a greater portion of their geographical
range than has been traditionally considered.
The research is supported by the European Research Council (ERC) under the European Union’s Horizon 2020 research and innovation programme, grant agreement no.715069 (FINDER Project) and
under the European Union’s Seventh Framework Program (FP7/2007-2013); grant no. 324139 (PalaeoChron). The archaeological field studies were funded by the Russian Science Foundation (project no.
14-50-00036) and the Russian Foundation for Basic Research (project no. 17-29-04206). We would like to thank the Max Planck Society, the Oxford Radiocarbon Accelerator Unit (ORAU), and the
Institute of Archaeology and Ethnography, Russian Academy of Sciences Siberian Branch for their on-going support.
References:[1] Jaouen, K., Richards, M.P., Le Cabec, A., Welker, F., Rendu, W., Hublin, J.-J., Soressi, M., Talamo, S., 2019. Exceptionally high δ15N values in collagen single amino acids confirm
Neandertals as high-trophic level carnivores. Proc. Natl. Acad. Sci. U. S. A. 116, 4928–4933.[2] Dobrovolskaya, M.V., Tiunov, A.V., 2013. The Neanderthals of Okladnikov Cave Altai: Environment and
Diet Based on Isotopic Analysis. Archaeology, Ethnology and Anthropology of Eurasia 41, 78–88.[3] Slon, V., Mafessoni, F., Vernot, B., de Filippo, C., Grote, S., Viola, B., Hajdinjak, M., Peyrégne, S.,
Nagel, S., Brown, S., Douka, K., Higham, T., Kozlikin, M.B., Shunkov, M.V., Derevianko, A.P., Kelso, J., Meyer, M., Prüfer, K., Pääbo, S., 2018. The genome of the offspring of a Neanderthal mother and a
Denisovan father. Nature 561, 113-116.[4] Douka, K., Slon, V., Jacobs, Z., Ramsey, C.B., Shunkov, M.V., Derevianko, A.P., Mafessoni, F., Kozlikin, M.B., Li, B., Grün, R., Comeskey, D., Devièse, T., Brown,
S., Viola, B., Kinsley, L., Buckley, M., Meyer, M., Roberts, R.G., Pääbo, S., Kelso, J., Higham, T., 2019. Age estimates for hominin fossils and the onset of the Upper Palaeolithic at Denisova Cave. Nature
565, 640–644.
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Patterns of insertion areas in proximal phalanges of African apes and modern humans
Ana Bucchi1,2 , Javier Luengo1,2 , Antonietta Del Bove1,2 , Carlos Lorenzo1,2
1 - Catalan Institute of Human Paleoecology and Social Evolution (IPHES), 4 Zona Educacional Campus Sescelades URV,
Tarragona, Spain · 2 - Area de Prehistòria, Universitat Rovira i Virgili (URV), Tarragona, Spain.
Here we study the insertion sites of the common flexor sheath of the hand in 30 gorillas (Gorilla beringei and Gorilla gorilla), 31
chimpanzees (Pan troglodytes) and 37 recent modern humans. This sheath is attached to digits 2-5 and holds the main flexor muscles
of the fingers (flexor digitorum profundus and flexor digitorum superficialis). Both muscles are strongly recruited during suspension
and climbing, and are slightly active during knuckle-walking [1]. Although both genera share a similar locomotor repertoire, chimpanzees spend more time in suspensory postures than gorillas [2] and they load their hand differently during travel [3][4]. We
look for the skeletal traces of those differences in the sheath insertion of fingers 2-5. We also expected to find different patterns
for these insertion areas in African apes and in humans as they use their hands for essentially different purposes (locomotion and
manipulation in the former, and exclusively for manipulation in the latter). 3D models of phalanges were constructed through
photogrammetry and a high-resolution surface scanner (Breuckmann SmartScan). The insertion sites were delimited in 3D models of proximal phalanges 2-5, and were measured in terms of surface area (mm2). Since there is a strong correlation between the
size of the phalanges and the size of the insertion areas, the insertion areas were divided by the total area of the phalanx in order to
size-adjust, so they would allow interpretation in terms of behavior. Each genus had a unique pattern for these insertion sites. In
chimpanzees the insertions for digits 2, 3 and 4 were of the same size while the fifth was significantly smaller. In gorillas, insertions
for digits 2 and 5 are similar in size, and significantly smaller than those of digits 3 and 4, which a similar conclusion as reached
previously for gorillas [5]. In humans the insertions for digits 3-5 were of the same size while the second was significantly smaller.
It remains to be seen whether these differences between groups correspond to functional traits.
We are grateful to the institutions holding the material we analized; the Royal Museum for Central (Belgium), Museu de Ciències Naturals de Barcelona (Spain) and Zoologische Staatssammlung
München (Germany), and to the people who kindly helped us there, especially to Emmanuel Gilissen, Javier Quesada, Anneke van Heteren and Michael Hiermeier. This study was funded by the research
projects AGAUR 2017 SGR 1040 and MINECO PGC2018-093925-B-C32.
References:[1] Susman, R.L., Stern, J.T., 1979. Telemetered Electromyography of Flexor Digitorum Profundus and Flexor Digitorum Superficialis in Pan troglodytes and Implications for Interpretation of
the 0. H. 7 Hand. American Journal of Physical Anthropology, 50, 565–574[2] Doran DM. 1996. Comparative positional behavior of the African apes. In: McGrew WC, Marchant LF and Nishida T,
editors. Great ape societies. Cambridge: Cambridge University Press. p 213–224[3] Matarazzo, S., 2013. Manual pressure distribution patterns of knuckle-walking apes. American Journal of Physical
Anthropology. 152, 44–50.[4] Wunderlich, R.E., Jungers, W.L., 2009. Manual digital pressures during knuckle-walking in chimpanzees (Pan troglodytes). American Journal of Physical Anthropology. 139,
394–403.[5] Susman, R.L., 1979. Comparative and Functional Morphology of hominoid fingers. American journal of physical anthropology. 50, 215–236.
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The effect of admixture on pelvic morphology
Laura T. Buck1 , David C. Katz2,1 , Rebecca R. Ackermann3 , Leslea Hlusko4 , Sree Kanthaswamy5 , Timothy D. Weaver1
1 - University of California Davis · 2 - University of Calgary Cumming School of Medicine · 3 - University of Cape Town · 4 University of California Berkley · 5 - Arizona State University
Interpreting the effects of hybridisation is critical for understanding context and processes across human evolution [1]. Yet, despite
methodological advances in aDNA analysis, we are still far from understanding the importance of gene flow between different hominin lineages in determining anatomical shape, and from being able to recognise hybrids in the fossil record [2]. The effects of
admixture on pelvic form are of particular interest, due to the interaction of the functional and physiological constraints of locomotion and successful parturition. The pelvis is also a region of divergent shape in Homo sapiens and H. neanderthalensis , which
combined with the differently shaped crania of their foetuses, could have implications for the viability of hybrid offspring [3]. Here
we use a non-human primate proxy to investigate the role of hybridisation in the evolution of the hominin pelvis. We employ a
large, multigenerational sample of admixed Chinese and Indian rhesus macaques (Macaca mulatta) and geometric morphometric
methods to investigate the morphological consequences of admixture in the pelvis. Unlike many non-human hybrid studies which
focus on the first one or two generations after hybridisation [4, 5], our sample has a distribution from purebred Indian and Chinese
animals to admixed individuals with very low percentages of Chinese ancestry (< 10%). This range of admixture is a better representation of what we expect in hybrid zones and in the fossil record. Our initial results show a small admixture signal in pelvic form,
with sexual dimorphism as the strongest determinant of morphology. We discuss the potential effects of functional constraints on
the expression of hybrid morphology in different skeletal regions and the implications of these results for ascertaining hybrid status
in the human fossil record. We also provide further details about the macaque sample, from which open-source data will become
available to the scientific community over the next several years.
This research was generously support by grants from the National Science Foundation (#1623366, #1720128) and Leakey Foundation.
References:[1] Ackermann, R.R., Mackay, A., Arnold, M.L., 2016. The hybrid origin of “Modern” Humans. Evolutionary Biology. 43, 1–11.[2] Warren, K.A., Ritzman, T.B., Humphreys, R.A., Percival,
C.J., Hallgrímsson, B., Rogers, R., 2018. Craniomandibular form and body size variation of first generation mouse hybrids: A model for hominin hybridization. Journal of Human Evolution. 116,
57–74.[3] Weaver, T.D., Hublin, J., 2009. Neandertal birth canal shape and the evolution of human childbirth. 1–6.[4] Ackermann, R.R., Rogers, J., Cheverud, J.M., 2006. Identifying the morphological
signatures of hybridization in primate and human evolution. 51, 632–645.[5] Savriama, Y., Valtonen, M., Kammonen, J.I., Rastas, P., Smolander, O., Corfe, I.J., Lyyski, A., Ha, T.J., Gerber, S.,
Salazar-ciudad, I., Paulin, L., Auvinen, P., Holm, L., Lo, A., Jernvall, J., Lo, A., 2018. Bracketing phenogenotypic limits of mammalian hybridization. Royal Society Open Science. 5, 180903.
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Degrees of rounding among lithic artifacts: experimental program and archaeological application
Guillermo Bustos-Pérez1 , Víctor Lamas1 , Jorge Vega2 , Sergio Bárez3 , Javier Baena1
1 - Universidad Autónoma of Madrid, Departamento de Prehistoria y Arqueología, Madrid, Spain · 2 - ARGEA Consultores,
Madrid, Spain · 3 - Universidad Complutense of Madrid
Many Paleolithic lithic collections are found in contexts where post-depositional alterations (such as those made by water streams or
sedimentary displacement) have affected the surface of most of the lithic artifacts. A major alteration often observed is the rounding
of lithic artifacts due to sedimentary abrasion. Faunal remains are usually the main source of site formation process, but in many of
these archaeological sites, faunal remains are scarce. Also, post-depositional alterations may result in diachronic episodes of deposition that can make associations between lithic implements and faunal remains doubtful. This awareness of diachronic formation
process has led to an increasing desire to differentiate possible deposition episodes and determine assemblage integrity. Thus, a major goal of lithic studies is to determine the degree of integrity of a lithic collection and to spatially analyze the distribution of lithic
artifacts according to their degree of rounding/sedimentary abrasion. The following presentation is structured in two parts. First,
insights into the experimental program undertaken to develop a methodological approach to determine degree of rounding among
lithic artifacts are provided. The experimental program focused on the analysis of ridges, edges and surfaces of lithic implements
and was undertaken in a sequential way to maximize information. Second, this methodological approach is employed to analyze
the Middle Paleolithic lithic artifacts from the Calabazas open-air site (Madrid, Spain) and information is crossed with the spatial
distribution of the lithic artifacts. Results from the experimental program are promising, showing the development of an efficient
methodology to determine degree of rounding among lithic artifacts. Results from the archaeological analysis show the non-altered
character of most of the lithic assemblage from Calabazas (near 60% of the lithic artifacts can be considered as fresh/non altered by
rounding) although this assessment must be tempered due to the spatial distribution of lithic artifacts. Taphonomic studies on lithic
industry through artifact alterations can contribute to determine assemblage integrity, deposition patterns and the asynchronous
or synchronous character of an assemblage in open-air sites.
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A New Tool for Digital Alignment in Virtual Anthropology
Costantino Buzi1 , Antonio Profico2 , Christopher Davis3 , Marina Melchionna4 , Alessio Veneziano5 , Pasquale Raia4 ,
Giorgio Manzi1
1 - Department of Environmental Biology, Sapienza University of Rome, Italy · 2 - PalaeoHub, University of York, UK · 3 Department of Anthropology, University of Texas at Austin, Austin, USA · 4 - Department of Earth, Environmental and
Resources Science, University of Naples Federico II, Naples, Italy · 5 - Sincrotrone Trieste S.C.p.A., Trieste, Italy
The study of the fossil record is fundamental to understand the evolution of morphological traits. Fossil remains often appear
fragmented and/or deformed by taphonomic processes, which result in cracks, missing portions and deformation of the original
morphology [1]. In paleoanthropology, cranial remains are at the same time the most informative and sometimes the most badly
deformed fossil portions, often presenting themselves broken, partially incomplete, and/or distorted. It is nowadays possible to
overcome some of these issues, thanks to three-dimensional imaging techniques which allow to operate on digital models of the
specimens. It is possible, in particular, to virtually restore damaged remains and recover or estimate the missing information by relying on the one that is present. In this communication, we present a new semi-automatic, landmark-based alignment software, the
Digital Tool for Alignment (DTA), embedded in the R package ‘Arothron’ [2]. DTA uses the shape information contained in a reference sample to find the best alignment solution for the disarticulated portions of a specimen [3]. We showed DTA performance
on two different case-studies: a modern human skull, in which a casual disarticulation in two fragments has been simulated and a
real case of a disarticulated human fossil specimen, the Amud 1 cranium (Homo neanderthalensis). The first case study consists of an
artificially disarticulated model of a skull from a female modern human (“Bol-2548”), on which the DTA was applied using a comparative sample of 50 modern human specimens and a landmark configuration of 32 landmarks (17 on the first module and 15 on
the second one). The DTA performance on “Bol-2548” was both calculated using the original complete skull and compared to 11
manual alignments. The second case-study consists on the application of DTA on the Amud 1 cranium, in which part of the facial
skeleton is missing, with no recovered points of contact between the calvarium (Amud 1a) and the maxillary region (Amud1b). We
acquired two landmark sets of 16 (Amud 1a) and 17 (Amud 1b) landmarks; in addition, we defined two semi-landmark sets of 104
and 42 points respectively on Amud 1a and Amud 1b. We used separately the Neanderthal specimens Shanidar 1 and La Ferrassie
1 as reference models. The result of the DTA was compared to the original restoration of Amud 1 by Suzuki [4]. The application
to the modern human case study returned a Procrustes distance between the Aligned Model (AM, built on “Bol-2546”) and the
Starting Model (SM, unbroken “Bol-2548”) equal to 0.0046. The average Procrustes distance of the manual alignments group from
the SM was twice that much, reaching 0.0110 on average (95% CI = 0.0079 - 0.0142). The range of the distances between the manual alignments and the SM was bracketed from 0.0032 to 0.0175. The mean Procrustes distances between the SM and the AMs
performed on the comparative sample was 0.006. For what concerns the case study of Amud 1, the average distances between the
surfaces of the SM of Amud 1 and the AM Shanidar 1 amounts to 3.44 or 5.20 mm, using only landmarks or both landmarks and
semi-landmarks, respectively. Using La Ferrassie 1 as the reference model, the average distances are equal to 5.87 (landmarks) and
7.06 (landmark + semi-landmarks), respectively. The results of DTA performed on the artificial case-study (Homo sapiens) show
that DTA works almost as well as expert-based reconstruction, which is fundamental in situations where the handling of fossil items
is difficult, dangerous (because the specimen is delicate), or simply unavailable. The alignment via DTA performed on the Amud 1
cranium differs by only 3 millimetres from the original reconstruction made by Suzuki. This result confirms the usefulness of DTA
as a technique for aligning broken fossil specimens.
We thank the anthropological Museum “G. Sergi” (Rome, Italy) for kindly providing the modern human specimen. We are grateful to prof. Israel Hershkovitz and dr. Julia Abramov for access to the 3D
model of Amud 1. We also thank 11 anonymous operators for the manual alignments performed.
References:[1] Schlager, S., Profico, A., Di Vincenzo, F., Manzi, G., 2018. Retrodeformation of fossil specimens based on 3D bilateral semi-landmarks: implementation in the R package “Morpho.”. PLoS
One 13:e0194073.[2] Profico, A., Veneziano, A., Melchionna, M., Piras, P., Raia, P., 2018. Arothron: R functions for geometric morphometrics analyses. https://doi.org/10.5281/zenodo.1243073.[3]
Profico, A., Buzi, C., Davis, C., Melchionna, M., Veneziano, A., Raia, P., Manzi, G., 2019. A New Tool for Digital Alignment in Virtual Anthropology. Anat Rec. doi:10.1002/ar.24077[4] Suzuki, H., Takai,
F. (Eds.), 1970. The Amud man and his cave site. Academic Press of Japan.
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Quantitative surface analysis: a collaborative endeavor between paleontology and archeology
Ivan Calandra1 , Antonella Pedergnana1 , Walter Gneisinger1 , Joao Marreiros1,2,3
1 - TraCEr, Laboratory for Traceology and Controlled Experiments at MONREPOS Archaeological Research Centre and
Museum for Human Behavioural Evolution, RGZM, Neuwied, Germany · 2 - Institute for Prehistoric and Protohistoric
Archaeology, Johannes Gutenberg University, Mainz, Germany · 3 - ICArEHB, Interdisciplinary Center for Archaeology and
Evolution Human Behaviour, University of Algarve, Faro, Portugal
Dental microwear and artifact use-wear analyses have a lot in common regarding the questions they address, their developmental
history and their issues. However, few paleontologists and archeologists are aware of this, and even those who are, do not take into
account most of the methodological insights from the other field. On the other hand, both fields have advanced toward quantitative
analysis, relying on techniques and methods developed by engineers and tribologists to quantify surfaces. The established, industrial
applications are often difficult to transfer to paleontological and archeological questions, so a closer collaboration between dental
wear and use-wear analysts would benefit both fields. In this communication, we briefly review the main developmental steps of
both methods and, in doing so, highlight how similar their histories are. In both cases, the traditional analyses have been strongly
criticized mainly because of their subjectivity and their lack of repeatability and reproducibility. Quantitative surface analyses have
been proposed in response, resulting in the so-called dental microwear texture analysis (DMTA) and quantitative use-wear analysis. While DMTA is a mature method well supported within the paleontological community, quantitative use-wear analysis is still
nascent and not widely recognized by archeologists. We argue that use-wear analysts could and should borrow a lot from DMTA.
For example, there is every reason to believe that quantitative surface analysis can be applied to archeological objects; use-wear
analysts should therefore continue to adapt it to artifacts. Additionally, a lot of parameters have been applied to quantify dental
surfaces; use-wear should also apply at least all these parameters to find out the most appropriate ones. Borrowing from DMTA
would allow quantitative use-wear analysis to become an established method much more quickly. Dental microwear analysts can
also learn from traceology, especially regarding experiments and residue analysis. Both are routinely performed in traceological studies; as such, traceologists have a strong expertise that could benefit paleontologists. We hope that this communication will stimulate
more awareness, exchanges and collaborations between paleontologists and archeologists, especially between dental microwear and
use-wear analysts. At the same time, tribology must remain an integral part of DMTA and quantitative use-wear analysis, to benefit from new developments and insights into wear processes. Paleontology, archeology and the field of surface analysis as a whole
would all benefit from a more intense cooperation.
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Stone selection by chimpanzees reveals parallel patterns to Oldowan Hominins
Susana Carvalho1,2,3 , David R. Braun1,4 , Robert Kaplan5 , Megan Beardmore-Herd1 , Thomas Plummer6,7 , Dora Biro8 ,
Tetsuro Matsuzawa9
1 - Primate Models for Behavioural Evolution Lab, Institute for Cognitive and Evolutionary Anthropology, Oxford University,
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Faro, Portugal · 3 - Centre for Functional Ecology (CEF), Coimbra University, Portugal · 4 - Center for the Advanced Study of
Human Paleobiology, Department of Anthropology, The George Washington University, Washington DC, USA · 5 Department of Anthropology, Colorado State University, Fort Collins, USA · 6 - Department of Anthropology, City University
of New York, Queens College, New York, USA · 7 - New York Consortium for Evolutionary Anthropology, City University of
New York, New York, USA · 8 - Department of Zoology, Oxford University, Oxford, UK · 9 - Primate Research Institute, Kyoto
University, Inuyama, Japan
Tool use is a feature of some members of the family hominoidea, including chimpanzees and humans. The flexible use of tools
to increase dietary breadth through extractive foraging behaviour is a feature shared by humans and their closest living relatives
(Pan troglodytes). Yet comparisons between tool use in hominins and chimpanzees is limited by archaeological palimpsests and
the differences in toolkit composition. One feature that primate stone toolkits share is the selection of certain rock types based
on certain variables, e.g. tool function or the target of extractive foraging. Here, we document selectivity patterns of tools used by
chimpanzees to crack nuts at Bossou (Guinea) through controlled experiments that introduce raw materials unknown to this population. We test decisions made by chimpanzees when selecting hammerstones and anvils that vary in their mechanical properties features not directly visible to the individual. These rock mechanical properties are known to influence selection patterns amongst
Pleistocene hominins ∼2 million years ago in East Africa. Results indicate that chimpanzees select both anvils and hammers based
on a continuous variation in rock strength and hardness. Selectivity of rock types suggests that chimpanzees quickly assess the appropriate materials for each function, discriminating these ‘invisible’ properties. Despite the “invisible” nature of these properties,
rock selection decisions converged on similar patterns across the social group quickly. This pattern of behavior may diffuse within
the community through ‘re-use’ of toolkits by younger individuals. Adults readily identified rock mechanical properties through
individual learning and juveniles reuse the toolkits used by adults. These patterns of stone selection parallel what is documented for
Oldowan hominins. The processes identified in this experiment may provide insights into the relatively discrete nature of hominin
rock selection patterns in Plio-Pleistocene stone artifact production.
We are grateful to Kyoto University’s Primate Research Institute for leading the Bossou-Nimba long-term research sites, and financially supporting the research presented here, and to IREB and DNRST
of the Republic of Guinea. We are extremely grateful to all our field assistants in Bossou. and honoured to be able to work with the chimpanzees of this forest.
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An assessment of refugia concepts during MIS 3 in Iberia: the case from Lapa do Picareiro (Portugal)
Milena Carvalho1,2 , Emily Lena Jones 1 ; David Meiggs 3 ; Michael Benedetti 2,4 ; Jonathan Haws 2,5
1 - University of New Mexico · 2 - ICArEHB · 3 - Rochester Institute of Technology · 4 - University of North Carolina,
Wilmington · 5 - University of Louisville
Neanderthals and anatomically modern humans (AMH) adapted to a series of environmental changes during the Late Pleistocene
and may have sought refugia in the southern reaches of Europe during periods of unfavorable climate in response to environmental degradation [1]. Explanatory models such as the Ebro Frontier Model propose that Neanderthals were adapted to woodland
environments while AMHs preferred open landscapes [2]. This model suggests that Late Neanderthal survival in southern Iberia
may have been the result of Neanderthals seeking refuge during the relatively mild conditions of MIS 3 on the peninsula. Heinrich Events, especially H4, on the other hand, may have created harsh climatic conditions that could have reduced Neanderthal
populations below survival thresholds. Generally, however, assessments of refugia concepts in archaeology and other disciplines
such as biogeography use the term ‘refugia’ too loosely, inhibiting proper assessments of refugia-based models like the Ebro Frontier Model [3] and its ecological implications. It is possible that the southern Iberian Peninsula acted as a refugium on a variety of
scales, further complicating what we know about paleoecology and human-environmental interactions in the past. Was the southern Iberian Peninsula an active refugia, or locations with favorable environmental conditions and rich in resources that were actively
procured or a passive refugia, defined as areas of species retention or survival relative to surrounding regions [4]? Was the southern Iberian Peninsula a macrorefugium, or large areas with favorable conditions or comprised of many microrefugia, or small areas
where microclimates produced favorable conditions despite surrounding adverse environments [3]? These questions force us to
rely on reconstructions of local and regional paleoenvironmental conditions to which Neanderthals and AMHs were subjected
and are key to understanding whether both groups periodically sought refuge in Iberia. Here, we present a paleoenvironmental
study using stable isotopes analysis of carbon and oxygen of red deer, ibex and rabbit tooth enamel from Middle and Early Upper
Paleolithic levels from Lapa do Picareiro, a cave site located in Portuguese Estremadura. Picareiro sits as the highest altitude Paleolithic site in Portugal, and its well-established chronology, stratigraphic integrity, human occupations spanning the Middle to
Upper Paleolithic transition, and large assemblage of zooarchaeological and paleoecological remains make it an ideal location to
address the environmental adaptations of Neanderthals and AMHs. These data are then compared to other paleoenvironmental
reconstructions from relative archaeological sites in southern Iberia as well as other paleoclimate indicators from Picareiro to assess
what type(s) of refugia were present in central Portugal.
This project is funded by funded by U.S. National Science Foundation (NSF) awards to Haws (BCS-1420299, BCS-1724997) and Benedetti (BCS-1420453, BCS-1725015 and an NSF Graduate Research
Fellowship; ID# 2016223837 (Carvalho). We would like to thank our collaborators:Interdisciplinary Center for Archaeology and Evolution of Human Behaviour (ICArEHB), Center for Stable Isotopes at
the University of New Mexico,and Dr. Sherry Nelson, the Paleoecology Laboratory at the University of New Mexico.
References:[1] Jochim, M., 1987. Late pleistocene refugia in Europe. In: Soffer, O. (Ed.), The Pleistocene Old World. Springer, Boston, pp. 317-331.[2] Zilhão, J., Davis, S.J., Duarte, C., Soares, A.M.,
Steier, P. and Wild, E., 2010. Pego do Diabo (Loures, Portugal): dating the emergence of anatomical modernity in westernmost Eurasia. PloS one, 5(1), p.e8880.[3] Ashcroft, M.B., 2010. Identifying
refugia from climate change. Journal of biogeography, 37(8), pp. 1407-1413.[4] Jennings, R., Finlayson, C., Fa, D. and Finlayson, G., 2011. Southern Iberia as a refuge for the last Neanderthal populations.
Journal of Biogeography, 38(10), pp. 1873-1885.
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The TM 1517 odontoskeletal assemblage from Kromdraai B, South Africa, and the maturational
pattern of Paranthropus robustus
Marine Cazenave1 , Clément Zanolli2 , M. Christopher Dean3 , Anna Oettlé1 , Frikkie de Beer4 , Mirriam Tawane5 , Francis
Thackeray6 , Roberto Macchiarelli7,8
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The holotype of Paranthropus robustus was discovered by R. Broom in 1938 in an outcrop of bone breccia at the cave site of Kromdraai B, in Gauteng, South Africa [1]. It consists of the left half of a cranium (TM 1517a) and an associated right mandibular corpus
(TM 1517b), both bearing teeth, and of seven isolated teeth (a LLP3, a LLP4 and the series URP3-M3 labelled as TM 1517c). A
few weeks later, close to the block containing the cranial remains, Broom identified four postcranial elements: the distal end of a
right humerus (TM 1517g), the partial proximal end of a right ulna (TM 1517e), and two toe bones (TM 1517k and TM 1517o),
all at the time attributed to the same young individual represented by the cranial remains. However, the distal foot phalanx TM
1517o was subsequently attributed to a baboon. While the holotype has been variously referred to as a ’young female’, a ’young
adult’, as ’probably male and immature’, or as a ’late adolescent’, it certainly represents a dentally immature individual. Since these
early descriptions, no study has explored the possibility that the associated postcranial remains preserve evidence of active bone
growth or recent epiphyseal closure. Clearly, however, such information would either strengthen, or challenge the idea that the
craniodental and postcranial remains belong to a single P. robustus individual and, importantly, might provide the first evidence
about the odontoskeletal maturational pattern of this fossil taxon. Accordingly, we performed a micro-XCT-based study aimed at
characterising the inner structure of the distal humerus TM 1517g, the proximal ulna TM 1517e and the distal hallucial phalanx
TM 1517k. Our 2-3D analyses show that the distal humerus was likely completely fused, while the proximal ulna still displays a
faint remnant of fusion, and the distal hallucial phalanx shows evidence of still growing bone. These findings, as well as the observation that the distal humerus and the proximal ulna fit anatomically and morpho-dimensionally [2], provide support for the original
attribution of the cranial and the three postcranial remains from Kromdraai B to a single individual representing the P. robustus
type specimen. Using extant human dental standards, the age at death estimate of TM 1517 is of 16.5±3 years if based on the LM2
(not fully closed distal apices) and LM3 root developmental stages (root formation stage between half and three-quarters completed). The skeletal age ranges between 14 and 18 years, for a male, and between 11 and 15 years, for a female individual. When a
chimpanzee dental growth pattern is considered, TM 1517 fits the c. 10.5 years ’older juvenile’ group [3], while chimpanzee skeletal
maturity standards place it between 7.95 and 13.5 years. Interestingly, in humans fusion of the distal hallucial phalanx commonly
slightly precedes that of the distal humerus. However, a sequence of distal humerus-distal hallucial phalanx-proximal ulna fusion,
as displayed by TM 1517, is usually observed in Pan. Taken together, this new evidence for TM 1517 more closely resembles the
chimpanzee condition for maturational patterning. This finding is broadly in line with the evidence observed for Australopithecus
sediba [4] and Homo erectus from Nariokotome [5]. Nevertheless, since P. robustus seems characterised by sexual bimaturism (with
the males experiencing prolonged growth), the uncertain sex attribution of TM 1517 still represents a limiting interpretative factor.
B. Billings and G. Kruger for access to comparative materials; Funding: AESOP+ program (to M.C. for her PhD research project) and Bakeng se Afrika program (to M.C. for her current research assistant
position); DST-NRF (Necsa).
References:[1] Broom, R., 1938. The Pleistocene anthropoid apes of South Africa. Nature 142, 377-379.[2] Thackeray, J.F., De Ruiter, D.J., Berger, L.R., Van Der Merwe, N.J., 2001. Hominid fossils from
Kromdraai: A revised list of specimens discovered since 1938. Annals of the Transvaal Museum 38, pp. 43-56.[3] Boughner, J.C., Dean, M.C., Wilgenbusch, C.S., 2012. Permanent tooth mineralization in
bonobos (Pan paniscus) and chimpanzees (P. troglodytes). American Journal of Physical Anthropology 149, pp. 560-571.[4] Cameron, N., Bogin, B., Bolter, D., Berger, L.R., 2017. The postcranial skeletal
maturation of Australopithecus sediba. American journal of physical anthropology 163, pp. 633-640.[5] Dean, M.C., Holy-Smith, B., 2009. Growth and development of the Nariokotome youth, KNM-WT
15000. In: Grine, F.E., Fleagle, J.G., Leakey, R.E. (Eds.), The first humans - origin and early evolution of the genus Homo. Springer, New York, pp. 101-120.
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The dentition of Kenyanthropus platyops: a comparative study
Paola Cerrito1,2 , Shara E. Bailey1,2
1 - Department of Anthropology, Center for the Study of Human Origins, New York University, New York, USA · 2 - New York
Consortium in Evolutionary Primatology
Our understanding of hominin taxonomic diversity in East Africa during the Middle Pliocene has been greatly informed by a
number of discoveries over the last 20 years. Among these, the remains dated to ∼3.5 Ma found in Lomekwi (Kenya) and assigned
to the new genus Kenyanthropus platyops [1] are particularly important, as they are the only other genus, aside from Australopithecus,
to be found in East Africa at this time. The taxonomic status and phylogenetic relationship of K. platyops have been debated [2].
These issues are highlighted in a recent Bayesian phylogenetic analysis [3], which shows that among the hominins species included,
K. platyops shows the greatest disagreement between its morphological clock date (1.159 Ma) and its geological date (3.5 Ma).
Presuming its geological date is secure [1] a re-examination of its morphology is warranted.
Since the original publication of K. platyops, a number of studies have undertaken comparative analyses of the cranial remains
[4,5]. However, to our knowledge a comparative evaluation of the dental remains has not been undertaken. This is significant
because dental traits, specifically reduced dental dimensions, are some of the key features driving its taxonomic assignment [1].
We performed dental occlusal area measurements and statistical multivariate analysis of dental crown outlines using geometric
morphometric methods to explore and evaluate the taxonomic affinities of K. platyops. Our comparative sample consists of 205
permanent and deciduous postcanine teeth. All comparative fossil species are dated to between 1.6 and 3.7 Ma, from a variety of
both East and South African localities. They include: Au. Afarensis (n=82), Au. africanus (n=46), H. habilis (n=27), H. rudolfensis
(n=64), Homo sp. (n=8), P. boisei (n=18).
Our results indicate that the K. platyops postcanine dental dimensions are substantially less reduced than what is currently
thought. We found that the measured occlusal surface areas exceeded the range for early Homo but were within the range of Au.
afarensis. We note that our estimate of crown size and dimensions of the maxillary M2, which is part of the holotype KNM-WT
40000, are larger than those published. We also question the identification of KNM-WT 38337 as a permanent tooth [1]. Indeed,
its crown size and morphology are more similar to that of a deciduous P4 as compared to those of Au. afarensis. Principal component analysis indicates that the overall molar and premolar crown outline morphology of K. platyops is most similar to that of Au.
afarensis, and different from that of the East African early Homo specimens in our sample. Together, these findings suggest that the
dental remains assigned to K. platyops may fit within the variation observed in the genus Australopithecus.
This research was made possible through funding by a 2014 New York University Research Challenge Grant. PC would also like to thank Scott A. Williams and William Harcourt-Smith for their support
during the initial development of this project.
References:[1] Leakey, M. G., Spoor, F., Brown, F. H., Gathogo, P. N., Kiarie, C., Leakey, L. N., & McDougall, I., 2001. New hominin genus from eastern Africa shows diverse middle Pliocene
lineages. Nature, 410 (6827), p. 433.[2] White, T., 2003. Early hominids - diversity or distortion?. Science, 299(5615), 1994-1997.[3] Dembo, M., Radovčić, D., Garvin, H. M., Laird, M. F., Schroeder, L.,
Scott, J. E., ... & Mooers, A. Ø., 2016. The evolutionary relationships and age of Homo naledi: an assessment using dated Bayesian phylogenetic methods. Journal of Human Evolution, 97, 17-26.[4] Spoor,
F., Leakey, M. G., & Leakey, L. N., 2010. Hominin diversity in the Middle Pliocene of eastern Africa: the maxilla of KNM-WT 40000. Philosophical Transactions of the Royal Society B: Biological
Sciences, 365 (1556), 3377-3388.[5] Spoor, F., Leakey, M. G., & O’Higgins, P, 2016. Middle Pliocene hominin diversity: Australopithecus deyiremeda and Kenyanthropus platyops. Philosophical Transactions
of the Royal Society B: Biological Sciences, 371 (1698), 20150231.
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The gait of Homo naledi
Tara J Chapman1,2 , Zachary Throckmorton3,4 , Steven E Churchill3,5 , Kimberly A Congdon3,6 , Damiano Marchi3,7 ,
Bernhard Zipfel3 , Christopher Walker3,5,8 , John Hawks3,9 , Serge Van Sint Jan2 , Victor Sholukha2,10 , Patrick Semal11 , Lee
R Berger3 , Jeremy M DeSilva3,12
1 - Operational Direction Earth and History of Life, Royal Belgian Institute of Natural Sciences, Brussels , Belgium · 2 - Laboratory of Anatomy, Biomechanics and Organogenesis, Faculty of Medicine,
Université Libre de Bruxelles, Brussels, Belgium · 3 - Evolutionary Studies Institute, University of the Witwatersrand, Wits, South Africa · 4 - Department of Anatomy, Arkansas College of Osteopathic
Medicine, Fort Smith, USA · 5 - Department of Evolutionary Anthropology, Duke University, Durham, USA · 6 - College of Osteopathic Medicine, Touro University Nevada, Henderson, USA · 7 Department of Biology, University of Pisa, Pisa, Italy · 8 - Department of Molecular Biomedical Sciences, College of Veterinary Medicine, North Carolina State University, Raleigh, USA · 9 - Department
of Anthropology, University of Wisconsin, Madison, USA · 10 - Peter the Great St. Petersburg Polytechnic University, St. Petersburg, Russian Federation · 11 - Scientific Service Heritage, Royal Belgian
Institute of Natural Sciences, Brussels, Belgium · 12 - Department of Anthropology, Dartmouth College, Hanover, USA

Remains of the foot, upper and lower limb, thorax and cranium of Homo naledi present a mosaic of primitive and Homo-like traits.
These include curved phalanges in the hands, although a human like wrist and palm, an ape-like thorax with Homo-like vertebrae,
and a shoulder girdle indicative of climbing competency. The individual bones of the foot and lower limbs largely seem to show an
individual compatible with obligate bipedalism, although the pedal phalanges also show curvature [1,2]. Despite the remarkably
voluminous assemblages, the H. naledi remains do not include a complete lower limb confidently ascribed to a single individual.
A complete lower limb of H. naledi would be informative in what it could tell us regarding potential locomotion. The aim of this
study was to reconstruct the lower limbs of the H. naledi skeleton and analyse the potential gait of H. naledi whilst also reviewing
recent work on the functional morphology of H. naledi and how this pertains to inferences about bipedal locomotion.
The H. naledi lower limb was constructed using estimated femoral, tibial and fibular lengths from the most complete remains of
H. naledi currently available [2,3]. Pelvis remains were too fragmented to reconstruct the pelvis. All transformations were performed
in ‘LhpFusionBox’, which is a musculoskeletal software primarily used to analyse gait in clinical contexts, but recently adapted for
paleoanthropologists [4]. Estimated lengths were used as a reference to reconstruct the individual bones by using anatomical landmarks (ALs) to scale other H. naledi material to the size of the estimated bones. Both a modern human model and new lower
limb associations of a juvenile skeleton found in the Dinaledi chamber were used as guides to reconstruct a complete lower limb.
Reconstructions of individual isolated and scaled limb and foot bones were then placed together to have a complete lower limb reconstruction taking into account ligaments, muscles and following the orientation of joint surfaces. The entire limb was then fused
to a modern human walking motion to analyse potential locomotion. The reconstruction and biomechanical analysis of the H.
naledi lower limb largely demonstrates a morphology compatible with obligate bipedalism, with a medial arch (although reduced),
elongated limbs, marked bicondylar angle and joint surfaces compatible with bipedal gait. The elongation of the lower limb is generally seen as a marker of obligate bipedalism although the H. naledi limbs are exceptionally elongated relative to the diaphyseal
diameter of the long bones and preserved joint proportions. Longer limbs are generally thought of as more energy efficient, but
they also require a greater moment of inertia, which increases energy costs. Whilst the longer tibia (and leg) may have necessitated
a longer swing phase, low limb mass (as evidenced by long bone gracility and small joints) may have offset this energetically. Other
unique traits such as the flaring ilium, flattened femoral lower neck and overall general mix of primitive and Homo-like traits may
not have impeded obligate bipedalism, but they may have been advantageous for climbing. Primitive traits are often thought of as
vestiges of an ancient past on the way to the modern human form of obligate bipedalism, however, Homo erectus and other skeletons from the genus Homo are largely thought to be fully obligate bipedals from approximately 1.5 million years onwards, and as
H. naledi has been dated between 335 and 236ka [5], it is therefore curious why this particular branch of the hominid tree would
‘hang on’ to the ‘primitive traits’ for at least a million years longer. It is therefore likely that this hominin engaged in both arboreal
climbing and bipedal walking.
We thank the Belgian Science Policy Office (BELSPO) as the research has partially been financed in the framework of the Neandertal_3D project (BRAIN).
References:[1] Harcourt-Smith, W.E., Throckmorton, Z., Congdon, K.A., Zipfel, B., Deane, A.S., Drapeau, M.S., Churchill, S.E., Berger, L.R., DeSilva, J.M., 2015. The foot of Homo naledi. Nature
Communications 6, 8432.[2] Marchi, D., Walker, C.S., Wei, P., Holliday, T.W., Churchill, S.E., Berger, L.R., DeSilva, J.M., 2017. The thigh and leg of Homo naledi. Journal of Human Evolution 104,
174-204.[3] Hawks, J., Elliott, M., Schmid, P., Churchill, S.E., Ruiter, D.J., Roberts, E.M., Hilbert-Wolf, H., Garvin, H.M., Williams, S.A., Delezene, L.K., Feuerriegel, E.M., Randolph-Quinney, P., Kivell,
T.L., Laird, M.F., Tawane, G., DeSilva, J.M., Bailey, S.E., Brophy, J.K., Meyer, M.R., Skinner, M.M., Tocheri, M.W., VanSickle, C., Walker, C.S., Campbell, T.L., Kuhn, B., Kruger, A., Tucker, S., Gurtov, A.,
Hlophe, N., Hunter, R., Morris, H., Peixotto, B., Ramalepa, M., Rooyen, D.V., Tsikoane, M., Boshoff, P., Dirks, P.H., Berger, L.R., 2017. New fossil remains of Homo naledi from the Lesedi Chamber, South
Africa. Elife 6, e24232.[4] Chapman, T., Semal, P., Moiseev, F., Louryan, S., Rooze, M., Van Sint Jan, S., 2013. Application du logiciel de modélisation musculo-squelettique lhpFusionBox à une
problématique paléo-anthropologique. Spyrou le Néandertalien marche ! Médecine Sciences 29, 623-629.[5] Dirks, P.H., Roberts, E.M., Hilbert-Wolf, H., Kramers, J.D., Hawks, J., Dosseto, A., Duval, M.,
Elliott, M., Evans, M., Grün, R., Hellstrom, J., Herries, A.I., Joannes-Boyau, R., Makhubela, T.V., Placzek, C.J., Robbins, J., Spandler, C., Wiersma, J., Woodhead, J., Berger, L.R., 2017. The age of Homo
naledi and associated sediments in the Rising Star Cave, South Africa. Elife 6, e24231.
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A novel social dimension of bipedal behaviour and its implications for human evolution: a crossdisciplinary and cross-species investigation
Kerris Chappell-Smith1 ,Susana Carvalho1,2,3,4
1 - Primate Models for Behavioural Evolution Lab, Institute of Cognitive & Evolutionary Anthropology, University of Oxford,
Oxford, UK · 2 - Centre for Functional Ecology, Universidade de Coimbra, Coimbra, Portugal · 3 - Gorongosa National Park,
Sofala, Mozambique · 4 - ICArEHB, Universidade do Algarve, Portugal
Obligate bipedalism is a trait which defines humans and their ancestors, and which has intrigued scientists for centuries. Yet, there
remain significant debates and gaps in understanding. It remains unclear which early advantageous function(s) of bipedalism instigated its evolution in hominins (the unknown cause of bipedalism), and how bipedalism might connect to or have facilitated the
evolution of traits which emerged later in the human lineage (the unknown consequence of bipedalism).
This research considers the possibility that the solutions to these unknowns remain contested because theory and research has
not adequately contemplated or investigated how the performance of bipedal behaviours was expressed above the organism-level,
at the level of hominin society: that the social dimension of bipedalism has not been well-characterised. Upon examining previous
works, it appears that authors hold two key types of assumption about the social variables and processes which influence, or are
influenced by, bipedal behaviours. First are assumptions regarding the impact of age and sex variables: authors appear to either
assume no effect (‘one-size-fits-all’ assumption) or assume a large effect by emphasising the role of a single age-sex category in the
evolution of bipedalism (‘driver-sidecar’ assumption). Second, are assumptions that early bipedalism was performed in a context
within which the behaviour did not affect interactions between group members, and rather was performed to benefit the individual
bipedal individual (‘solo-function’ assumption).
It was the aim of this research to investigate if such assumptions are biased, and to assess their contribution to the persistence
of unknowns. An empirical study using a primate model (the baboon, genus Papio) investigated the effect of age and sex on the
performance of bipedal behaviours, and the presence and significance of both solitary and interactive bipedal functions (some of
which have rarely, if ever, been proposed as likely functional drivers of bipedalism). The results challenged all three assumptions.
All age-sex categories performed bipedal behaviours. Functions were distributed differently across age-sex categories (play was associated with infants and juveniles, foraging with adult males and infant handling with female subjects). Interactive functions of
bipedalism were performed. Based on the results, a novel social dimension of bipedalism is offered, which captures how bipedal
behaviours might have been performed at the level of hominin society. Interactive functions of bipedalism may hold the key to
understanding how bipedalism might have facilitated the emergence of those traits of later hominin evolution which rely on social
bonding to some degree. Further empirical works are called for, to test the validity of the research findings and to address the limitations of the present study.
We would like to thank Gorongosa National Park for providing access to such promising research field-sites. The first author is grateful to The Paleo-Primate Project, Gorongosa, and The Primate Models
and Behavioural Evolution Lab, Oxford, for allowing her to work alongside them, with their support and guidance. The first author is grateful to Hertford College, Oxford, for providing funding for the
research, and to her director of studies Clive Hambler, University of Oxford, for his ongoing support and supervision.
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Challenging the paradigm: how enamel-dentine junction variation across primates is inconsistent with
current tooth crown nomenclature schemes
Simon A. Chapple1 , Thomas W. Davies2 , Tanya M. Smith3 , Matthew M. Skinner1,2
1 - Skeletal Biology Research Centre, School of Anthropology and Conservation, University of Kent, Canterbury, UK · 2 Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 3 - Australian
Research Centre for Human Evolution, Griffith University, Nathan, Australia
Advances in imaging technology have allowed researchers to study the internal structures of teeth in high resolution and extract
novel morphological data to answer long-standing questions in primate dental morphology. Additionally, recent qualitative observations of discrete trait variation at the enamel-dentine junction (EDJ) of primate molars has resulted in the recognition of dental
crown features that are either unidentifiable within current systems of nomenclature, or show a greater level of complexity and
variability in expression than conventional terminology presently allows [1]. Currently, observations describing this morphological complexity at the EDJ surface have been limited to hominoid molars, and it is unclear whether similar levels of variability and
complexity are also present in other primate clades. Using micro-computed tomography (micro-CT) to image the EDJ surface
from a taxonomically diverse sample of primate molars, this study conducted qualitative observations of discrete dental traits to
examine the morphological variability and complexity of the primate tooth crown, and in doing so, investigate the suitability of
current terminologies for studies of primate dental morphology and evolution.
Findings from these observations identified multiple examples of tooth crown features that were considered unidentifiable
within the current systems of tooth crown nomenclature. While subtle variation was identified in crest patterning in all species
studied, the majority of observed variability was in accessory cusp expression. Of particular note, the observed expression of accessory cusps along the marginal ridges of Cercopithecoidea molars demonstrates a high level of complexity exhibited through
the variable presence of single and/or multiple dentine horns situated between adjacent primary cusps, as well as significant variation in their topographical positioning and developmental origin. These observations, and the difficulties faced when trying to
accommodate these features within the Cope-Osborn system of nomenclature (or any of the subsequent variants), highlights both
the need to revisit this long accepted component of dental morphology, and perhaps to re-consider how we identify and define a
cusp. In Platyrrhine molars, accessory cusps were also observed along the marginal ridges between primary cusps, and in some cases,
were of comparable size to the primary cusps. In addition to the concerns this raises regarding the confident identification and discrimination of these features in anthropological studies, these similarities in cusp size also contribute to developmental arguments
regarding the status of cusps as either primary or accessory.
Overall, the findings from this study demonstrate that a greater degree of tooth crown variability and complexity exists than
has been generally appreciated in primate molars. Such observations reignite concerns regarding the suitability of current systems
of tooth crown nomenclature, and contribute to debates about the degree to which current models of cusp patterning (such as the
patterning cascade) adequately explain primate tooth crown variation. As crown morphology is used extensively in systematics,
taxonomy, and the reconstruction of the evolutionary history of primates, this has crucial implications for the confident use of
these structures in future anthropological work.
This research was supported by Jean-Jacques Hublin and the Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology. For access to specimens we would like to thank the
Museum für Naturkunde Berlin, the Zoologische Staatssammlung München, and Ellen Miller. For scanning assistance we thank Heiko Temming, David Plotzki, Paul Tafforeau, Anthony Olejniczak,
Akiko Kato, and Nancy Tang. This work was performed in part at the Harvard University Center for Nanoscale Systems (CNS), a member of the National Nanotechnology Coordinated Infrastructure
Network (NNCI), which is supported by the National Science Foundation under NSF award no. 1541959.
References:[1] Skinner, M. M., Wood, B. A., Boesch, C., Olejniczak, A. J., Rosas, A., Smith, T. M., & Hublin, J. J., 2008. Dental trait expression at the enamel-dentine junction of lower molars in extant
and fossil hominoids. Journal of Human Evolution, 54(2), 173-186.
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Virtual reappraisal of the Krapina 1 juvenile cranium
Zachary Cofran1 , Madeleine Boone1 , Marisa Petticord1
1 - Vassar College
Krapina 1 (Cranium A) is a relatively complete calvaria of a child Neandertal, consisting of most of the frontal, right and left
parietal, and left temporal bones. A juvenile occipital fragment (Krapina 12/Occipital 6) has also been hypothesized to belong
with the cranium [1], although there are no direct contacts between the specimens. Technological advancements since the last
major treatment of Krapina 1 [2] make it timely to revisit this important specimen. In this study, we use modern methods to
digitally reconstruct and analyze this most complete juvenile cranium from Krapina.
Original fossils from Krapina were digitized with an Artec Spider blue light scanner, and processed into high resolution 3D
surface meshes. For the Krapina 1 reconstruction, pieces that were incongruously affixed to the cranium were repositioned or removed. Krapina 12 (Occipital 6) was added to the reconstruction using the Krapina 2 juvenile cranium as a guide. Mirror-imaging
allowed estimation of unilaterally missing areas. In addition to the cranial reconstruction, we used landmark-based geometric morphometrics to reconstruct the specimen’s endocast and estimate endocranial volume. Finally, we assessed cranial vault thickness
in Krapina 1 and other individuals from the site, which we compared with an ontogenetic series of modern human skulls derived
from CT scans.
Our Krapina 1 reconstruction confirms previous observations of the specimen’s notable cranial breadth [2], which is large
relative to both its maximum length, and to other juvenile Neandertals. Cranial vault thickness is comparable to that of modern
human juveniles with one or both of the first two permanent molars emerged. Throughout the frontal and parietals, thickness averages around 4.0 mm, but ranges from 2.5 mm (at the frontal boss and near pterion), to over 7.0 mm (at the supraorbitals, near
bregma, and along the sagittal sinus). Interestingly, the Krapina 1 parietals are thickest anterior to the parietal boss, in contrast
to humans and other Neandertals in whom parietal thickness is usually greatest at the eminence. The endocranial reconstruction
yields a cranial capacity around 1450–1500 ml, depending on the reference endocasts used. This is larger than previous estimates,
and indeed among the larger estimates of any individual from Krapina. Our virtual analysis of Krapina 1 provides new information
about the developmental status of this individual, as well as the paleobiology of the Krapina Neandertals.
Davorka Radovčić provided access to and assistance with the Krapina fossils. Lynn Copes made publicly available her human CT datasets from the American Museum of Natural History in New York. We
are very grateful for internal support from Vassar College for equipment, travel funding (Emily Ford Fund), and employment of undergraduate students through research assistantships and the
Undergraduate Research Summer Institute (via the Joan E. Morgenthau Hirschhorn ’45-44 Fund). Walker Kelly and Abigail Pamenter helped collect human cranial measurements.
References:[1] Caspari, R., 2006. The Krapina occipital bones. Periodicum Biologorum 108, 299–307.[2] Minugh-Purvis, N., Radovčić, J., Smith, F.H., 2000. Krapina 1: A juvenile Neandertal from the
Early Late Pleistocene of Croatia. American Journal of Physical Anthropology 111, 393–424.
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Back pain, vertebral shape, and the evolution of bipedalism
Mark Collard1 , Kimberly A. Plomp1,2 , Keith Dobney2
1 - Department of Archaeology, Simon Fraser University, Burnaby, British Columbia, Canada. · 2 - Department of Archaeology,
Classics and Egyptology, University of Liverpool, Liverpool, UK
Understanding back pain is an important task. Up to two-thirds of people experience back pain at some point in their life, making
it one of the commonest medical conditions. It is also one of the most serious medical conditions. Surveys indicate that it is the
single greatest contributor to disability worldwide, and this has major economic impacts. US companies, for example, have been
estimated to lose in excess of $7 billion per year due to back pain among workers in the 40-65 age group alone. Given the individual
and societal costs of back pain, there is a pressing need for further research on its causes.
Over the last few years, we have sought to use palaeoanthropological theory and methods to shed light on two serious spinal
pathologies—vertical intervertebral disc herniation (VIDH) and spondylyosis, which is a condition where a fatigue fracture causes
a cleft in the neural arch. In one set of studies, we used geometric morphometrics to compare the shapes of modern human vertebrae
that show evidence of VIDH with the vertebrae of healthy modern humans, chimpanzees, and orangutans. These studies revealed
that the vertebrae of VIDH-afflicted modern humans are more similar to chimpanzee vertebrae than are healthy modern human
vertebrae. In another study, we compared the three-dimensional shapes of the vertebrae of modern humans suffering from spondylyosis with the vertebrae of healthy modern humans and great apes. The results of this study contrasted with those obtained in the
VIDH-focused study. We found that the pathological modern human vertebrae were more different from the great ape vertebrae
than were the healthy modern human vertebrae.
These findings can, we think, be linked to the evolution of bipedalism. It is now generally accepted that hominins are more
closely related to chimpanzees and bonobos than they are to any other living species. Currently, the locomotor behaviour of the
common ancestor of the hominin and chimpanzee/bonobo lineages is debated. The most frequently cited suggestion is that it was a
knuckle-walker like chimpanzees and bonobos. However, it has also been argued that it was an arboreal quadrumanous climber like
orangutans. Depending on which of these hypotheses is correct, the hominin lineage shifted from knuckle-walking to bipedalism
or from quadrumanous climbing to bipedalism. In both cases, the demands placed on the spine would have changed. Selection can
be expected to have acted to improve the ability of the vertebrae to cope with the new demands, but we can also expect vertebral
shape in modern humans to be normally distributed around the optimal shape for bipedalism, with some individuals positioned
towards the ancestral end of the distribution and others located at the opposite, highly derived end. Vertebral shapes at both ends
of the distribution are likely to be less able to cope with the demands of bipedalism and therefore will be more frequently associated
with pathologies, albeit different ones—VIDH at the ancestral end and spondylyosis at the highly derived end.
Our research was supported by the Social Sciences and Humanities Research Council of Canada, Canada Research Chairs Program, Canada Foundation for Innovation, British Columbia Knowledge
Development Fund, MITACS, the Wenner-Gren Foundation, Simon Fraser University, the University of Liverpool, and Marie Skłodowska-Curie Actions.
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MSA deposits at Sibudu and Umbeli Belli in KZN, South Africa document cultural change in high
resolution
Nicholas J. Conard1,2 , Gregor D. Bader1,2 , Veerle Rots1,3 , Viola C. Schmid1 , Chatal Tribolo4 , Manuel Will1
1 - Department Early Prehistory and Quaternary Ecology University of Tübingen, Schloss Hohentübingen, Tübingen, Germany ·
2 - Senckenberg Center for Human Evolution and Paleoenvironment, Schloss Hohentübingen, Tübingen, Germany · 3 University of Liège, Tracelab, Quai Roosevelt, 1B (Bât. A4), 4000 Liège, Belgium · 4 - IRAMAT - UMR 5060, Maison de
l’Archéologie, University of bordeaux-montaigne, Pessac Cedex, France
Since the 1980s when scholars mobilized strong arguments for the origins of modern humans in Africa, the Middle Stone Age
(MSA) has been a main focus of international research in paleoanthropology. Southern Africa in particular has been a leading
region for research on the MSA with many high-profile excavations yielding results that have helped to shape the debates on the
origins of modern humans and innovative behaviors that are viewed by many to have triggered the expansion of populations into
Eurasia.
Building on the outstanding work by Lyn Wadley’s crew from 1998-2011 [1], the current team has excavated for nine seasons
in the MSA deposits at Sibudu Cave in KwaZulu-Natal. Additionally, we have conducted studies of collections from the KwaZuluNatal Museum and excavated three seasons at Umbeli Belli Rock Shelter about 100 km south of Sibudu near Scottburgh. This paper
provides an overview of the results from this research and addresses multiple questions related to the nature and tempo of cultural
change during the MSA of southern Africa. We consider how these results contribute to the ongoing debates about the importance
of the southern African MSA for the evolution and spread of modern humans to other regions. This research has identified much
cultural variability that has not previously been documented in studies of the MSA. The work also contributes to placing record
from KwaZulu-Natal more firmly in middle of the discussion of human evolution in southern Africa.
Considering the sequences from Sibudu and Umbeli Belli, we have established an exceptionally detailed record of the period
from about 90 to 30 ka, spanning what is often referred to as the “Pre-Still Bay” to the Final MSA [2-4]. This sequence documents
rich and often exceptionally well-stratified horizons from the “Pre-Still Bay”, Still Bay, Howiesons Poort, Sibudan, Late MSA and
Final MSA. In this paper we examine when and why marked cultural changes are documented in this sequence using multiple lines
of evidence from comparative lithic studies, techno-functional analyses of lithic and organic tools, intra-site spatial patterning,
the use of ochre and other sources of information. These results do much to balance previous suggestions that the Still Bay and
Howiesons Poort represent the main periods of cultural innovation during the MSA [5].
Excavations at Sibudu and Umbeli Belli are funded by the Deutsche Forschungsgemeinschaft, the University of Tübingen and the Heidelberg Academy for the Sciences and Humanities.
References:[1] Wadley L, Jacobs Z., 2006. Sibudu Cave: background to the excavations, stratigraphy and dating. South Afr. Humanities 18, 1–26.[2] Rots, V., Lentfer, C., Schmid, V. C., Porraz, G.,
Conard, N.J., 2017. Pressure flaking to serrate points for the hunt: Serrated points used as hafted projectiles at Sibudu Cave (South Africa). PLoS ONE 12(4): e0175151.
https://doi.org/10.1371/journal.pone.0175151[3] Will, M., Conard, N.J., 2018. Assemblage variability and bifacial points in the lowermost Sibudan layers at Sibudu, South Africa. Archaeo. and Anthro.
Sci. 10, 389-414.[4] Bader, G. D., C. Tribolo, N. J. Conard. 2018. A return to Umbeli Belli: New insights of recent excavations and implications for the final MSA of eastern South Africa. J. of Archaeo. Sci.:
Rep. 21, 733-757.[5] Henshilwood CS (2012) Late Pleistocene techno-traditions in southern Africa: a review of the Still Bay and Howiesons Poort, c. 75–59 ka. J. World Prehist. 25, 205–237.
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Symbolic Behavior in Planaria, Dogs, and Homo sapiens
Frederick L. Coolidge1 , Victoria Rowe1
1 - University of Colorado, Colorado Springs, USA
A common definition of a symbol or symbolism is that it is the use of a sign or mark to represent some idea, object, or relationship.
Frequently, definitions of a symbol include that it is an arbitrary referent for what it actually represents, there is no resemblance
between the signifier and the signified, and it must be culturally learned. Anthropologists typically invoke Charles Sanders Peirce’s
(1839–1914) [1] semiotic concepts of icons, indexes, and symbols to analyze parietal art, personal ornamentation, language’s origins, highly ritualized burials, and other topics. It is the purpose of this paper to raise the question of when and how classical conditioning is different from these standard definitions of symbols. Classical conditioning (aka Pavlovian conditioning) is considered
one of the two basic types of learning, and they are non-associative learning (habituation and sensitization) and associative learning
(classical conditioning and operant conditioning) [2]. Classical conditioning’s origins are attributed to the Russian physiologist
Ivan Pavlov (1849-1936). Pavlov observed that dogs would salivate to the sight and smell of food. The sight and smell of food was
labeled the unconditioned stimulus (UCS) and the dog’s saliva was considered a reaction or reflex to the food and labeled the unconditioned response (UCR). It is important to note that the dog did not have to learn this initial UCS-UCR association as it is
considered an ‘innate’ reflex (although the pairing was learned initially over evolutionary time and passed down through genetic
memory). Pavlov then paired a neutral stimulus (NS), like the sound of a bell or a buzzer, to the UCS. Initially, the NS did not elicit
any specific reaction other than an orienting response. Next, Pavlov presented the NS, followed shortly after by the UCS. With a
sufficient number of pairings between the NS and the UCS, the sound of the bell alone came to elicit the dog’s salivation. At that
point, the original NS (the bell) is said to have become a conditioned stimulus (CS), and it now elicits the conditioned response
(CR; i.e., saliva). In this example, the bell is an absolutely arbitrary referent of food to a dog, there is no resemblance between the
sound of the bell and food, and the pairing was learned in a social context. Thus, the crux posed by this paper: how is the bell not
a symbol of food to the dog? It is also important to note that planaria (class Turbellaria), with only a simple nervous system and
rudimentary brain, can be classically conditioned [3]. Further, why are the words DOG, PERRO, CHIEN, or � arbitrary referents
to an actual dog and thus those letters “symbolize” a real dog to Homo sapiens, but why is a bell or a light not a symbol to a dog or
planaria? There must be qualitative differences between the ‘symbolic-ness’ of a bell to a dog and the word ‘dog’ to Homo sapiens.
What are those differences? Anthropologists sometimes refer to ‘symbolically capable brains.’ However, by the aforementioned examples, a dog’s brain or a planaria’s rudimentary brain are ‘symbolically capable’ because they are capable of learning and retaining
reliable responses to arbitrary referents in their environments. Peirce’s symbol semiotics appear inadequate for explicating this task.
It has been suggested [4] that there is a gap between minimally symbolic cognition (perhaps like classical conditioning) and fully
immersed symbolic cognition. It may be time for anthropologists to ‘mind the gap’ and begin to address the conceptual chasm
and dilemma presented by the classical conditioning paradigm and to define more judiciously the definitions of symbols, symbolic
behavior, and symbolically capable brains. The present paper will delineate some possible answers and alternatives to this dilemma
from cognitive psychology and the cognitive neurosciences.
References:[1] Short, T. L., 2007. Peirce’s theory of signs. Cambridge, UK: Cambridge University Press.[2] Deochand, N., Costello, M. S., Deochand, M. E. 2018. Behavioral research with planaria.
Perspectives on Behavior Science, 41(2), 447-464.[3] Coolidge, F. L., (2019). Evolutionary neuropsychology. New York, NY: Oxford University Press.[4] Rosanno, M., 2010. Making friends, making tools,
and making symbols. Current Anthropology, 51(S1), S89-S98.
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Accurately predicting head motion in fossil primates using soft-tissue information
Romain David1,2 , Philipp Gunz2 , Alexander Stoessel2,3,4 , Fred Spoor1,2,5
1 - Centre for Human Evolution Research, NHM, London, UK · 2 - Dept. Human Evolution, MPI-EVA, Leipzig, Germany · 3 Institute of Zoology and Evolutionary Research, FSU, Jena, Germany · 4 – Dept. of Archaeogenetics, MPI-SHH, Jena, Germany ·
5 - Dept. Anthropology, UCL, London, UK
As part of the sensory organ of balance the semicircular ducts of the membranous labyrinth monitor head rotations and are crucial to gaze stabilization, motor coordination and orientation[1]. Fossils only preserve the shell of these ducts, the semicircular
canals of the bony labyrinth, and their morphological features are used to infer locomotor behaviour of extinct primates, including
hominins[2-4]. Here we explore how accurately such features predict finely tuned semicircular duct function. Soft-tissue ear samples of 25 extant mammal species, including 13 primates, were stained using PTA and CT-scanned to visualize membranous and
bony labyrinths in situ[5]. Geometric morphometric methods and the Ariadne Toolbox[5] were used to analyze the morphology
and function of the semicircular ducts and canals. We found that neither the shape of the semicircular canals, nor the deviation of
their planes from orthogonality reliably predict any of the main functional parameters of the semicircular ducts system. As such it
is unlikely that these characteristics can help infer locomotor repertoires. More meaningful information can be obtained using the
radius of curvature of semicircular canals combined with body mass. However, this only predicts response speed of the duct system,
but not sensitivity. Integrating evidence from the morphology of the bony labyrinth and the membranous soft-tissue in the extant
sample we developed a new approach for accurately predicting semicircular duct function. This protocol estimates soft-tissue properties from measurements on the bony labyrinth, and can therefore also be applied to fossil specimens. We first use thin plate splines
to warp central streamlines of the semicircular ducts system of various extant species into the semicircular canals of a fossil specimen, using equivalent landmarks placed on the bony labyrinths. Streamlines thus inferred provide accurate lengths, enclosed areas
and functional planes. Additional morphological parameters of the duct system are subsequently predicted using statistical models
describing interspecific relationships between bony and membranous labyrinths. These phylogenetically constrained and weightaveraged models show adjusted R² values between 0.71 – 0.95, suggesting a particularly good fit. Finally, the morphological features
of the semicircular ducts predicted for a fossil specimen are analysed using the Ariadne Toolbox. The full suite of functional parameters thus obtained provide good insight into the head motion typical for a species, and these are indicative of locomotor behaviour.
We thank Jean-Jacques Hublin, Heiko Temming, David Plotzki, the Max Planck Society, and the Calleva Foundation for support.
References:[1] Angelaki, D. E., Cullen, K. E., 2008. Vestibular system: The many facets of a multimodal sense. Annu. Rev. Neurosci. 31, 125–150.[2] Spoor, F., Wood, B., Zonneveld, F., 1994. Implications
of early hominid labyrinthine morphology for evolution of human bipedal locomotion. Nature 369, 645–648.[3] Malinzak, M. D., Kay, R. F., Hullar, T. E. 2012. Locomotor head movements and
semicircular canal morphology in primates. Proc. Natl. Acad. Sci. 109, 17914–17919.[4] Le Maitre, A., Schuetz, P., Vignaud, P., Brunet, M. 2017. New data about semicircular canal morphology and
locomotion in modern hominoids. J. Anat. 231, 95-109.[5] David, R., Stoessel, A., Berthoz, A., Spoor, F., Bennequin, D., 2016. Assessing morphology and function of the semicircular duct system:
introducing new in-situ visualization and software toolbox. Sci. Rep. 6:32772.
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Endostructural morphology of the Homo naledi mandibular premolars
Thomas W. Davies1,2 , Lucas K. Delezene3,4 , Philipp Gunz1 , Matthew M. Skinner1,2,4
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - School of
Anthropology and Conservation, University of Kent, Canterbury, UK · 3 - Department of Anthropology, University of Arkansas,
Fayetteville, USA · 4 - Evolutionary Studies Institute, University of Witwatersrand, Johannesburg, South Africa
The taxonomic position of the recently discovered species Homo naledi is still uncertain. One of the many distinctive aspects of the
dentition of the species is the external morphology of the mandibular third premolar, which has two roots and is fully bicuspid, a
configuration which is unusual for late-Middle Pleistocene Homo. The fourth premolar is also bicuspid, and both premolars have a
notably symmetrical occlusal outline [1]. In this study, we examine the endostructural morphology of the premolar tooth crowns as
the surface of the dentine crown in particular is known to carry important taxonomic information and elucidate the developmental
basis of premolar crown morphology.
We use micro-tomography to image the enamel-dentine junction (EDJ) of H. naledi mandibular premolars from both the
Dinaledi and the Lesedi chambers, and use geometric morphometrics to quantitatively compare the EDJ morphology to specimens
of early Homo, Paranthropus robustus, Australopithecus africanus, Homo neanderthalensis and Homo sapiens (n=76). Additionally,
we investigate patterns in the size relationship between the P3 and P4 among the study taxa using centroid size.
The mandibular premolar EDJ morphology of H. naledi from the Dinaledi Chamber is distinctive and consistent. Both the
P3s and P4s display a tall well-developed metaconid and strongly developed mesial marginal ridges, while the P4 shows a relatively
mesiodistally elongated crown. The P3 and P4 are distinct from a number of early Homo specimens. In particular, the H. naledi
premolars can be distinguished from KNM-ER 1802 (Homo sp.), as well as KNM-ER 992, the type specimen of Homo ergaster [2].
Swartkrans Homo specimen SKX 21204 clusters closely with KNM-ER 992, particularly for the P4, and is also quite distinct from
H. naledi. Premolars from the Lesedi chamber, although worn, are consistent with the morphology seen in the Dinaledi chamber,
clustering closely with these H. naledi specimens in the geometric morphometric analysis, although they are slightly larger in size.
Finally, we find that when considering centroid size, P. robustus and A. africanus show a P4>P3 pattern, which is also found
in modern humans, and in early Homo specimens KNM-ER 1802 and SKX 21204. In KNM-ER 992, the premolars are approximately equal in size. H. naledi however shows the pattern P3>P4, which is distinctive among our sample.
For access to Homo naledi fossils we would like to thank Lee Berger and John Hawks. For the comparative sample, we would thank Jean-Jacques Hublin (Max Planck Institute for Evolutionary
Anthropology), Bernhard Zipfel, Lee Berger, Sifelani Jira (Evolutionary Studies Intitute, University of the Witwatersrand), Miriam Tawane (Ditsong Museum), Job Kibii (National Museums of Kenya),
Davorka Radovčić (Croatian Natural History Museum), Michel Toussaint (ASBL Archéologie Andennaise), Jean-Jacques Cleyet-Merle (Musée National de Préhistoire des Eyzies-de-Tayac), Véronique
Merlin-Langlade (Musée d’Art et d’Archéologie du Périgord) and the Leipzig University Anatomical Collection (ULAC). This research was supported by the Wenner-Gren Foundation, the University of
Witwatersrand and the Max Planck Society.
References:[1] Berger, L.R., Hawks, J., de Ruiter, D.J., Churchill, S.E., Schmid, P., Delezene, L.K., Kivell, T.L., Garvin, H.M., Williams, S.A., DeSilva, J.M., Skinner, M.M., Musiba, C.M., Cameron, N.,
Holliday, T.W., Harcourt-Smith, W., Ackermann, R.R., Bastir, M., Bogin, B., Bolter, D., Brophy, J., Cofran, Z.D., Congdon, K.A., Deane, A.S., Dembo, M., Drapeau, M., Elliott, M.C., Feuerriegel, E.M.,
Garcia-Martinez, D., Green, D.J., Gurtov, A., Irish, J.D., Kruger, A., Laird, M.F., Marchi, D., Meyer, M.R., Nalla, S., Negash, E.W., Orr, C.M., Radovčić, D., Schroeder, L., Scott, J.E., Throckmorton, Z.,
Tocheri, M.W., Vansickle, C., Walker, C.S., Wei, P., Zipfel, B., 2015. Homo naledi, a new species of the genus Homo from the Dinaledi Chamber, South Africa. eLife 4, e09560.[2] Groves, C.P., Mazák, V.
1975. An approach to the taxonomy of the Hominidae: gracile Villafranchian hominids of Africa. Casopis Pro Mineralogii a Geologii 20, 225–247

45

Poster Presentation Number 87, Session 1, Th. 12:15-14:00

The distribution of zinc in modern and fossil enamel, dentine and cementum
M. Christopher Dean1,2 , Jan Garrevoet3 , Kathryn M. Spiers3 , Yoel Rak4 , Marta Mirazón Lahr5 , Robert Foley5 , Adeline Le
Cabec6
1 - Department of Cell and Developmental Biology, University College London, London, UK · 2 - Department of Earth
Sciences, Centre for Human Evolution Research, Natural History Museum, London, UK · 3 - Deutsches Elektronen-Synchrotron
DESY, Hamburg, Germany · 4 - Department of Anatomy and Anthropology, Sackler Faculty of Medicine, Tel-Aviv University,
Ramat-Aviv, Israel · 5 – Leverhulme Centre for Human Evolutionary Studies, Department of Archaeology, University of
Cambridge, Cambridge, UK · 6 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology,
Leipzig, Germany
Zinc is an essential trace element involved in many physiological processes as both a catalyst in biochemical reactions, in the maintenance of protein quaternary structure and as a component of many essential enzymes [1]. In mineralised tissue formation, Zn is
a component of alkaline phosphatase, carbonic anhydrase and several enzymes involved in enamel maturation. In palaeoanthropology, Zn can be informative about life history (perinatal physiology) and about diet. The presence of Zn as a trace element in
bone and tooth tissues has been reported extensively in the literature [2]. Here we used synchrotron X-ray fluorescence (SXRF)
of polished thin ground sections of teeth to map and quantify the distribution and concentration of Zn in enamel, dentine and
cementum. Teeth were scanned with an X-ray beam monochromatised to 17.0 keV at either 10.0, 2.5 or 1.0 µm resolution and 10
ms integration time. Our sample included extant teeth attributed to modern humans, Pan and Gorilla and fossil teeth including
Neanderthals (Amud 7, dm1) and Homo from Skhul (Israel), P. boisei from Koobi Fora, and Ekembo from Rusinga Island, Kenya.
Our aim was to address three issues relevant to the study Zn as a trace element in extant and fossil primate tooth tissues. First, we
mapped and quantified the distribution of Zn in pre- and postnatal enamel and dentine to test the hypothesis that Zn distribution
in dental tissues reflects rising prenatal fetal serum Zn levels in the last trimester and Zn-rich colostrum in the first postnatal days
[3]. Second, we compared unerupted teeth with teeth that had been in function in the oral environment to test whether relatively
high levels of Zn reported in outer enamel are likely to derive entirely from the oral environment, or if Zn may be retained during
enamel maturation [4]. Third, we mapped Zn distribution and concentrations in fossil hominoid and hominin teeth from different geological contexts to identify any consistent Zn-rich regions and compare these with modern material. Our results show that
prenatal dentine and the neonatal line are relatively Zn rich with concentrations reaching ∼200 ppm. Unerupted teeth, both fossil
and modern, showed the same enriched levels of Zn in surface enamel reaching 400-500 ppm in some cases. In all teeth, both extant
and fossil, cementum, secondary dentine and outer enamel are all consistently Zn-rich. Zn appears to be tenacious enough to resist
diagenetic change over millions of years. In particular, Zn is retained in P. boisei cementum and secondary dentine with similar
concentrations to extant teeth (140-180 ppm). The outer enamel of Ekembo teeth still retain Zn to an equivalent depth and concentration as extant primate material. Zinc may be present in tooth tissues for different reasons. It may accumulate in slow-forming
dental tissues (such as peritubular, secondary dentine and cementum) where there is direct contact with tissue fluid. In cementum
it may be adaptive and resist resorption by osteoclasts [5]. Elevated Zn levels perinatally may be incorporated into forming hydroxyapatite crystals and/or bind with components of the dentine protein matrix. Zinc in outer enamel may in part be derived from
enamel proteases and be retained and sequestered after maturation [4]. The implications of our findings for studies of Zn in fossils
are promising, since Zn preservation appears to be good, even in some of the older hominoid fossils.
We thank the Government of Kenya and the National Museums of Kenya for continued access to precious fossil material in their care. We thank the curators of the Elliot Smith Collection at UCL. We
acknowledge support from the Calleva Foundation and from The Max Planck Society. This project was carried out at the Deutsches Elektronen-Synchrotron, (DESY) Hamburg, (a member of the
Helmholtz Association HGF) on the PETRA III P06 beamline and was supported by proposals I-20160686 and I-20180047.
References:[1] Terrin, G., Canani, R.B., Chiara, M. Di., Pietravalle, A., Aleandri, V., Conte, F., De Curtis, M., 2015. Zinc in early life: A key element in the fetus and preterm neonate. Nutrients 7,
10427-10446.[2] Jaouen, K., Pons, M-L., 2017. Potential of non-traditional isotope studies for bioarchaeology. Archael. Anthropol. Sci. 9, 1398-1510.[3] Donangelo, C.M., King, J.C., 2012. Maternal zinc
intakes and homeostatic adjustments during pregnancy and lactation. Nutrients 4, 782-794.[4] Klimuszko, E., Orywal, K., Sierpinska, T., Sidum, J., Golebiewska, M., 2018. The evaluation of zinc and
copper content in tooth enamel without any pathological changes – an in vitro study. Int. J. Nanomed. 13, 1257-1264.[5] Dean, C., Le Cabec, A., Spiers, K., Zhang, Y., Garrevoet, J., 2018. Incremental
distribution of strontium and zinc in great ape and fossil hominin cementum using synchrotron X-ray fluorescence mapping. J. Roy. Soc. Interface 15, 20170626.
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Ontogenetic changes in third metacarpal trabecular bone in western lowland (Gorilla gorilla) and
mountain gorillas (Gorilla beringei)
Kim P. Deckers1 , Zewdi J. Tsegai2 , Angel Zeininger3 , Matthew M. Skinner1,2 , Tracy L. Kivell1,2
1 - Skeletal Biology Research Centre, School of Anthropology and Conservation, University of Kent, UK · 2 - Department of
Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 3 - Department of Evolutionary
Anthropology, Duke University, USA
Trabecular bone structure is influenced by joint loading during life. As such, trabecular bone is becoming a frequently used source
of functional information to reconstruct locomotor behaviour in adult fossil hominins. However, trabecular bone models and remodels at a faster rate during early development (infant to adolescent stages), suggesting that adult trabecular structure may be more
indicative of loading regimes during early life. Although there are some studies on human trabecular development (e.g. humerus
[1], innominate [2]), little is known about trabecular ontogeny in other primates. This study investigates developmental changes
in trabecular structure of the third metacarpal (Mc3) of adult and immature gorillas (n= 37), including western lowland gorillas
(Gorilla gorilla, n=12) and Karisoke mountain gorillas (Gorilla beringei, n=25). The Mc3 was chosen because the third digit is
typically used during all forms of terrestrial and arboreal locomotor behaviours. From microCT data, trabecular bone volume fraction (BV/TV) and degree of anisotropy (DA) were quantified using a ‘whole-epiphyses’ method and colour maps were generated
to visualise these variables.
The study sample was divided into five age categories based on locomotor transitions [3]: (1) 0-6 months, (2) 6 months – 4
years, (3) 5 – 9 years, (4) 10 years – full epiphyseal fusion, and (5) adult. Analyses were run on the whole Mc3 bone and on the
proximal and distal metaphysis/epiphysis (when present) separately. Kruskal-Wallis and post-hoc Dunn’s tests were performed on
the data to identify changes in BV/TV and DA throughout the entire Mc3 during ontogeny. We found no notable differences in the
trabecular development between lowland and mountain gorillas, although sample sizes are small for each age category. The results
demonstrate that throughout the whole Mc3 bone, BV/TV is lowest in infancy (<1 year) and increases with age, and that these
values are statistically significant (p=0.008) when comparing the <5 years of age specimens to those older than 5 years. Analysis
of changes in DA in the whole Mc3 across ontogeny did not provide any statistically significant results. However, colour maps
generated to visualise changes at the distal metaphysis and epiphyseal head of the Mc3 show clear changes in trabecular structure
occur in these regions across ontogeny.
BV/TV in just the Mc3 head and proximal metaphysis also increases with age. Gorillas <4 years of age demonstrate a palmar
concentration of trabeculae in the Mc3 distal metaphysis. This higher concentration of BV/TV in the palmar region of the metaphysis persists until ±9 years of age. At 4 years of age, a similar proximal-palmar concentration of high BV/TV can also be observed
in the Mc3 epiphyseal head. Between 6 – 9 years of age, BV/TV concentrations in the Mc3 head become more adult-like [4], with
the highest BV/TV occurring disto-dorsally on the head. By 12 years of age, the adult pattern of BV/TV distribution is reached.
DA is high in the distal metaphysis and low in the epiphysis until full fusion occurs. Once fusion is completed at age 13-15, the
adult-like DA pattern is observed.
The changes in trabecular structure observed in this study are consistent with ontogenetic changes in locomotor behaviours in
immature gorillas. The strongest changes in trabecular structure occur when knuckle-walking becomes more frequent, but when
other arboreal behaviours are still common (± 4 years), and at 9-10 years of age when full adult-like locomotor patterns are reached.
This indicates that changes in locomotion likely influence trabecular bone modelling throughout ontogeny. Future comparisons
of human-like and ape-like bone development to dental development of various well-preserved juvenile hominins (e.g. A. sediba
MH1, A. afarensis DIK-1/1), may provide new insights into the developmental patterns of early fossil hominins.
For research support we thank the Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, the ERC Starting Grant 336301, and the University of Kent. The Mountain
Gorilla Skeletal Collection was funded by the National Science Foundation (BCS-0852866, BCS-0964944, BCS-1520221), National Geographic Society’s Committee for Research and Exploration
(8486-08), and The Leakey Foundation. Scanning of the mountain gorilla specimens was funded by the National Science Foundation (BCS 1517561).
References:[1] Perchalski, B., Placke, A., Sukhdeo, S. M., Shaw, C. N., Gosman, J. H., Raichlen, D. A., Ryan, T. M., 2018. Asymmetry in the cortical and trabecular bone of the human humerus during
development. The Anatomical Record 301, 1012-1025.[2] Abel, R., Macho, G.A., 2011. Ontogenetic changes in the internal and external morphology of the ilium in modern humans. Journal of Anatomy
218, 324-335.[3] Doran, D. M., 1997. Ontogeny of locomotion in mountain gorillas and chimpanzees. Journal of Human Evolution 32, 323-344.[4] Dunmore, C. J., Kivell, T. L., Bardo, A., Skinner, M. M.
In press. Metacarpal trabecular bone varies with distinct hand-positions used in hominid locomotion. Journal of Anatomy.

47

Poster Presentation Number 43, Session 1, Th. 12:15-14:00

Sexual dimorphim in the human calvarium: a Geometric Morphometric approach
Antonietta Del Bove1,2 , Antonio Profico3 , Ana Bucchi1,2 , Carlos Lorenzo1,2
1 - Catalan Institute of Human Paleoecology and Social Evolution (IPHES), Tarragona, Spain · 2 - Àrea de Prehistòria, Facultat
de Lletres, Universitat Rovira i Virgili, Tarragona, Spain · 3 - PaleoHub, University of York, York , UK
In human evolution the assessment of sex in fossil specimen is performed by transposing the information relative from extant species
(e.g., Homo sapiens, Pan paniscus, Gorilla gorilla) to extinct ones. The cranium is considered a key component in establishing others
types of biological information including age, state of health and provenience and is considered the second important skeletal structure for a determination of sex after the pelvis [1]. In this communication, we analysed the human calvarium in know-sex specimens
to detect which anatomical traits are more sexual dimorphic. To reach the aim of this project, we collected digital models of 165
adult specimens and on each skull we acquired 50 landmark on the entire cranial morphology. The only use of landmarks does not
allow to study some anatomical traits due to lack of anatomical point. For this reason, we opted to collect also a surface patch of 500
semi-landmarks. We performed the analysis in R environment by using the Morpho, Arothron and geomorph R packages [2]–[4].
After semi-landmark placing and sliding, we split the semi-landmark configuration into three sub-regions: the entire calvarium, the
frontal bone and the supraorbital torus. On each sub-region, we perfomed the General Procrustes Analysis (GPA) and the rotated
configurations were subjected to Procrustes Anova to calculate the relation between shape and sex. Subsequently, we calculated the
shape variations associated to the female and male morphology. All the sub-regions resulted related to sex variable, the R-squared
from Procrustes Anova are the following 0.014, 0.024 and 0.048 for calvaria, frontal bones and supraorbital torus respectively. The
shape variation associated to female morphology highlights the presence of more vertical frontal bone, short brain case and more
shortening part of posterior parietal bones. On the contrary the male morphology is characterized by more horizontal profile of
frontal bone, larger brain case above all in posterior part of parietal bones. In sum a geometric morphometric approach applied on
the study of sexual dimorphism resulted very useful in the determination of sex because the accuracy value are higher (82% for the
entire calvarium, 85% for both frontal bone and supraorbital torus) than currently (i.e., traditional) methods used to establish sex
in unknown sample. Future research will be focus in the using of sex-known sample to detect sex in unknown archaeological and
paleoanthropological collections.
We are grateful to Prof. J. Moggi Cecchi and Dr. M. Zavattaro (Museum of Anthropology of Florence), Prof. G. Manzi (Museum of Anthropology of Rome “G. Sergi”), Dott. Tommaso Mori from
University of Tubingen and Dr. L. E. Copes for sharing with us the osteological collections. This study is partially funded by the research projects AGAUR 2017 SGR 1040 and MINECO
CGL2015-65387-C3-2-P.
References:[1] Spradley, M. K., Jantz, R. L., 2011. Sex estimation in forensic anthropology: Skull versus postcranial elements, J. Forensic Sci., vol. 56, no. 2, 289–296.[2] Profico, A. Veneziano, A.,
Melchionna, M.,Raia, P., 2018. Package “Arothron”. Geometric Morphometrics Analyses Version 1.0.2.[3] Schlager, S., 2017. Morpho and Rvcg – Shape Analysis in R, Statistical Shape and Deformation
Analysis, Elsevier, 217–256.[4] Adams, D. C., Otárola-Castillo, E., 2013. Geomorph: An r package for the collection and analysis of geometric morphometric shape data, Methods Ecol. Evol., vol. 4, no. 4,
393–399.
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Social factors in the evolution of the human hippocampus
Alexandra A. de Sousa1 , Orlin S. Todorov2
1 - Psychology, Culture and Environment, Bath Spa University, Bath, UK · 2 - School of Biological Sciences, The University of
Queensland, St. Lucia, Australia
The hippocampus is well known for its roles in spatial navigation and memory, but it is organized into regions that have different
connections and functional specializations. Notably, the cornu ammonis (CA) region CA2 has a role in social and emotional cognition, in contrast, surrounding regions CA1 and CA3 have roles in spatial cognition. [1, 2]. A further complication is that much
of what we know about the function of the hippocampus comes from studies in rodents. In highly neocorticalized humans compared to rodents, the hippocampus may be important for memory but not have as prominent a role in spatial cognition [3]. Here
we investigated the evolution of the hippocampus in terms of its size and its organization into regions in relation to the evolution
of social and ecological variables in primates. We found that the volumes within the whole cornu ammonis coevolve with group
size, while only the volumes of CA1 and the subiculum can be predicted by home range size. On the other hand, diet, expressed as
a shift from folivory toward frugivory, was not related to hippocampal volume. Interestingly, CA2 was shown to exhibit phylogenetic signal (Pagel’s λ) only against certain measures of group size but not with ecological factors. We also found that sex differences
in the hippocampus in primates are related body size sex dimorphism. This is in line with reports of sex differences in hippocampal
volume in non-primates that are related to social structure and sex differences in behaviour. Given the importance of social skills in
primates, it is possible that in this order, social memory (overlain onto spatial maps for navigation) has increased in dominance over
spatial mapping as a hippocampal function. Given the special circuitry of the hippocampus, memories could be structured within
the spatial framework of the hippocampus [4]. In fact, social memory might in part be an exaptation that reuses neural circuitry of
the hippocampus for spatial maps in an ancestral mammal [5].
References:[1] Chevaleyre, V., Piskorowski, R.A., 2016. Hippocampal Area CA2: An Overlooked but Promising Therapeutic Target. Trends Mol Med 22(8), 645-655.
(doi:10.1016/j.molmed.2016.06.007).[2] Hitti, F.L., Siegelbaum, S.A., 2014. The hippocampal CA2 region is essential for social memory. Nature. (doi:10.1038/nature13028).[3] Kim, S., Dede, A.J.,
Hopkins, R.O., Squire, L.R., 2015. Memory, scene construction, and the human hippocampus. Proc Natl Acad Sci U S A 112(15), 4767-4772. (doi:10.1073/pnas.1503863112).[4] Jeffery, K.J., 2018. The
Hippocampus: From Memory, to Map, to Memory Map. Trends Neurosci 41(2), 64-66. (doi:10.1016/j.tins.2017.12.004).[5] Dehaene, S., Cohen, L., 2007. Cultural recycling of cortical maps. Neuron
56(2), 384-398. (doi:10.1016/j.neuron.2007.10.004).
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Plant nutritional variation across a savanna biome: Investigating hominin dietary ecology on the South
African Lowveld
Emma J. Devereux1 , Oliver C. C. Paine2 , Christina Ryder2 , Corli Wigley-Coetsee3,4 , Jacqui Codron5 , Daryl Codron5,6 ,
Matt Sponheimer2 , Amanda G. Henry1
1 - Leiden University · 2 - University of Colorado Boulder · 3 - School of Natural Resource Management, Nelson Mandela
University, George, South Africa · 4 - Scientific Services, Skukuza, South Africa · 5 - Florisbad Quaternary Research Department,
National Museum, South Africa · 6 - Centre for Environmental Management, University of the Free State
Reconstructions of early hominin diet increasingly recognize the significance of plant foods, and their importance for hominin
feeding ecology. Dental microwear and stable carbon isotope analyses have called into question many previously held assumptions
regarding hominin diet. For example, Paranthropus boisei was formerly assumed to have subsisted on a primarily hard-object diet due
to its hyperrobust craniodental morphology. However, dental microwear analyses reveal little hard object feeding for the species,
and isotopic studies suggest that ∼80% of its diet came from C4 plant foods (mostly likely grasses and/or sedges).
Unfortunately, empirical data on the nutritional properties of wild plants growing in modern African savanna habitats are relatively scant, despite the recognition that many modern Africa savannas are roughly analogous to the landscapes inhabited by early
hominins. Early hominin paleodietary reconstructions have looked to general assumptions regarding plant nutritional/abundance
value within particular habitats. However, in order to accurately investigate hominin dietary ecology, and to better understand
morphological and biochemical aspects of the hominin fossil record, a posteriori models of hominin dietary behaviour must be
employed. Such models must incorporate data on: plant nutrition and abundance; habitat and seasonal effects; and mechanical
properties. It is the goal of this project to provide such data for a South African savanna landscape.
This study is part of an ongoing research project undertaken in collaboration with the Nutritional and Isotopic Ecology Lab
(NIEL) at the University of Colorado, Boulder. We will quantify dietary variability, both in terms of plant parts and specific plant
types (forbs, sedges, grasses), and model the spatiotemporal distribution of plant nutritional, antifeedant, mechanical properties,
and plant availability, across a savanna biome. The data generated will be used to inform debates on how such variation in wild
African plant nutrition might influence early hominin feeding ecology.
Here we present crude protein and dietary fiber values for plants collected from savanna habitats (e.g., woodland, wetland,
grassland) in SANParks Kruger National Park, South Africa. Though C4 grasses and sedges are often regarded as offering little
nutritional value, they can be highly variable. For example, while tree and forb leaves are generally higher in protein, some of the
grass leaves we sampled are comparable, with protein values of ∼16%.
It is interesting to assess C4 differences across sites, habitats and seasons. C4 resources can represent hard objects but also “low
quality” grassy vegetation. Prior studies show C4 resources tend to be a more stable food resource. By building a picture of C4
resource availability, variation and nutrition, we can discuss such topics as the dietary ecology of East African P. boisei, and South
African P. robustus who both possess adaptations and stable carbon isotope signatures suggestive of a diet dominated by C4 biomass
such as sedges or grasses. Grasses and sedges are often portrayed as low-nutrient foods with significant mechanical defenses against
herbivory, and are generally regarded as poor dietary resources for most primates. However, empirical data to support this view is
lacking. Recent studies by our group have shown that some grasses may actually have been quite high-quality resources.
We will also consider our results within the greater context of research undertaken by members of the NIEL lab over the past
decade, comparing and contrasting Kruger National Park with the Cradle of Humankind Nature Reserve (Highveld, dolomitic
grassland), and savanna contexts in Amboseli National Park, Kenya.
This project is funded by the European Research Council under the European Union’s Horizon 2020 research and innovation programme under grant agreement number STG-677576 (”HARVEST”).
This is a research product, in whole or in part, of the Nutritional and Isotopic Ecology Lab (NIEL) at CU Boulder.
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Dating the latest appearance of Neanderthals in Belgium
Thibaut Devièse1 , Grégory Abrams2,3 , Kévin Di Modica2 , Dan Comeskey1 , Isabelle De Groote4,5 , Patrick Semal6 , Tom
Higham1
1 - Oxford Radiocarbon Unit, Research Lab for Archaeology and the History of Art, University of Oxford, Oxford, UK · 2 Scladina Cave Archaeological Centre, Andenne, Belgium · 3 - Faculty of Archaeology, Leiden University, Leiden, Netherlands · 4
- Research Centre in Evolutionary Anthropology and Palaeoecology, School of Natural Sciences and Psychology, Liverpool John
Moores University, Liverpool, UK · 5 - Ghent University Department of Archaeology Section Prehistory of western Europe,
Gent, Belgium · 6 - Scientific Heritage Service, Royal Belgian Institute of Natural Sciences, Brussels, Belgium
Belgium represents a key region for studying the Middle to Upper Palaeolithic transition (MUPT) in North-West Europe. This
area sits at the crossroads between Palaeolithic cultural facies with influences from eastern, western and southern Europe intermingling during the Late Middle Palaeolithic and the MUPT. Until recently, a temporal gap believed to be around 4ka (ca 42-38 ky
calBP) existed between the Late Mousterian and the earliest dated Aurignacian settlements in the region [1, 2]. The dates obtained
on Neanderthal remains from Spy fell into this gap, making them the latest Neanderthals in the region [3]. Including the dates
from Spy, a gap of two millennia remained between the dates on Neanderthals and the beginning of the Aurignacian. Based on this
chronological evidence, the transition from Neanderthals to Anatomically Modern Humans (AMH) in this region was believed
to have been without contact between species. AMH would have settled in an area Neanderthals abandoned long before. As part
of the PalaeoChron project, we have redated the Neanderthal specimens from Spy (tooth, maxilla and scapula), Engis 2 (skull and
tooth) and Fond-de-Forêt (femur), using the compound specific radiocarbon dating method in place at the Oxford Radiocarbon
Accelerator Unit. This method is based on the extraction of the amino acid hydroxyproline that occurs in mammalian collagen
using preparative liquid chromatography. This method is more efficient than others in eliminating modern carbon contamination
such as conservation materials. In this presentation, we report the new radiocarbon dates obtained on the Belgian Neanderthal
specimens. These results show how much impact sample preparation can have on the AMS measurement when specimens have
been heavily preserved with conservation materials, which is often the case for human remains. These results also now place the
Belgian Neanderthal remains from Spy, Engis and Fond-de-Forêt in their proper chronometric context and allow us to refine our
understanding of the disappearance of Neanderthals in north-western Europe and integrate this with other evidence for the human
occupation of this region during the Palaeolithic.
References:[1] Di Modica, K., Toussaint, M., Abrams, G., Pirson, S., 2016. The Middle Palaeolithic from Belgium: Chronostratigraphy, territorial management and culture on a mosaic of contrasting
environments. Quaternary International 411, Part A, 77-106.[2] Pirson, S., Flas, D., Abrams, G., Bonjean, D., Court-Picon, M., Di Modica, K., Draily, C., Damblon, F., Haesaerts, P., Miller, R., Rougier, H.,
Toussaint, M., Semal, P., 2012. Chronostratigraphic context of the Middle to Upper Palaeolithic transition: Recent data from Belgium. Quaternary International 259, 78-94.[3] Higham, T., K. Douka, R.
Wood, C. B. Ramsey, F. Brock, L. Basell, M. Camps, A. Arrizabalaga, J. Baena, C. Barroso-Ruiz, C. Bergman, C. Boitard, P. Boscato, M. Caparros, N. J. Conard, C. Draily, A. Froment, B. Galvan, P.
Gambassini, A. Garcia-Moreno, S. Grimaldi, P. Haesaerts, B. Holt, M.-J. Iriarte-Chiapusso, A. Jelinek, J. F. Jorda Pardo, J.-M. Maillo-Fernandez, A. Marom, J. Maroto, M. Menendez, L. Metz, E. Morin, A.
Moroni, F. Negrino, E. Panagopoulou, M. Peresani, S. Pirson, M. de la Rasilla, J. Riel-Salvatore, A. Ronchitelli, D. Santamaria, P. Semal, L. Slimak, J. Soler, N. Soler, A. Villaluenga, R. Pinhasi and R.
Jacobi, 2014. The timing and spatiotemporal patterning of Neanderthal disappearance. Nature 512(7514), 306-309.
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Constructive Archaeology: Restoring a Palaeolithic Excavation through a Virtual Time Machine
Miguel A. Dilena1 , Marie Soressi2
1 - University of Leiden · 2 - Max Planck Institute EVA, Leipzig
Every archaeological excavation represents a destructive process. Such a demolishing experiment becomes on one side unrepeatable and irreversible, on the other side, a source of information that provides evidence [1]. To mitigate this critical archaeological
paradox, employing Mixed Reality Applications (MRAs) is possible to implement innovative virtual ‘Time Machine’ tools able
to restore an excavation in its entirety. 3D virtual techniques are the core of MRAs that not only superimpose but also anchor
3D models to the real world [2]. Therefore, through a mobile display, such computing approaches manage to align realistic 3D
images, which represent archaeological evidence, onto the original excavated context. MRA methodology uses georeferenced coordinates retrieved in the field and stored in databases (DB) to generate automatically such volumetric 3D models. Hence, with
these geo-positioned elements, MRAs can reconstruct virtually the complete set of already unearthed evidence of the site.
From this perspective, MRAs can help archaeologists to recreate the intricate Middle to Upper Palaeolithic (MP-UP) excavations, where generally, stratigraphy presents coarse-grain chronologies and diachronic evidence may superimpose [3]. For this
purpose, MRAs can filter specific categories of 3D models by querying mechanisms on the DB (e.g., typology of the find, layer
of origin, date of excavation, etc.), and through mobile devices in situ (smartphones and tablets), MRAs show where such virtual
models were initially located to accomplish spatial correlations with the current context.
According to the previous features, the present version of MRA uses Les Cottés Palaeolithic site (France) as a study case since
such excavation embraces twelve years of research and presents a complete Mousterian-Châtelperronian-Aurignacian sequence
within its layers [4]. Mainly, bone and lithic elements characterise each one of those technocomplexes. Therefore, MRA enables to
create at the site precise virtual distributions of retouched or heated Palaeolithic artefacts, for instance, giving a filtered panorama
about what the archaeologist needs to detect three-dimensionally over the excavation’s lifetime.
On the other hand, multiple deployment platforms (i.e., Apple, Windows, and Android) could support the present MRA
just by implementing slight variations. Similarly, the current MRA could easily adapt to different types of excavations by using a
georeferenced-anchoring system. Lastly, researchers can place the MRA like a simulated environment anywhere, providing the possibility to experience a virtual 3D-tour around the excavated site. To conclude, MRAs employ a methodology to reconstruct the
archaeological excavation digitally, demonstrating that within these virtual limits, a ‘Time Machine’ that supports a ‘Constructive
Archaeology’ is eventually possible.
References:[1] Barker, P., 1993. Techniques of Archaeological Excavation. London: B.T. Batsford.[2] Bekele, M., Pierdicca, R., Frontoni, E., Malinverni, E. and Gain, J., 2018. A Survey of Augmented,
Virtual, and Mixed Reality for Cultural Heritage. Journal on Computing and Cultural Heritage, 11. 1-36. DOI: 10.1145/3145534.[3] Hublin, J.J., 2015. The modern human colonization of western
Eurasia: when and where? Quaternary Science Reviews 118, 194-210.DOI: 10.1016/j.quascirev.2014.08.011.[4] Soressi, M., Roussel, M., Rendu, W., Liard, M. and Renou, S., 2018. Les Cottés
Saint-Pierre-de-Maillé (Vienne). Rapport de fouille programmée 2018 Triennale III année 3/3. Service régional de l’Archéologie de Poitou-Charentes, 1-146.
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The DISAPALE project: 3D and lithic types of European Paleolithic
Gianpiero Di Maida1 , Jan S. Cetinkaya1 , Merlin Hattermann2 , Andreas Pastoors2 , Thorsten Uthmeier2 , Bärbel Auffermann1
1 - Neanderthal Museum · 2 - Friedrich-Alexander Universität Erlangen-Nürnberg
“La typologie n’est plus à la mode. Pourtant, comme la prose de M. Jourdain, nous l’utilisons quotidiennement, perpétuellement”:
if possible, in the twenty years elapsed from that moment in which Marcel Otte introduced a reprint of a volume about the lithic
types of the Upper Paleolithic [1], typology became less á la mode. However, as Otte remarked, it firmly kept its role in the formation of a common vocabulary for archaeologists: despite the critics and many issues embedded in it, typology still represents an
extremely valuable and irreplaceable tool for all the subjects involved in Paleolithic studies (students, researchers and enthusiasts
alike). With the ambition to give to all the people interested in the subject a single place where to find the most relevant information
about the typology of Paleolithic stone artifacts – that are usually scattered among several publications, many of which are since
decades out-of-print –, the idea of an updated and critically engaged catalogue of lithic types was developed. At the same time, in
the past years, Archaeology has experienced a turbulent and rapid change due to a so-called digital turn (e.g. [2]), that has invested
every single aspects of the discipline, starting from the documentation. In planning this re-arrangement of the typological subject,
it was impossible to ignore the reality of such a revolutionary turn. All these observations together, led to the conception of the
DISAPALE (Digitale Sammlung Palaeolithischer Leitformen) project: a 3D digital catalogue of Paleolithic lithic types from Europe. Lithic objects from different continental collections will be scanned in 3D, organized in a catalogue according to typological
categories, and finally made available for the final users on the NESPOS platform, administrated by the Neanderthal Museum. In
our poster, we would like to present the DISAPALE project to an audience of experts, and by doing so, we also hope to trigger a
constructive discussion on all the critical points of our project.
References:[1] Demars, P.-Y., Laurent, P, 2000. Types d’outils lithiques du Paléolithique supérieur en Europe. CNRS Ed, Paris.[2] Earl, G., Sly, T., Chrysanthi, A., Murrieta-Flores, P., Papadopoulos, C.,
Romanowska. I., Wheatley, D. (Eds.), 2013. Archaeology in the Digital Era. Amsterdam University Press, Amsterdam.
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Controlled experiments on flake formation using glass and different raw materials
Tamara Dogandzic1,2 , Aylar Abdolazadeh2 , George Leader2,3,4 , Li Li2,5 , Claudio Tennie5 , Harold L. Dibble1,†
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany, · 2 - Department
of Anthropology, University of Pennsylvania, Philadelphia, PA, USA, · 3 - Department of Sociology and Anthropology, The
College of New Jersey, Ewing, USA, · 4 - School of Geography, Archaeology and Environmental Studies, University of the
Witwatersrand, Johannesburg, South Africa, · 5 - Department of Early Prehistory and Quaternary Ecology, University of
Tübingen, Germany, · † - Deceased
Replicative knapping experiments have played an early, and crucial, role in reconstructing methods and techniques of stone tool
production that may have been used in the past [1,2]. They contributed greatly to our understanding of how particular variables can
be manipulated to achieve particular results. This further provided a better understanding of the knapping choices of prehistoric
people, their skills, learning processes, and cultural transmission. More recently, the design of lithic experiments has been broadened
to investigate these relationships in a more objective and quantitative fashion using controlled conditions for flintknapping [3-5].
Controlled experiments utilize a device with mechanical strikers to produce a flake from a core. This way it is possible to isolate
the effects of a single variable on a resulting flake’s formal characteristics and further examine more complex interplays of several
different variables in combination. In our experimental setting it is possible to control for the following variables: core morphology
by using cores that are molded to a specific size and surface morphology; exterior platform angle by cutting the platform surface to a
specific angle; angle of blow by positioning the core’s platform surface area relative to the angle at which the hammer strikes the core
to a specific angle value; hammer material. The results obtained with this experimental setting have confirmed some conclusions
drawn from replicative experiments, moreover, they have also demonstrated the importance of certain variables relative to others.
In this paper, we will present some of the main results on the formation of lithic artifacts that emerged from these experiments.
More specifically, these are related to how platform depth and exterior platform angle affect blank size and shape. These two variables explain a large portion of flake size variability and their interplay to a large extend affects the shape of the resulting flake.
Other variables controlled by the knapper have lesser relative importance in flake size and shape. Earlier controlled experiments
in lithics that have confirmed this effect have entirely been based on glass cores. It remained unclear, however, whether different
rocks fracture in the same way and if the relationships between these variables obtained on glass cores are applicable to materials
that were used in the past. To address this question, a set of additional experiments was performed on four different raw materials:
glass, obsidian, flint, and basalt. We examined the effects of platform depth and exterior platform angle on flake size while holding
constant other variables that are known to have an effect on flake size and shape (core morphology, angle of blow, hammer type).
The results show that the effects of platform depth and exterior platform angle are similar in nature and degree across different
raw materials, therefore providing further corroboration of the effects of independent platform variables resulting from previous
controlled experiments.
The experiments have been funded by the National Science Foundation (BCS 0649763 and BCS 1153192), the University of Pennsylvania Museum of Archaeology and Anthropology, European Union’s
Framework Programme for Research and Innovation Horizon 2020 (2014-2020) under the Marie Skłodowska-Curie Grant Agreement No. 751125, and the Institutional Strategy of the University of
Tübingen (Deutsche Forschungsgemeinschaft, ZUK 63).
References:[1] Bordes, F., 1947. Etude comparative des différentes techniques de taille du silex et des roches dures. Anthropologie 51, 1–29.[2] Crabtree, D. 1972. An Introduction to Flintworking.
Occasional Papers 28. Idaho State University, Pocatello.[3] Speth, J.D., 1972. Miscellaneous Studies in Hard-Hammer Percussion Flaking: The Effects of Oblique Impact. American Antiquity 40,
203–207.[4] Dibble, H.L., Whittaker, J.C., 1981. New experimental evidence on the relation between percussion flaking and flake variation. Journal of Archaeological Science 8, 283–296.[5] Dibble, H.L.,
Rezek, Z., 2009. Introducing a new experimental design for controlled studies of flake formation: results for exterior platform angle, platform depth, angle of blow, velocity, and force. Journal of
Archaeological Science 36, 1945–1954.
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Evaluating the Anterior Dental Loading hypothesis in the Middle Pleistocene populations from Sima de
los Huesos
Jessica A. M. Dolding-Smith 1,2 , Anna F. Clement 1 , Patrick Mahoney 2 , Simon H. Hillson 1 , Juan-Luis Arsuaga 3 , José
María Bermúdez de Castro 4 , María Martinón-Torres 1,4
1 - University College London · 2 - University of Kent · 3 - Instituto Carlos III (UCMISCIII), Universidad Complutense de
Madrid · 4 - CENIEH, National Research Centre on Human Evolution
Several hypotheses have been proposed to explain the unique craniofacial morphology of Neanderthals. One of these, the anterior
dental loading hypothesis, states that the repetitive and high levels of biomechanical stress placed on the Neanderthal anterior
dentition from masticatory and paramasticatory use would select for facial and dental architecture to resist such loads over time.
The hominins of Sima de los Huesos are considered to be closely related to the Neanderthal lineage, sharing many Neanderthal
traits, such as a degree of midfacial prognathism and shovel-shaped incisors. Under the anterior dental loading hypothesis, these
traits are considered evolutionary adaptations.
This study examines occlusal wear of the hominins of Sima de los Huesos (n = 19) and compares this wear to a contemporary
modern human sample from Spain (n = 14) and previously published data on Late Pleistocene hominins (Neanderthals n = 21,
Middle Palaeolithic modern humans n = 5, Upper Palaeolithic/Early Epi-Palaeolithic modern humans n = 26). Dental wear was
calculated from the ratio of enamel to exposed dentine on the first permanent molars, which was then compared to other tooth
types. Damaged teeth and unworn first molars were excluded from the study.
Statistical analyses revealed that generally, the hominins of Sima de los Huesos, did not differ to any of the other hominin groups.
While the upper I¹ was significantly more worn in the Sima de los Huesos hominins compared to Neanderthals (p = 0.022), this
was not found in any of the modern human groups for any of their upper anterior dentition. The lower I₂ was significantly more
worn in the Sima de los Huesos hominins compared to the contemporary modern humans (p = 0.026), but only when unworn
teeth were included in the analyses. This study shows that overall the hominins of Sima de los Huesos were not wearing their anterior occlusal surfaces any more so than any other hominin group. Our findings do not clearly support the anterior dental loading
hypothesis.
The authors acknowledge all members of the Atapuerca Research Team for their dedication and effort, especially those excavating the Sima de los Huesos site. To the members of staff of UCL
Anthropology and particularly those involved in the MSc Human Evolution and Behaviour for their support in the development of this research project. To the CENIEH Conservation and Restoration
Department, for their work with the conservation and manipulation of the specimens. We furthermore like to show our appreciation to Bernardo Perea, Elena Labajo and Josć Antonio Sánchez from the
Escuela de Medicina Legal for granting access to the modern dental collection. This study has been supported by the Dirección General de Investigación of the Spanish Ministerio de Economía y
Competitividad (MINECO)/FEDER grant number: CGL2015-65387-C3-2-3-P and The Leakey Foundation through the personal support of Dub Crook and Gordon Getty to one of the authors
(MM-T). We also thank Susana Sarmiento, Ana Muela, Mario Modesto, Ana Pantoja and Rolf Quam for providing the photographs of the SH and CMH individuals. We thank Lucio Vinicius, Chris
Deter, James Rose, and John Dolding for their advice and comments on drafts of this paper.
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A MaxEnt approach to estimate the likelihood of finding new fossil sites in Lake Turkana, Kenya, using
satellite images
João d’Oliveira Coelho1,2 , David R. Braun3 , René Bobe1 , Robert L. Anemone4 ,Susana Carvalho1,2
1 - Primate Models for Behavioural Evolution Lab, Institute of Cognitive & Evolutionary Anthropology, University of Oxford,
Oxford, UK · 2 - Centre for Functional Ecology, Universidade de Coimbra, Coimbra, Portugal · 3 - Center for the Advanced
Study of Human Paleobiology, The George Washington University, Washington, DC, USA · 4 - Department of Anthropology,
University of North Carolina at Greensboro, Greensboro, USA
During the last decade new geospatial approaches aimed at identifying fossiliferous deposits have emerged [1]. Using satellite imagery and coordinates of previously known fossil localities, machine learning algorithms can be trained to mine spectral patterns
associated with fossiliferous outcrops across a region [2]. Two main statistical paradigms can be used to find fossil sites from remotely sensed data. The first is supervised learning, which requires labelled landcover classes. The second is and unsupervised learning, which groups unlabelled spectral signatures into clusters. The problem of the first approach is the laborious pre-processing of
the data. Supervised learning requires manual labelling of pixels or image objects with context-dependent landcover classes such as
grassland, wetland, scrubland, forest, lake, or fossiliferous deposit to train the model [1,2]. The second approach does not require
user-defined labels. Rather, this approach is “blind” to the target variable and there is no way to guarantee that any cluster is actually
modelling fossiliferous outcrops [3,4]. Here, we provide a third (semi-supervised) solution. This approach uses a one-class classifier
that only needs the coordinates of “fossiliferous deposits” as known locales. The model presumes that all unlabelled pixels derive
from a mixed set (locales that may or may not have fossils). This semi-supervised approach thus directly addresses the difficulties
of unsupervised and supervised approaches. A raster object of 2072 km2 (pixel resolution: 30×30m) containing 7 spectral bands
and a digital elevation model was cropped from open source satellite imagery (Landsat 8 and SRTM). A maximum entropy model
(MaxEnt) was trained with a subset of 1864 pixels where known fossil locales are. MaxEnt is a popular machine learning algorithm,
mainly used by ecologists to model species niches and distributions using occurrence data. We used coordinates provided by the
PaleoTurkana Database [5] to estimate the location of fossiliferous deposits across the Koobi Fora Formation. To assess the performance of our predictions we selected a threshold value of 0.5 on a likelihood scale from 0 to 1. We tested the MaxEnt model using
a test set of observations that were not used in the initial development of the model. The MaxEnt model correctly predicted the
presence of fossils in 359 out of 478 localities (a 75.1% true positive rate). The threshold value can be further increased to reduce
the total area that would need to be surveyed to ground truth these predictions. A possible fieldwork protocol would be to use only
the highest ranked areas as potential locales for future survey. One-class predictive modelling is thus a powerful, easy to implement
alternative to other strategies previously employed to identify fossiliferous outcrops.
We would like to thank the Turkana Basin Institute for providing access to The PaleoTurkana Database that contains the geolocated coordinates for fossils of Koobi Fora. Moreover, the first author is very
grateful to The Boise Trust Fund for supporting his fieldwork to test this and other predictive modelling approaches, and the Fundação para a Ciência e Tecnologia (SFRH/BD/122306/2016) for
sponsoring his PhD.
References:[1] Emerson, C.W., Bommersbach, B., Nachman, B., Anemone, R.L., 2015. An Object-Oriented Approach to Extracting Productive Fossil Localities from Remotely Sensed Imagery. Remote
Sensing. 7, 16555–16570.[2] Anemone, R.L., Emerson, C.W., Conroy, G.C., 2011. Finding fossils in new ways: an artificial neural network approach to predicting the location of productive fossil
localities. Evolutionary Anthropology. 20, 169–180.[3] Conroy, G.C., Chew, A., Rose, K.D., Bown, T.M., Anemone, R.L., Gunnell, G.F., 2018. Chapter Four. Assessing Unsupervised Image Classification
as an Aid in Paleoanthropological Explorations. In: Anemone, R.L., Conroy, G.C. (Eds.), New Geospatial Approaches to the Anthropological Sciences. New Mexico Press.[4] Conroy, G.C., 2014. Walking
back the cat: Unsupervised classification as an aid in “remote” fossil prospecting. Evolutionary Anthropology: Issues, News, and Reviews. 23, 172–176.[5] Bobe, R., Carvalho, S., 2019. Hominin diversity
and high environmental variability in the Okote Member, Koobi Fora Formation, Kenya. Journal of Human Evolution. 126, 91–105.
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The hominin footprints from Le Rozel (Manche, France): A snapshot to a Neandertal local group
composition.
Jérémy Duveau1,∗ ; Gilles Berillon1 ; Christine Verna1 ; Gilles Laisné2 ; Dominique Cliquet2,3,4
1 - UMR 7194 HNHP, Centre National de Recherche Scientifique, Muséum national d’Histoire naturelle, Paris, France · 2 Projet Collectif de Recherche « Les premiers Hommes en Normandie », Ministère de la Culture, France · 3 - Service Régional de
l’Archéologie, Direction Régionale des Affaires Culturelles Normandie, Ministère de la Culture, Caen Cedex, France · 4 - UMR
6566 CReAAH, Centre National de Recherche Scientifique, Université de Rennes, Rennes, France · *Email:
jeremy.duveau@edu.mnhn.fr
Hominin footprints represent a unique snapshot of hominin life and open a window on the composition of the groups who made
them. However, their study is complex, their morphology resulting from the combination of several factors, such as ground nature
or the body features of track-makers. Moreover, footprints are relatively scarce, especially for those attributed to Neandertals since
only 9 footprints, from 4 different sites, have been attributed to this taxon so far.
Here we report and study the 257 footprints of Le Rozel (Normandy, France) discovered between 2012 and 2017, that represent
so far the largest ichnological assemblage most probably made by Neandertals.
The Paleolithic site from Le Rozel is located in a Weichselian paleodune. The annual excavations (Dir. D. Cliquet) have allowed
identifying several stratigraphic subunits dated to 80,000 years, where the footprints are associated with an important archaeological
material: Middle Paleolithic lithic industry and faunal remains (consumed or not) around structuring elements, such as hearths,
anvils or knapping spots, that attest to the occupations of human groups.
We focused on a sample of 104 footprints coming from the densest stratigraphic subunit in tracks. A stature was estimated from
the length of each footprint following three steps: 1) by using published osteometric data for a large sample of shod and unshod
modern populations, we quantified the relationship between foot length and stature; and 2) based on experiments conducted in a
substrate similar to that of Le Rozel, we measured the ratio between footprint length and foot length; 3) then, we applied this ratio
to the published osteometric data (step 1) in order to obtain a relationship between footprint length and stature. The estimated
statures for the Le Rozel studied sample were then associated with age classes (children, adolescents, adults) based on a model we
developed from published Neandertal osteological data.
As a result, the 104 footprints correspond to statures ranging from 65.8 to 189.3 cm (mean: 125 cm). They reflect a large majority of children and adolescents (90%) and a minority of adults including at least one male. The footprints from Le Rozel thus
represent a direct point of view on the composition of a Neandertal group which differs from that estimated from osteological assemblages. They also shed light on the Le Rozel archeological site by raising questions about the distribution of activities (hunting,
carcass transport, butchery, tool making…) according to age classes at Le Rozel 80,000 years ago.
The field work is supported by the French Ministry of Culture and the Normandy Region. The experimental study was funded by the CNRS-INEE International Research Network IRN-GDRI0870. The
comparative analyses were conducted within the ANR-18-CE27-0010-01 HoBiS. The first author is currently granted funding for a doctoral degree at the Muséum national d’Histoire naturelle (Paris,
France).
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Electrodermal activity and haptic perception with Lower Paleolithic stone tools
Annapaola Fedato1 , María Silva-Gago1 , Marcos Terradillos-Bernal2 , Rodrigo Alonso-Alcalde3 , Elena Martín-Guerra4 ,
Emiliano Bruner1
1 - Centro Nacional de Investigación sobre la Evolución Humana, Burgos, Spain · 2 - Universidad Internacional Isabel I de
Castilla, Burgos, Spain · 3 - Museo de la Evolución Humana, Burgos, Spain · 4 - Sociograph Marketing Science Consulting,
Valladolid, Spain
Parietal cortex underwent specialization during human evolution, probably associated with visuospatial functions, tool use, and
body-tool integration [1]. Objects are perceived differently whether they are out of the body range, within the body range, or in
contact with the body and, in this latter case, they are integrated in the body scheme [2]. During tool manipulation, the somatosensorial perception is combined with motor feedbacks, and the haptic experience triggers cognitive responses that concern body
cognition, visuospatial imaging and self-awareness. Preceding studies showed that stone tool manipulation exerts electrodermal
reactions that are commonly used as proxies for attentional and emotional engagement [3, 4]. Such electrophysiological activation
is different for different tools. Lithic tools are crucial in the interpretation of the cognitive abilities of extinct human species. In
particular, the transition from Oldowan to Acheulean culture was hypothesized to be associated with relevant cognitive variations
[5]. In this study, we analyze electrodermal level, electrodermal response and total manipulation time to reach a comfort position,
during Lower Paleolithic tools handling in 46 right-handed adult, testing differences in the distribution between sexes and between
tool typologies (chopper vs handaxes). Females show higher individual variation and, on average, higher engagement. Acheulean
display less emotional engagement and required longer manipulation time. A likely interpretation of the sexual differences relies on
allometric differences in hand size, and consequent higher perceptual sensibility in women’s hand, due the more condensed pore
density in smaller hands. We speculate that differences between choppers and handaxes can be due to increase/decrease ergonomic
comfort associated with the geometric complexity of the latter group. Differences are, nonetheless, subtle, and further surveys will
be dedicated to investigate specific physical or anatomical features that may influence haptic experience with Paleolithic stone tools.
We are extremely grateful to all the volunteers who participated in this survey. This study is supported by the Spanish Government (Atapuerca Project; PGC2018-093925-B-C31) and by the Junta de
Castilla y León (EDU/574/2018). The authors declare no conflict of interest.
References:[1] Goldring, A., Krubitzer, L., 2017. Evolution of parietal cortex in mammals: From manipulation to tool use. In Krubitzer, L., Kaas, J.H. (Eds.), The Evolution of Nervous Systems. London:
Elsevier, 259-286.[2] Iriki, A., 2006. The neural origins and implications of imitation, mirror neurons and tool use. Current opinion in neurobiology, 16, 660-667.[3] Bruner, E., Fedato, A.P., Silva-Gago,
M., Alonso-Alcalde, R., Terradillos-Bernal, M., Fernández-Durantes, M.A., Martín-Guerra, E., 2018. Cognitive archeology, body cognition, and hand–tool interaction. Progress in Brain Research 238,
325-345.[4] Bruner, E., Fedato, A.P., Silva-Gago, M., Alonso-Alcalde, R., Terradillos-Bernal, M., Fernández-Durantes, M.A., Martín-Guerra, E., 2018. Visuospatial Integration and Hand-Tool Interaction
in Cognitive Archaeology. In: Current Topics in Behavioral Neurosciences. Springer, Berlin, Heidelberg.[5] Wynn, T., 2002. Archaeology and cognitive evolution. Behavioral and brain sciences, 25,
389-402.
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Radiocarbon dating small samples of Gravettian human remains from Dolní Věstonice II and Pavlov I
(Czech Republic)
Helen Fewlass1 , Sahra Talamo1 , Bernd Kromer1,2 , Edouard Bard3 , Thibaut Tuna3 , Yoann Fagault3 , Matt Sponheimer4 ,
Christina Ryder4 , Jean-Jacques Hublin1 , Angela Perri5 , Sandra Sazelova6,7 , Jiri Svoboda6
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Institute of
Environmental Physics, University of Heidelberg, Germany · 3 - CEREGE, Aix-Marseille University, CNRS, IRD, Collège de
France, France · 4 - Department of Anthropology, University of Colorado Boulder, USA · 5 - Department of Archaeology,
Durham University, UK · 6 - Department of Anthropology, Masaryk University, Czech Republic · 7 - Academy of Science of the
Czech Republic, Institute of Archeology Brno, Czech Republic
Dolní Věstonice II (DVII) and Pavlov I are large Gravettian sites located in the Pavlov Hills, Czech Republic. The region is famed
for early examples of carved mammoth ivory and fired clay objects of human and animal figurines, notably the Venus of Věstonice.
During the twentieth century several ritual human burials and numerous disarticulated human bones were excavated from DVII
and Pavlov I, including the famous triple burial from DVII [1]. In the 1980s a series of associated charcoals were radiocarbon dated
to ca. 31,000 – 29,000 cal BP [2] but direct radiocarbon dating of the precious human remains was not undertaken.
In 2013, seven of the human bones were sampled for aDNA analysis, including the three skeletons from the triple burial (DV13,
DV14, DV15), two skeletons from single burials (Pav1, DV16) and two unarticulated human bones (DV42, DV43) [3]. Small
amounts of bone material were left over from the aDNA sampling, providing the first opportunity to directly date the human
bones.
A recent pilot study indicated that near-infrared (NIR) spectroscopy is an effective method to easily and non-destructively
ascertain the level of collagen preservation in archaeological bone [4]. NIR analysis of the human bones from DVII/Pavlov I indicated that sufficient collagen was preserved for radiocarbon dating. We therefore sampled very small amounts (32-70 mg) of bone
material for collagen extraction and ultrafiltration. Preservation was excellent (8-14% collagen preserved) which allowed us to date
each collagen extract multiple times using the AixMICADAS with graphite targets (ca. 800 µg C) and the gas ion source (<100
µg C) [5]. The direct dates confirm the Gravettian origin of the human remains and indicate that several of the radiocarbon dates
carried out in the 1980s on associated charcoals were likely affected by low-level contamination of modern carbon. The results add
seven individuals to the small collection of reliably dated Upper-Palaeolithic humans in Europe.
This research was funded by the Max Planck Society and Czech national institutional support RVO: 68081758 (Institute of Archaeology of the Czech Academy of Sciences, Brno) and
MUNI/A/1528/2018 (Masaryk University, Brno).
References:[1] Klima, B., 1987. A triple burial from the Upper Paleolithic of Dolní Věstonice, Czechoslovakia. Journal of Human Evolution 16, 831-835.[2] Svoboda, J., 2016. Dolní Věstonice II.
Chronostratigraphy, Paleoethnology, Palaeoanthropology. Academy of Sciences of the Czech Republic, Brno.[3] Fu et al., 2016. The genetic history of Ice Age Europe. Nature 534, 200-205.[4]
Sponheimer, M., Ryder, C., Fewlass, H., Smith, E., Pestle, W., Talamo, S., in review. Saving Old Bones: a non-destructive method for bone collagen prescreening. Scientific Reports.[5] Fewlass, H., Tuna,
T., Fagault, Y., Hublin, J.J., Kromer, B., Bard, E., Talamo, S., 2019. Pretreatment and gaseous radiocarbon dating of 40–100 mg archaeological bone. Scientific Reports 9, 5342.
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The ontogeny of bipedalism: insights from trabecular changes during growth
Carla Figus1 , Nicholas B Stephens2 , Eugenio Bortolini1 , Rita Sorrentino1,3 , Simona Arrighi1 , Federica Badino1,4 , Federico
Lugli1 , Giulia Marciani1 , Gregorio Oxilia1 , Matteo Romandini1 , Lucia Martina Scalise1 , Sara Silvestrini1 , Maria Giovanna
Belcastro3 , Timothy M Ryan2 , Stefano Benazzi1,5
1 - Department of Cultural Heritage, University of Bologna · 2 - Department of Anthropology, Pennsylvania State University · 3 Department of Biological, Geological and Environmental Sciences, University of Bologna · 4 - C.N.R. - Istituto per la Dinamica
dei Processi Ambientali, Italy · 5 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology,
Leipzig, Germany
Many primates are capable of facultative upright locomotion for short periods of time, but this differs from the committed terrestrial
bipedalism that is a hallmark of our species. For this reason the evolutionary acquisition of bipedal locomotion, and its relationship
to our own transition from a crawling infant to striding bipedalism (5-7 years), have been topics of great interest within paleoanthropology. Research into this transition have highlighted cultural influences that change the timing of milestones (e.g., crawling
and unaided walking), and others factors that affect the development of locomotion (e.g. stance, step length, and pace) [1]. In regard to ontogenetic changes in bone morphology, there are many questions about the interplay between genetic canalization and
the bones biomechanical response to loading. While there is evidence for a bone functional adaption response to gait maturation,
in the form of trabecular architectural (re)modelling of the femur [2], very little is known about trabecular architectural changes
in the human foot during the transition from crawling to walking. In humans the morphology of the talus provides a wide range
of movements during locomotion while efficiently dividing weight between its anterior and posterior parts. Being that locomotor
variation arises during development [1], it is important to understand the morphological differences that coincide. To better understand the internal differences during these periods we quantified the trabecular architecture in an ontogenetic sample of 28 human
tali (8 weeks – 13 years) from the known age/sex/death collection in Bologna, Italy (n = 18), and an archaeological collection from
Norris Farms #36, Illinois, USA (n = 10). Tali representing five age classes (8 weeks-1 year, n = 5; 1.1-3 years, n = 9; 3.1-6 years,
n = 8; 6.1-10 years, n = 3; 10.1-15 years, n = 3) were microCT scanned (20-40 µm voxel resolution) and reconstructed as 16bit
tif stacks. Segmentation of the images into bone and non-bone voxels was performed using the MIA-clustering algorithm [3] with
trabecular bone isolation and quantification (bone volume fraction [BV/TV], degree of anisotropy [DA], elastic modulus in gigapascals [E], thickness [TbTh], spacing [TbSp], number [TbN], total surface [TS], and total volume [TV]) performed in Medtool
4.2 (Dr. Pahr Ingenieurs.e.U. [4]). Logistic regression was run in R 3.5.3 (The R Foundation for Statistical Computing, 2019) with
trabecular variables as responses, and age class along with population as predictors. Significant results (p<0.05) between age class
were found for E (8wk-1 and 1.1-3 years), and TS (3.1-6, 6-10, and 10.1-15 years). Among the age classes TbTh, TbSp, TS, and TV
steadily increase with age. BV/TV and E are lowest for individuals in the second oldest class (14%, 6.7), and highest in the oldest
class (17.9%, 10.8). For DA, the youngest class is relatively isotropic (.16), which increases towards more anisotropic trabeculae and
plateaus in the older classes (.22-.23). The increase in architectural variables (TbTh, TbSp, TS, and TV), relative to age, is expected.
The variables associated with fracture resistance (BV/TV and E) are at their lowest in the age class (1.1-3 years), which coincides
with the developmental period when modern children begin walking unassisted. Interestingly, these preliminary results agree with
a similar study on the radius [5], which suggests the ontogenetic trajectory may be similar between skeletal elements during the
transition from crawling to walking. Future analyses will consider also the external morphology and cortical bone thickness, which
will provide a more complete picture of these differences. These results could then be used to compare the external and internal
morphologies of non-human primates and fossil taxa, which would be useful in identifying developmental milestones related to
the evolutionary history of committed terrestrial bipedalism.
This project is funded by the European Research Council (ERC) under the European Union’s Horizon 2020 research and innovation programme (grant agreement No 724046 - SUCCESS); website:
http://www.erc-success.eu/.
References:[1] Sutherland, D. H., Olshen, R., Cooper, L., Woo, S.L., 1980. The Development of Mature Gait. J. Bone Jt. Surg, 62, 336–353[2] Ryan TM, Krovitz GE. 2006. Trabecular bone ontogeny in
the human proximal femur. J Hum Evol 51, 591-602[3] Dunmore, C.J., Wollny. G., Skinner, M. M., 2018. MIA-Clustering: a novel method for segmentation of paleontological material. PeerJ, 6, e4374.
DOI:10.7717/peerj.4374[4] Gross, T., Kivell, T. L., Skinner, M. M., Nguyen, N., Pahr, D. H., 2014. A CT-image-based framework for the holistic analysis of cortical and trabecular bone morphology.
Palaeontol Electronica, 17.3.33A. DOI: 10.26879/438[5] Colombo, A., Stephens, N.B., Tsegai, Z. J., Bettuzzi, M., Morigi, M. P., Belcastro, M. G., Hublin, J. J., 2018. Trabecular Analysis of the Distal
Radial Metaphysis during the Acquisition of Crawling and Bipedal Walking in Childhood: A Preliminary Study. BMSAP, DOI: 10.3166/bmsap-2018-0041
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Examining the relationship between tooth size and food size: the functional consequence of dental
reduction during hominin evolution
Laura C. Fitton1 , Scott T. Camp2 , Emily M. Hunter2
1 - Centre for Anatomical and Human Sciences, Department of Archaeology and Hull York Medical School, University of York,
UK · 2 - Centre for Anatomical and Human Sciences, Hull York Medical School, UK
During hominin evolution post-canine dentition has varied considerably in size. These size changes have been associated with dietary adaptations: Premolar expansion in extant primates has previously been associated with stress-resistant feeding [1], and molar
size reductions between the australopithecines and Homo are often discussed in relation to a relaxation of masticatory requirements
due to extra-oral food processing. Yet little is known regarding the functional significance of these changes in dental size. Whether
larger teeth are mechanically more advantageous for small or large food breakdown, or indeed whether the smaller teeth of Homo
sapiens are necessarily disadvantageous is not known. An improved understanding of these topics may give us a better insight into
the selective pressures faced by our hominin ancestors.
To examine this relationship between tooth size and food breakdown, hypothetical dental models with increasing surface area
were created, as were food replica items of varying sizes. The food replicas were crushed under compression between the models using a universal physical testing machine. To create the dental models, high resolution surface scans of the upper and lower
dentition were obtained from a modern Homo sapiens skull. The dental rows were isometrically scaled to create three models: original (small), increased by x1.5 (medium), and increased x2 (large). The original models and hypothetical dental models were then
printed in metal and attached to the physical tester. Using a 3D printer, spherical hard brittle food replicas were produced in small
(10mm diameter), medium (15mm), and large (20mm) sizes. Spheres of each size were crushed between the M2 of each of the three
dental models. The spheres were placed at two locations on the M2 teeth, and the peak force at initial fracture, energy required to
induce fracture, and fragmentation were recorded. Given the previous association between hard object feeding and increased dental
size, it was expected that the larger teeth would be the most efficient (lower force and overall energy).
Contrary to our prediction, the smaller teeth were slightly more efficient, reducing the force and energy for all sizes of food.
However, compared to the effect of changes in food size and the location of the bite on the tooth, performance varied minimally between the different sizes of teeth. The results suggest that individuals could access different stress-resistant food resources by simply
changing how they position a food item, but also suggest that dental reduction during human evolution may have had a relatively
minor impact on the mechanical efficiency of the individual to break hard food items of varying sizes. Further consideration is
now needed into how such dental reduction would impact on tooth fracture risk and dental performance with foods of different
material properties and how variations in dental topography may influence food breakdown.
References:[1] Daegling, D.J., McGraw, W.S., Ungar, P.S., Pampush, J.D., Vick, A.E. and Bitty, E.A., 2011. Hard-object feeding in sooty mangabeys (Cercocebus atys) and interpretation of early hominin
feeding ecology. PLoS One, 6(8), e23095.
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Homo naledi, Homo floresiensis and ‘taxic outlierness’: a comparative approach to odd species.
Robert Foley1 , Erik Gjesfjeld1,2 , Peri Kelsey1 , Laura A. van Holstein1
1 - Leverhulme Centre for Human Evolutionary Studies, University of Cambridge, Cambridge, UK · 2 - McDonald Institute for
Archaeological Research, University of Cambridge, Cambridge, UK
In the last two decades new fossils have added greatly to the diversity of the hominin lineage. While much of this has been relatively modest additions to the range of phenotypic variation, two taxa in particular have been notable for the extent to which they
are outliers from the expected range – Homo floresiensis [1] and H. naledi [2] These extinct taxa do not fit neatly into existing
models of hominin evolution, being morphologically divergent from other hominins. While much has been written about their
phenotypic characteristics, the focus has been on their position within hominin phylogeny and evolution. However, their discovery
prompts a broader question – are they true outliers, and how common are ‘outliers’ in evolution? There is no clear word or concept
in evolutionary biology for the pattern we are seeking to explore, and so we have borrowed the data science and statistics concept of
‘outlierness’ – the state of being an outlier. The aim of identifying outliers in statistics is often to remove them or their effects; here,
however, we want to use it to infer evolutionary processes. Outlierness is used in computer science, data science, machine learning
and statistics [3], but has not been employed in evolutionary biology to our knowledge, although there has been some usage in
bioinformatics and systems biology [4]. We define ‘taxic outlierness’ as the state of degree of being an outlier within a higher taxon.
To explore the issue of taxic outlierness, and the place of Homo floresiensis and H. naledi within this framework, we collected data
on skull dimensions in 300 anthropoid primates. These are distributed across 30 genera, and we examined variation in outlierness
in relation to the number of species per genus, the diversity observed, and the extent to which they contained an outlier species.
Measuring ‘outlierness’ is not straightforward [5], and alternative metrics are explored. Taxic outlierness was found to occur in a
number of primate lineages, and we explored the effects of phylogeny, taxonomic unreliability, generic diversity, evolutionary age
and ecology. The observed diversity of hominins is discussed in the light of these results, along with the broader evolutionary implications of this approach.
References:[1] Brown, P., Sutikna, T., Morwood, M.J., Soejono, R.P., Jatmiko, Wayhu Saptomo, E., Awe Due, R., Saptomo, E.W., Due, R.A., 2004. A new small-bodied hominin from the Late Pleistocene
of Flores, Indonesia. Nature. 431, 1055–1061.[2] Berger, L.R., Hawks, J., de Ruiter, D.J., Churchill, S.E., Schmid, P., Delezene, L.K., Kivell, T.L., Garvin, H.M., Williams, S.A., DeSilva, J.M., Skinner,
M.M., Musiba, C.M., Cameron, N., Holliday, T.W., Harcourt-Smith, W., Ackermann, R.R., Bastir, M., Bogin, B., Bolter, D., Brophy, J., Cofran, Z.D., Congdon, K.A., Deane, A.S., Dembo, M., Drapeau, M.,
Elliott, M.C., Feuerriegel, E.M., Garcia-Martinez, D., Green, D.J., Gurtov, A., Irish, J.D., Kruger, A., Laird, M.F., Marchi, D., Meyer, M.R., Nalla, S., Negash, E.W., Orr, C.M., Radovcic, D., Schroeder, L.,
Scott, J.E., Throckmorton, Z., Tocheri, M.W., VanSickle, C., Walker, C.S., Wei, P., Zipfel, B., 2015. Homo naledi, a new species of the genus Homo from the Dinaledi Chamber, South Africa. eLife. 4,
e09560.[3] Houle, Michael E, Houle, M E, 2015. Inlierness, Outlierness, Hubness and Discriminability: an Extreme-Value-Theoretic Foundation.[4] Linard, B., 2012. Development of evolutionary
knowledge extraction methods and their application in biological complex systems. English. Université de Strasbourg.[5] Clarkson, K.L., 1999. Nearest Neighbor Queries in Metric Spaces. Discrete &
Computational Geometry. 22, 63–93.
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Australopithecus variability at Sterkfontein, South Africa: evidence from the pelvic remains
Cinzia Fornai1,2 , Viktoria A. Krenn1,2 , Nicole M. Webb1,3 , Martin Haeusler1
1 - Institute of Evolutionary Medicine, University of Zurich · 2 - Department of Evolutionary Anthropology, University of
Vienna · 3 - Senckenberg Research Institute and Natural History Museum Frankfurt
The taxonomy of Southern African Australopithecus has been a matter of intense debate. Traditionally, all hominin fossils from
Sterkfontein Member 4 (ca. 2.6 – 2.1 Ma) have been attributed to A. africanus despite high morphological variability in both craniodental and postcranial elements [1]. The interpretation of the Sterkfontein fossil material is complicated by its fragmentary and
incomplete state of preservation and by the uncertainty surrounding its chronology. The adult specimen StW 431 and the subadult
Sts 14 from Sterkfontein Member 4, presumed male and female individuals respectively, are represented by partial skeletons and
preserve a fairly complete pelvis and vertebral column. For these specimens’ differing pelvic reconstructions have been generated via
various methods [2]. Based on their general shape and on a recent geometric morphometric analysis of the first two sacral elements
[3], we previously suggested that the morphological differences between Sts 14 and StW 431 might exceed the expected range of
variation for a male and female of the same species with reference to the human variation. Here, we perform new virtual reconstructions of the StW 431 and Sts 14 pelves to elucidate key aspects of their variation. The restoration of the StW 431 hipbone was
performed by virtually reassembling the preserved right and mirrored left fragments. The alignment of the elements was facilitated
by several contact points and by the absence of patent asymmetry. Except for the ischiopubic ramus and the pubic body, which are
not preserved, the missing parts of the hipbone were supplemented by alternatively warping the Sts 14 and A.L. 288-1 hipbones,
obtaining the same outcome. The pelvic girdle could be reassembled confidently thanks to the presence of well-preserved auricular
iliac and sacral surfaces. Sts 14 was restored by virtually removing the areas reconstructed by Robinson with plaster of Paris and
by reassembling the fractured ischiopubic region of the right hipbone. The missing areas of the left hipbone were implemented
using mirror-images of the right side. Finally, the pelvic girdle was recomposed. The sacrum was completed based on the preserved
first two sacral elements. The virtual protocol was supported by manual reconstructions using 3D prints of the original fossils. The
new virtual models of StW 431 and Sts 14 pelves are generally compatible with the earlier reconstructions by Haeusler [2,4], even
though in StW 431 local differences appeared with respect to the orientation of the iliac blades, and in Sts 14 the sacrum might be
less curved than previously thought. Compatible with previous observations, StW 431 presents a very peculiar morphology which
differs dramatically from that of Homo and great apes possessing extremely flared iliac blades. Moreover, the StW 431 pelvis is
markedly different from Sts 14, the latter being reminiscent of the Homo pelvis with its more verticalized iliac blades. The Stw 431
sacrum is significantly less entrapped in the pelvis than in Sts 14, implying a greater mobility of the lumbar spine. Moreover, its iliac
blades are much wider and more laterally flaring. The pelvic inlet is sagittally oval in both individuals, rather than being platypelloid. Since pelvic shape reflects functional adaptation to locomotion and giving birth, it is reasonable to assume that the profound
morphological differences observed between StW 431 and Sts 14 might indicate different biology and taxonomic affiliations. Our
conclusions agree with the observations by Crompton et al. [5] that StW 431 might belong to a taxon other than A. africanus.
However, further studies are needed to elucidate the relationship between StW 431 and StW 573, a specimen from Sterkfontein
Member 2 attributed to A. prometheus that was likened to StW 431 and distinguished from Sts 14 based on some pelvic features.
This research was funded by the Swiss National Science Foundation grants No 31003A_156299/1 and 31003A_176319, the Mäxi Foundation, and the Swiss Society for Anthropology
References:[1] Grine, F.E., 2019. The alpha taxonomy of Australopithecus at Sterkfontein: The postcranial evidence. Comptes Rendus Palevol 18, 335-352.[2] Haeusler M., Ruff C.B. in press. Pelvis. In:
Richmond B.G., Ward C.V., Zipfel B. (Eds.), Hominid Postcranial Remains from Sterkfontein, South Africa. Oxford: Oxford University Press.[3] Fornai, C., Nueesch, M., Krenn, A.V., Haeusler, M., 2018.
Unexpectedly high morphological variability in the Australopithecus sacrum. Implications for sexual and taxonomic diversity. Proceedings of the European Society for the Study of Human Evolution, 7,
67.[4] Häusler, M., Schmid, P., 1995. Comparison of the pelves of Sts 14 and AL 288-1: implications for birth and sexual dimorphism in australopithecines. Journal of Human Evolution 29, 363-383.[5]
Crompton, R.H., McClymont, J., Thorpe, S.K.S., Sellers, W.I., Heaton, J., Pickering, T.R., Pataky, T., Stratford, D., Carlson, K., Jashashvili, T., Beaudet, A., Bruxelles, L., Goh, C., Kuman, K., Clarke, R.,
2018. Functional anatomy, biomechanical performance capabilities and potential niche of StW 573: an Australopithecus skeleton (circa 3.67 Ma) from Sterkfontein Member 2, and its significance for the
last common ancestor of the African apes and for hominin origins. bioRxiv
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Reexamination of the Cranial and Mandibular Homo sapiens Fossils including a New Frontal Bone from
Tam Pa Ling (Laos)
Sarah E. Freidline1 , Jean-Jacques Hublin1 , Inga Bergman1 , Kira Westaway2 , Philippe Duringer3 , Renaud Joannes-Boyau4 ,
Jean-Luc Ponche5,6 , Quentin Boetsch3 , Thongsa Sayavongkhamdy7 , Phonephanh Sichanthongtip7 , Somoh
Duangthongchit7 , Daovy Sihanam7 , Souliphan Bouaraphan7 , Elise Patole-Edoumba8 , Yves Coppens9 , Eske Willerslev10 ,
Alexandra Zachwieja11 , Tyler Dunn12 , Anne-Marie Bacon13 , Laura Shackelford11 , Fabrice Demeter10,14
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - ‘Traps’ MQ Luminescence Dating Facility, Department of Environmental Sciences,
Macquarie University, Sydney, Australia · 3 - Ecole et Observatoire des Sciences de la Terre, Institut de Physique du Globe de Strasbourg, CNRS, Université de Strasbourg, Strasbourg, France · 4 - Southern
Cross GeoScience, Southern Cross University, Lismore, Australia · 5 - Institut de Chimie et Procédés pour l’Energie, l’Environnement et la Santé, Université de Strasbourg, CNRS, France · 6 - Ecole et
Observatoire des Sciences de la Terre, UMR 7516 & 7362, Strasbourg, France · 7 - Department of National Heritage, Ministry of Information and Culture, Vientiane, LAO People’s Democratic Republic ·
8 - Muséum d’Histoire Naturelle de la Rochelle, La Rochelle, France · 9 - Collège de France, Paris, France · 10 - Lundbeck Foundation Geogenetics Centre, Copenhagen, Denmark · 11 - Department of
Anthropology, University of Illinois at Urbana-Champaign, USA · 12 - School of Medicine, Department of Medical Education, Creigton University, Omaha, USA · 13 - CNRS FRE 2029 BABEL,
Université Paris Descartes, Montrouge, France · 14 - UMR7206, Musée de l’Homme, MNHN, Paris, France

Tam Pa Ling (TPL) is a cave site in northeastern Laos that continues to yield new fossils attributed to H. sapiens. To date, they
represent the earliest anatomically modern humans in mainland Southeast Asia. The cranial and mandibular fossils were excavated
from different, undisturbed stratigraphic layers ranging from ca. 46 ka to more than 70 ka, and include, in chronological order, a
partial cranium (TPL 1), a nearly complete mandible (TPL 2), the anterior corpus of a mandible (TPL 3), and a new, undescribed
frontal (TPL 7). Previous studies show clear H. sapiens affinities combined with archaic features, especially in dental and mandibular
proportions [1:4].
We use semilandmark geometric morphometric methods to compare the shape of the TPL cranial and mandibular remains to
a large sample of fossils, including Neanderthals, early and Upper Paleolithic H. sapiens from Africa, the Near East and Europe,
Late Pleistocene humans from Australasia, as well as a geographically diverse sample of Neolithic and recent Holocene H. sapiens.
While geometric morphometric analyses have been done on the TPL mandibles [1:4], the frontals and maxilla have never been
analyzed using these methods. Following virtual reconstruction of the fossil material, including a new reconstruction of the TPL 2
mandible, landmark and semilandmark datasets were created according to the preserved anatomical elements. For each dataset, the
shape coordinates were analyzed in between-group principal component analyses and linear discriminant analyses were performed
to classify each TPL fossil.
Our results are consistent with previous findings supporting clear H. sapiens affinities for the TPL fossils [1:4]. Within the
sample, the TPL 1 maxilla and TPL 2 and 3 mandibles also show archaic features, with the TPL 1 maxilla and TPL 3 mandible
classifying with Middle to Late Pleistocene early H. sapiens from Africa and the Near East and Upper Paleolithic humans from
Africa and Europe, respectively. Whereas, the TPL 1 and 7 frontals and the TPL 2 mandible classify with the Australasian Late
Pleistocene group.
The size of the maxilla and frontal are similar to other Late Pleistocene Australasian fossils, a large maxilla coupled with a small
frontal bone. The TPL mandibles are extremely small compared to all other groups, and the geologically younger TPL 2 mandible is
smaller and its anterior corpus is more modern than the older TPL 3 corpus. This trend in gracilization through time is not present
in the frontal bones. The younger frontal (TPL 1) is larger and more archaic than the older (TPL 7).
The presence of fossil material in Southeast Asia over 70 ka implies an early dispersal of H. sapiens from Africa into tropical Asia.
However, unlike the large and robust early H. sapiens frontal bones from Africa and the Near East, the TPL 7 frontal is remarkably
gracile for its geological age of over 70 ka. The TPL 1 frontal dated to ca. 46 ka, on the other hand, shows a more typical Late Pleistocene Australasian morphotype and is most similar to the fossils from the sites of Kow Swamp and Lake Mungo. Morphological
similarities between the TPL 1 frontal and maxilla and Amerindians suggest that they could represent the ancestral morphotype
of later populations migrating to the Americas.
We would like to thank all of the curators who gave us access to recent and fossil hominin specimens for computed tomography and analysis and to Heiko Temming for his technical assistance.
References:[1] Demeter, F. et al., 2012. Anatomically modern human in Southeast Asia (Laos) by 46 ka. PNAS 109, 14375-14380.[2] Demeter, F. et al., 2015. Early modern humans and morphological
variation in Southeast Asia: fossil evidence from Tam Pa Ling, Laos. PLoS one 10 (4), e0121193. http://dx.doi.org/10.1371/ journal.pone.0121193.[3] Demeter, F. et al., 2017. Early modern humans from
Tam Pa Ling, Laos. Current Anthropology 58, S527-538.[4] Shackelford, L. et al., 2018. Additional evidence for early modern human morphological diversity in Southeast Asia at Tam Pa Ling, Laos.
Quaternary International 466, 93-106.
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Reviving australopithecine birth: contribution of numerical simulation.
Pierre Frémondière1,2 , Lionel Thollon3 , François Marchal2 , Cinzia Fornai4,5 , Nicole M. Webb4,6 , Martin Haeusler4
1 - EU3M-AMU, France · 2 - UMR 7268 Unité d’Anthropologie biologique, Droit, Éthique et Santé
(ADÉS)-AMU/CNRS/EFS, France · 3 - UMR-T24 Laboratoire de Biomécanique Appliquée-AMU, France · 4 - Institute of
Evolutionary Medicine, University of Zurich, Switzerland · 5 - Department of Evolutionary Anthropology, University of Vienna,
Austria · 6 - Senckenberg Research Institute and Natural History Museum, Frankfurt, Germany
Paleoanthropological research on the evolution of childbirth is often hampered by three main limiting factors. First, fetal head
movements are usually only deduced from static steps that explore feto-pelvic relationship in three 2D planes. Second, the fetal
head size as well as the exact shape of the mother’s pelvis are unknown for most fossil hominins, and a large range of estimates is
rarely considered. Third, the biomechanical consequences of the contact of the fetus with the mother’s pelvis are often ignored. In
this study, we perform dynamic finite-element simulations of childbirth to estimate delivery outcomes for multiple reconstructions
of A.L. 288-1 (Australopithecus afarensis), Sts 14 (A. africanus), and MH2 (A. sediba) by assessing the trajectory and rotation of
the fetal head, and by observing whether an arrest of the descent occurs (i.e., a dystocic birth). In our finite-element simulations,
the pelvis was treated as a rigid body with the exception of two springs located at the centre of both auricular surfaces. These modelling parameters permitted the sacrum to be displaced posteriorly or anteriorly to accurately simulate the complex nutation and
counter-nutation movements produced within the pelvic ring. A left occiput anterior orientation of the fetal head was chosen for
the onset of the simulations, as this is the most commonly observed head presentation in modern humans. The models used the
force of gravity applied on the fetal head as the power of descent. Three fetal head sizes reflecting brain weights of 110 g, 145 g, and
180 g were used to encompass the entire range of estimations reported in the literature [1, 2, 3]. Our results show that all dyads
with a 110 g brain size systematically had an unproblematic birth (i.e., a eutocic birth), whereas dyads with a 180 g brain size were
all dystocic. Of the eight dyads with an intermediate brain size (145 g), six had an eutocic birth. Of the eight dystocic dyads, six
had an arrest of descent at the inlet level. When the parietal bosses were situated on the same side of the ischiatic level (i.e., the
occiput is facing the sacrum or the symphysis), birth was retroischiatic. In all instances of eutocic birth, the fetal head passed along a
straight trajectory through the birth canal. A.L. 288-1 and MH2 pelvises were dystocic or eutocic with a 145 g brain size depending
on the reconstruction considered. The differences between the pelvic reconstructions significantly affected birth outcome, which
emphasizes the importance of considering several possible reconstructions in the same obstetrical analysis. Finite-element simulations suggest a rotational birth process for australopithecines and an eutocic birth in most of the pelvic reconstructions combined
with a 145 g brain size. Considering an adult brain size of 440-469 g, the neonatal capacity is 32% or less of the adult brain size. In
non-human primates, the weight of the neonate’s brain is 42% of that in adults on average, but only 29% in humans. Since the ratio
of australopithecines (32%) is human-like, we propose that australopithecines might have already experienced notable feto-pelvic
constraints. This might have led to a certian degree of secondary altriciality in early hominins and with consequent increased degree
of parental investment [2] [4].
References:[1] Leutenegger, W., 1972. Newborn size and pelvic dimensions of Australopithecus. Nature 240, 568-569.[2] Häusler, M., Schmid, P., 1995. Comparison of the pelves of Sts 14 and A.L. 288-1.
Implications for birth and sexual dimorphism in australopithecines. Journal of Human Evolution 29, 363-383.[3] DeSilva JM., 2011. A shift toward birthing relatively large infants early in human
evolution. Proc Natl Acad Sci USA 108:1022-7.[4] Portmann A. 1941. Die Tragzeiten der Primaten und die Dauer der Schwangerschaft beim Menschen: ein Problem der vergleichenden Biologie. Rev
Suisse Zool 48:511-8.
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New insights into historic excavations of a Later Stone Age cemetery at Grotte des Pigeons.
Alison Freyne1 , Abdeljalil Bouzouggar2 , Nick Barton3 , Isabelle De Groote4,5 , Louise Humphrey1
1- The Natural History Museum, London, UK · 2 Institut National des Sciences de l’Archéologie et du Patrimoine, Hay Riad,
Madinat Al Irfane, Morocco · 3 - Institute of Archaeology, University of Oxford, Oxford, UK · 4 - Ghent University Department
of Archaeology Section Prehistory of western Europe Sint, Gent, Belgium · 5 Liverpool John Moores University Research Centre
in Evolutionary Anthropology and Palaeoecology School of Natural Sciences and Psychology, Liverpool, UK
Grotte des Pigeons, located near the village of Taforalt in north-eastern Morocco, shows evidence of human occupation from at
least 110,000 yrs, intensifying at about 15,000 cal BP. This later phase of occupation is evidenced by an approximately 4 metre
thick anthropogenic ashy deposit, containing large amounts of burnt snail shell and bone, referred to as the Grey Series (1). The
Grey Series is also characterised by an Iberomaurusian (Later Stone Age) lithic industry. Not long after the onset of the Grey Series
formation, intensive burial activity took place lasting until around 12,600 cal BP. The burials were placed towards the back of the
cave, away from habitation areas, making this the earliest well dated cemetery in Africa.
The cemetery was excavated by a team led by Abbé Jean Roche from 1951-1955. Remains of adults and children were recovered
in single and multiple graves designated Sepultures I-XXVIII, from spatially separate but adjacent areas designated Necropolis I and
II. While there is some very limited information on funerary behaviour in Roche 1963 (2) and in the anthropological study of the
skeletal remains (3), a detailed description of the cemetery in its original context was never published. More recent archaeological
investigations have recovered a series of intercutting single burials in an alcove at the back of the cave referred to as Sector 10 (5).
The current study is based on previous unpublished, and partially published (4) excavation records from museum archives.
These include plans of the excavation and burials, photos and crucially field notes from the excavations undertaken in 1954 and
1955. Plans were digitised, resized and oriented, and then aligned spatially using shared features and arranged into a chronological
sequence. The archival research is being carried out in conjunction with a reassessment of the skeletal assemblage curated at the
IPH in Paris. The integration of scaled drawings from the archive and published plans and of the cave (4) reveals the location of
individual burials within Grotte des Pigeons, demonstrating a single spatially contiguous area that incorporates Necropolis I and
II and the newly excavated burials from Sector 10.
Where possible, individual skeletal elements were identified on plans. In several cases skeletal elements assigned to different
graves were matched based on anatomical features enabling us to reassemble elements belonging to the same individual. This information allows us to infer the relationships between and the extent of disturbance of individual burials, and partially constrain the
chronological sequences of burials. Building on previous work (4), the archive data provides a basis for re-evaluating the diversity
and elaboration over time of Iberomaurusian burial practice at Grotte des Pigeons.
Thanks are due to Fondation Nationale des Musées, Morocco, Musée d’Histoire et des Civilisations, Rabat, Morocco, and to Professor de Lumley and Amélie Vialet at the IPH for access to collections.
Thanks to Alice Turner for her help digitising the archive. This work was funded by the Calleva foundation.
References:[1] Barton, R.N.E., Bouzouggar, A., Hogue, J.T., Lee, S., Collcutt, S.N. and Ditchfield, P., 2013. Origins of the Iberomaurusian in NW Africa: new AMS radiocarbon dating of the Middle and
Later Stone Age deposits at Taforalt Cave, Morocco. Journal of Human Evolution, 65(3), 266-281.[2] Roche, J., 1963. L’Epipaléolithique marocain (Vol. 1). Lisboa: sn.[3] Ferembach, D., 1962. La
nécropole épipaléolithique de Taforalt (Maroc oriental): étude des squelettes humains. Avec la collaboration de Jean Dastugue et Marie-Jeanne Poitrat-Targowla. édita-Casablanca.[4] Mariotti, V.,
Condemi, S. and Belcastro, M.G., 2014. Iberomaurusian funerary customs: new evidence from unpublished records of the 1950s excavations of the Taforalt necropolis (Morocco). Journal of
Archaeological Science, 49, pp.488-499.[5] Humphrey, L. , Freyne, A., Berridge, P., Berridge, P., In Press. Human Burial Evidence in Cemeteries and Sedentism in the Later Stone Age of NW Africa:
Excavations at Grotte des Pigeons, Taforalt, Morocco. Volume 1, Römisch-Germanisches Zentralmuseum Leibniz-Forschungsinstitut für Archäologie.
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Differential preservation of burnt bone: Impacts on the visibility of Upper Paleolithic fire in the steppes
of Mongolia
Giulia Gallo1 , Matthew Fyhrie1 , Cleantha Paine2 , Sergey Ushakov Masami Izuho3 , Byambaa Gunchinsuren4 , Nicolas
Zwyns1 , Alexandra Navrotsky1
1 - University of California, Davis · 2 - University of Cambridge, UK · 3 - Tokyo Metropolitan University · 4 - Institute of History
and Archaeology, Mongolian Academy of Science
Burned bones can be altered by various processes before and after being buried, although the extent to which burning temperature
influences bone preservation and visibility is unclear. The differential taphonomic processes which affect burnt bone, including
sediment composition and water flow, are crucial to take into account when considering fire technology. Determining the fidelity
of an assemblage and its relationship to the depositional context is an important step when utilizing burnt bone for analyses such
as investigating if a fire is natural or anthropogenic (e.g. through the evaluation of temperature intensities, edge angularity, and dispositional reconstructions) or examining the contents or spatial features of a combustion feature. Previous research has established
that increasing temperatures are positively correlated to increased fragmentation and fragility of burnt bone [1]. Other relationships between temperature intensity and changing material properties of bone are not yet well described, although experimental
research has demonstrated that pH values do affect the potential for bone preservation and that bones burnt to lower temperatures
are more susceptible to differing pH values [2]. Here we detail additional aspects of bone preservation through the description of
bone crystallinity and structure, and a description on how heat alters bone crystalline shape and reactivity. Bone cores are heated
intact to a range of temperatures between 100˚C and 1200˚C and analyzed through the use of Thermogravimetry and Differential
Scanning Calorimetry (TGA-DSC), X-Ray Diffraction (XRD), Fourier Transform infrared spectrometry (FTIR) with Attenuated
Total Reflectance (ATR) attachment, and Scanning Electron Microscopy (SEM). We find that an increase in grain size is correlated
with rising temperatures, notably with the recrystallization associated with calcination which takes place in bone at temperatures
of 600˚C and above. This study also demonstrates that as bone porosity decreases upon heating, bioapatite hexagonal structures
become more amenable to growth and less prone to dissolution. We apply the knowledge gained through the development of this
experimental reference collection to the study of the Upper Paleolithic site of Tolbor-17 in the Ikh-Tulberiin-Gol (Mongolia). Although the archaeological record in the valley is particularly rich, bones and combustion features are usually poorly preserved. It
is particularly important to investigate both remnants of fire in addition to the processes behind this pattern, as it is hypothesized
that fire is a critical resource for human survival in the continental climate of the region. The lack of identifiable bones in this region
leaves many questions open regarding the subsistence of hunter-gatherers during the Pleistocene, and it is in this context that the
site of Tolbor-17 stands as an exception. With better bone preservation allowing for a significant amount of faunal material recovered, Tolbor-17 allows for the study of a ca. 35,000-30,000 year old fire in an open air context. This study shows through the use
of FTIR-ATR and distribution patterns that not only do the burned bones at Tolbor-17 indicate high temperature anthropogenic
fire, but also that the disproportionate amount of calcined bones resulting from that fire is a consequence of differential preservation due to biases introduced by the loess sediment matrix. Our results further suggest methodological guidelines for the study of
ephemeral and altered anthropogenic combustion features and finds that this assemblage provides valuable information regarding
Upper Paleolithic fire technology on the Mongolian Steppe.
The authors would like to thank Dr. Teresa Steele, the Peter A. Rock Thermochemistry lab, Dr. Sanjai Parikh and the Parikh lab in the Environmental Soil Chemistry Group, the University of California at
Davis Anatomic Pathology Service at the UC Davis Veterinary Medical Teaching Hospital, the DHI Transdisciplinary Research Cluster ”The Cluster for Archaeology and Soil Science Synergism”, the
Center for Experimental Archaeology at UC Davis. The excavation at Tolbor-17 is supported by the NSF (P.I. Zwyns, Grant #1560784) and by PaleoAsia Project (Izuho, Nishiaki).
References:[1] Stiner, M. C., Kuhn, S. L., Weiner, S., Bar-Yosef, O., 199. Differential burning, recrystallization, and fragmentation of archaeological bone. Journal of Archaeological Science, 22(2),
223-237.[2] Reidsma, F. H., 2017. Diagenesis dissected: A laboratory-based experimental study into the influence of pH exposure on heated bone. 7th annual meeting of the European Society for the
study of Human Evolution; 2017 Sept. 21-23; Leiden, Netherlands; 156.
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Portela II (Leiria, Portugal): a specialized lithic workshop for the production of Vale Comprido points
in Proto-Solutrean times?
Cristina Gameiro1 , Francisco Almeida5 , Thierry Aubry1,2 , Luca Dimuccio1,3 , Telmo Gomes4 , Henrique Matias1 , João
Maurício6 , Adelaide Pinto6
1 - UNIARQ - School of Arts and Humanities, University of Lisbon, Portugal · 2 - Fundação Côa Parque, Portugal · 3 - CEGOTCentre of Studies on Geography and Spatial Planning, Universities of Coimbra-Porto-Minho, Department of Geography and
Tourism, University of Coimbra, Portugal · 4 - SMAS Leiria, Portugal · 5 - Taungurung Clans Aboriginal Corporation, Australia ·
6 - Crivarque, Portugal
The severe cooling and the consequent expansion of the ice sheets during the Last Glacial Maximum (LGM), 27–19 ky ago, had a
major impact on plant, animal and human populations. In Southwest Europe, a pan-European technocomplex, using bone or wood
projectile points armed with lithic barbs (Gravettian), was replaced by a regional technocomplex using stone points as hunting
weaponry: the Solutrean.
The origin of the Solutrean has been a central issue in the study of the European Upper Paleolithic. Different authors placed
the origins of the Solutrean in Africa (Santa-Olalla and Almagro Basch saw similarities with the Aterian), France (Smith thought
that Gravettian Font Robert points could be related) or Iberia (a human refuge with a milder climate, according to Strauss). Thus,
this cultural change was explained by human migrations or simple adaptation to a colder environment [1].
Nevertheless, in the mid-1990s, a transition phase between the Gravettian and the Solutrean was identified in the littoral of
central Portugal, Estremadura [5;3]. This phase is characterized by the presence of a particular type of stone tool: the Vale Comprido
point [4]. Since then, its use as an index fossil of this phase has been successful in Spain (Peña Capón and Cueva Ambrósio) and in
France (Abri Casserole and Marseillon), for example.
The Portela II archaeological site was identified in 2009, during the construction of a sewerage piping. A preventive excavation
was carried out, only in the area directly affected by the works (10m2); the site is thought to extend beyond the limits of the
excavated area. About 800 lithic artefacts were recovered, including 15 Vale Comprido points and a high refitting potential was
identified. This poster will present the results of the technological study of the lithic assemblage. A single reduction sequence was
identified: the production of elongated, naturally-pointed blanks that were subsequently transformed into Vale Comprido points,
the only tools recovered at Portela II. Chippage found at the site indicates that the typical dorsal basal thinning retouch of the Vale
Comprido points was performed locally.
The characteristics of this site lead us to consider a new archaeological intervention in 2020, in the scope of the PALEORESCUE project. In fact, only the enlargement of the excavated surface can confirm whether this was a Vale Comprido points workshop
or whether the previous excavation hit a specialized knapping area of the base camp. This site shows some similar features to the one
excavated by M. Heleno in the 1940s at Vale Comprido Encosta, in the Rio Maior region. Current excavation methodology will
clarify this issue and will enable testing the common assumption, within the Portuguese archaeological community, of Heleno’s
sampling bias [2].
PALEORESCUE is funded by the Fundação para a Ciência e Tecnologia (PTDC/HAR-ARQ/30779/2017). A special thanks to Câmara Municipal de Leiria, SMAS Leiria and Crivarque.
References:[1] Alcaraz-Castaño, M., 2015. Central Iberia around the Last Glacial Maximum, Journal of Anthropological Research,71, 565-578.[2] Almeida, F., 2000. The terminal Gravettian of
Portuguese Estremadura. [PhD Southern Methodist University, USA].[3] Almeida, F., Matias, H., Carvalho, R., Pereira, T., Pinto, A., Holliday, T., 2010. New data on the transition from the Gravettian to
the Solutrean on Portuguese Estremadura. Abstracts of the PaleoAnthropology Society 2010 Meetings. PaleoAnthropology 2010: A0001 ISSN 1545-0031 doi:10.4207/PA.2010.ABS8.[4] Zilhão, J., Aubry,
T., 1995. La pointe de Vale Comprido et les origines du Solutrén. L’ Anthropologie 99 (1), 125-142.[5] Zilhão, J., Aubry, T., Almeida, F., 1999. Un modèle technologique pour le passage du Gravettien au
Solutréen dans le Sud-Ouest de l’Europe. XXIVème Congrès Préhistorique de France, 165-183.
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Sexual dimorphism of the Middle Pleistocene hominins from Sima de los Huesos (Burgos, Spain): a
study the enamel and dentine dimensions of the permanent canines
Cecilia García-Campos1,2 , Mario Modesto-Mata1,2 , María Martinón-Torres1,2 , Marina Martínez de Pinillos1,2 , Laura
Martín-Francés1,3 , Juan Luis Arsuaga4 , José María Bermúdez de Castro1,2
1 - Centro Nacional de Investigación sobre la Evolución Humana, Burgos, Spain · 2 - Anthropology Department, University
College London, London, UK · 3 - Université de Bordeaux, CNRS, MCC, PACEA, UMR 5199 F - 33615, Pessac Cedex,
France. · 4 - Centro Mixto UCM - ISCIII de Evolución y Comportamiento Humanos, Madrid, Spain
Sexual dimorphism, as an important part of the total variation seen in populations, plays a key role in taxonomic debates. In this
context, Sima de los Huesos (SH) hominins, from Sierra de Atapuerca in Spain, offer an exceptional opportunity to investigate
within-population variability. For this reason, these fossil remains have been used in previous research to study sexual dimorphism
during the Middle Pleistocene [1,2,3,4]. However, all these studies have had to face the same limitation: this exceptional human
collection has a predominance of adolescents and prime-age adults [1]. In modern humans, most of the dimorphism in body size is
generated during adolescence; nevertheless, intersexual variation in dental crown size is generated between birth and the 12th year
[5]. That is why teeth, in general, and canines, in particular, are very useful in assessing sexual dimorphism in extinct populations
with SH demographic characteristics. In 1993 and in 2001, Bermúdez de Castro and colleagues studied the pattern of dental size
variation of the SH lower dentition [1,2]. Since then, the dental sample of the Middle Pleistocene population from Atapuerca has
increased and novel imaging analytical techniques like micro-computerized tomography (micro-CT) have emerged, permitting
reanalysis of this issue from a new perspective. In this study, micro-CT techniques have been applied to a sample of hominin teeth
from the site of Sima de los Huesos. Dental tissue proportions of the permanent canines are here assessed with the aim of characterizing the pattern and degree of sexual dimorphism within this population. A combination of classical statistical approaches with
more novel ones has allowed us not only to bolster the sex allocation of the individuals previously assigned in the literature, but also
to estimate the sex of the youngest individuals, which were not assessed in previous studies. Likewise, the sex of some extensively
worn canines and isolated pieces has been also estimated. As a result, the sex ratio observed in our dental sample from Sima de los
Huesos population is 5:8 (Nm:Nf ), showing a higher female representation. The canines of Sima de los Huesos population have, in
general terms, a degree of sexual dimorphism in the permanent canines tissue proportions that is lower or similar to that of modern
humans. Their mandibular canines are more dimorphic than the maxillary ones among other things, due to the marked dimorphism
of their root dimensions. In light of our results, we can conclude that this European Middle Pleistocene population cannot be considered more dimorphic than modern humans, although the differences in their canine tissue proportions are enough to allow
estimating the sex with a high degree of confidence. One reasonable interpretation of our results would be that the sexual dimorphism of dental tissue patterns could have already decreased during Middle Pleistocene regarding early Homo, and was maintained,
to either greater or lesser extents, in subsequent groups. However, this decrease in intersexual variability may have not happened at
the same time in all skeletal structures, showing a mosaic evolution of the expression of sexual dimorphism in the different bone elements. Future studies of the SH hominins, as well as other European Middle Pleistocene samples, would help to test this hypothesis.
This study has been supported by the Dirección General de Investigación of the Spanish Ministerio de Economía y Competitividad (MINECO) grant number: PGC2018-093925-B-C31. We also wish to
acknowledge The Leakey Foundation for the personal support provided by Gordon Getty and Dub Crook (2014-2019) to one of the authors (MM-T). CG-C and MM-M are funded by a doctoral grant
financed by the European Social Funds through the Consejería de Educacion. LM-F received financial support from the French State as part of the ‘Investments for the future’ Programme IdEx Bordeaux,
reference ANR-10-IDEX-03-02. MMP is the recipient of a post-doctoral research grant at Atapuerca Fundation. We thank all the members of the Atapuerca research team, in particular those who
excavate the Sima de los Huesos site, for their dedicated work. We also acknowledge several people for providing access to the studied material.
References:[1] Bermúdez de Castro, J.M., Durand, A.I., Ipiña, S.L., 1993. Sexual dimorphism in the human dental sample from the SH site (Sierra de Atapuerca, Spain): a statistical approach. Journal of
Human Evolution. 24, 43–56.[2] Bermúdez de Castro, J.M., Sarmiento, S., Cunha, E., Rosas, A., Bastir, M., 2001. Dental size variation in the Atapuerca-SH Middle Pleistocene hominids. Journal of
Human Evolution. 41, 195–209.[3] Lorenzo, C., Carretero, J.M., Arsuaga, J.L., Gracia, A., Martínez, I., 1998. Intrapopulational body size variation and cranial capacity variation in middle pleistocene
humans: The Sima de los Huesos sample (Sierra de Atapuerca, Spain). American Journal of Physical Anthropology. 106, 19–33.[4] Rosas, A., Bastir, M., Martínez-Maza, C., Bermúdez de Castro, J.M.,
2002. Sexual dimorphism in the Atapuerca-SH hominids: the evidence from the mandibles. Journal of Human Evolution. 42, 451–474.[5] Simpson, S.W., Kunos, C.A., 1998. A radiographic study of the
development of the human mandibular dentition. Journal of Human Evolution. 35, 479–505.
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Inferring human population history and diversity from tooth roots: the application of a phenotypic set
approach to global variation
Jason Gellis1 , Robert Foley1
1 - University of Cambridge, Leverhulme Centre for Human Evolutionary Studies, Cambridge, UK
While much of dental anthropology has focused on crown morphology (crown dimensions, cusp number, area, etc.), tooth roots
are a relatively unexplored area of increasing interest. The development of advanced imaging technologies has greatly increased
access to the evolutionary and adaptive information preserved in roots and has provided a rich source of additional information
about the nature of human phenotypic diversity. We report here on a project to capture the structure and extent of human dental
root morphological diversity. There are two elements to this. The first is to develop a comprehensive scoring system that both encompasses previous typologies and is easily expanded upon, and so captures in a semi-quantified way the nature of the dental root
phenotypic set. The second is to use this system to map human tooth root variation and consider the factors that underlie this in the
context of recent human evolution and diversification. Using CT scans, we investigated root and canal number, shape, and orientation, in a global sample of humans (n=947). From these data we developed a scoring system comprised of five tooth root elements
(root number, canal number, canal location, root shape, canal shape). These are scored independently for each root and each tooth,
and when combined provide a unique but finite set of phenotypes. Here, we present our phenotype system and the results of its
application to the total phenotype space of our sample. Samples are drawn from 56 populations, distributed across 24 regions, from
all inhabited continents. We investigated how variation is partitioned within and between populations and show that it has complex geographical patterns. We used the presence, absence, and frequency of traits to explore the factors underlying this, including
population history and potential admixture. Results show significant differences in root and canal morphology across populations;
this variation is expressed at different geographical levels - global, continental, and regional. In addition, we found significant signals of sexual dimorphism in the observed variation. Finally, we consider unusual and rare root and canal morphologies and their
increased frequencies in Austronesian, Inuit, and Native American populations, as well as their presence in extinct hominin species.
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Human exploitation of birds during the late Magdalenian at the Trou de Chaleux, Belgium
Quentin Goffette1 , Mietje Germonpré1 , Christine Lefèvre2 , Jonathan Brecko3 , Eric Goemaere1 , Veerle Rots4
1 - Royal Belgian Institute of Natural Sciences, Directorate Earth and History of life, Brussels, Belgium · 2 - Muséum national
d’Histoire naturelle, UMR 7209 Archéozoologie, Archéobotanique: sociétés, pratiques et environnements, Paris, France · 3 Royal Belgian Institute of Natural Sciences, Scientific Heritage Service, Brussels, Belgium · 4 - Chercheur Qualifié du FNRS,
TraceoLab/Prehistory, University of Liège, Liège, Belgium
In last decades, scholars have highlighted the usefulness of birds, as part of the small game, to help understanding complex human
behaviour and choices during the Prehistory. While the exploitation of birds has been documented in several sites in eastern or
southern Europe, what happened in north-western Europe is still largely unknown due to a lack in the preservation and in the
study of bird material. In this context, archaeological assemblages from Belgium offer a great opportunity to better understand the
exploitation of birds in this part of Europe, because of the good conditions of preservation offered by its partially karstic subsoil.
Here, we present the results of the study of the bird material from the largest Late Magdalenian assemblage of Belgium, the cave
site of the Trou de Chaleux. Archaeological excavations at the Trou de Chaleux at the end of the 19th century yielded a vast assemblage of lithic and bone material as well as figurative art, characteristic of the Late Magdalenian. AMS dates with calibrated ages
range from 15,733 cal BP to 14,134 cal BP, situating the main archaeological deposit from the Trou de Chaleux at the transition
of Greenland Stadial-2 to Greenland Interstadial-1 (Bølling-Allerød Interstadial). Among the archaeozoological material, more
than 500 bird bones have been isolated, which had never been studied. We performed the taxonomic and skeletal identification of
the material and we examined in detail the surface of the bones in search of human modifications such as tool marks, fire traces or
pigment deposits. Surface alterations were investigated based on a macro- and microscopic analysis, including an analysis of wear
traces and elementary composition. More than 30 bird bones display traces of human intervention, mainly tool marks. The traces
observed indicate an intense exploitation of birds for food, technical but also symbolic purposes. Ptarmigans, ducks, snowy owl
and northern raven were consumed. The bones of the largest taxa such as geese, swan or loon were used as raw material to produce
tubes and needles. Feathers were also extracted. Finally, talons of golden eagle, northern raven and snowy owl have been sought
after for non-utilitarian purposes. The study of the bird material from the Trou de Chaleux helps precising exploitation patterns
of animal in north-western Europe and allow comparisons with other regions. The strong interest observed for geese could be a
regional particularity.
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Vascular grooves on human tibias as a proxy for Paleolithic mobility pattern inference: the case of the
Lower Magdalenian “Red Lady” of El Mirón cave (Cantabria, Northern Spain)
Borja González-Rabanal1 , Almudena Estalrrich1 , Ana B. Marín-Arroyo1 , Manuel González-Morales1 , Lawrence G. Straus2
1 - Instituto Internacional de Investigaciones Prehistóricas, IIIPC (Universidad de Cantabria, Santander, Gobierno de Cantabria),
Santander, Spain · 2 - Department of Anthropology MSC01 1040, University of New Mexico, Albuquerque, USA
Based on the study of the vascular grooves found on a human tibia from the “Red Lady” at El Mirón Cave, located in northern
Spain, inferences about her mobility patterns are presented. The Red Lady is a Lower Magdalenian woman dated ca. 18,700 calendar years ago, with an estimated age between 35 and 40 years [1,5]. The skeletal remains were found in a disturbed primary burial
from which, except the tibia (gnawed by a carnivore) and the fibulae, the long bones and cranium are missing. As part of ritual
treatment, the Red Lady’s bones were coated with mineral ochre [2]. Vascular grooves are found on the inner and external table of
neurocranium and the long bones shafts, such as the femur and tibia. Particularly in tibias, vascular grooves appear on the proximal and mid-shaft, where the muscular branches of the anterior tibial artery are inserted [3]. Vascular grooves appear during rapid
growth periods, usually at puberty or when high levels of physical activity are undertaken. The latter is related to higher muscular
tension which causes greater blood pressure and thus the creation of the vascular channels. Muscle size, sex, age and type of physical
activities performed are directly related to the presence and greater or lesser frequency of thereof [4]. In studying the Red Lady, vascular grooves were scored separately, based on location on the shaft. Diagnosis was based on position, direction, linearity, margin
shape and presence of absence of microstriations. Additionally, length and depth were measured, and morphology was compared
with rodent marks, root marks, bacterial activity and trampling damage to maximize successful identification. Two single vascular
grooves have been identified, both on the mid-shaft. They are U-shaped in cross section, with rounded borders indicating bone
growth around the anterior tibial artery vessels. They appear partially covered by ochre and no signs of post-depositional erosion
or microfractures have been observed. As described by [3] and [4], this woman would have had a high level of mobility during her
life. In fact, previous data from the robustness and cross-sectional shape of the tibia and fibulae suggest significant physical activity
related with daily activity and seasonal migration [5]. Moreover, stable isotope analysis of this individual indicates an intake of approximately 20% marine resources, so movements to the 25 km-distant Cantabrian coast can be inferred, in addition to daily moves
on the steep mountain slopes surrounding the site [1]. Vascular grooves constitute a new morphological indicator with which to
assess mobility patterns in past human populations. More studies are needed to highlight their future potential as an indicator of
human movement and exploitation of different ecological niches among Upper Paleolithic hunter-gatherer groups from Western
Europe.
This project is funded by the Spanish Ministry of Economy and Competitiveness (now Spanish Ministry of Science, Innovation and Universities): HAR2016-75605-R (BGR) and by Juan de la Cierva
postdoctoral fellow (A. E.). Excavations in El Miron Cave, directed by LGS and MRGM, were authorized and partly funded by the Gobierno de Cantabria, with additional funding from the US National
Science Foundation, Fundacion M. Botin, L. S. B. Leakey Foundation, Ministerio de Educación y Ciencia, National Geographic Society, University of New Mexico, and the Fund for Stone Age Research
(J.&R. Auel, principal donors).
References:[1] Straus, L. G., Morales, M. R. G., Carretero, J. M., 2015. ’The Red Lady of El Mirón Cave’: Lower Magdalenian Human Burial in Cantabrian Spain. Journal of Archaeological Science 60,
1-138.[2] Marín-Arroyo, A. B., 2015. Taphonomic study of the human remains from the Magdalenian burial in El Mirón Cave (Cantabria, Spain). Journal of Archaeological Science 60, 57-65.[3] Wells, C.,
1963. Cortical Grooves on the Tibia. Man 137, 112-114.[4] Sołtysiak, A., 2015. Vascular Grooves on Human Femora and Tibiae as a Potential Activity-related Trait. International Journal of
Osteoarchaeology 25(3), 345-351.[5] Carretero, J. M., Quam, R. M., Gómez-Olivencia, A., Castilla, M., Rodríguez, L., García-González, R., 2015. The Magdalenian human remains from El Mirón Cave,
Cantabria (Spain). Journal of Archaeological Science 60, 10-27.
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Change in the discourse: the impact of ancient DNA analysis on Neanderthal studies
John W Graham1
1 - University of Aberdeen, Scotland
Late Pleistocene archaeology has seen an exponential increase in publications over the past few years, particularly in studies involving Neanderthals and other extinct hominin species. To an extent this increase may be attributed to methodological advances; while
there have been several innovative approaches, such as the use of stable isotopes, there is a general perception that DNA analysis
has had the most significant impact on the field. Indeed, it might be claimed that it has come to occupy a central position in the
discourse. This is hardly surprising given the impact of studies of mitochondrial DNA in the 1990s and the outcomes of projects
such as the Human Genome Project (1990-2003), and the Neanderthal Genome Project (2006 – present) which led to the initial
draft of the Neanderthal genome among other influential research papers. To date, however, there has been no wide-ranging and
empirical investigation of the influence of DNA analysis on the study of Homo neanderthalensis although its potential importance
to the field has been acknowledged for some time [1, 2] and is now even taken as a given [3]. This study presents the initial results
of a text analysis of a cross-disciplinary corpus of research articles covering the period 1970-2017. A notable increase in frequency
of keywords integral to DNA studies is demonstrated. Evidence is presented to support the perception that papers either directly
reporting or substantially referring to the results of DNA analyses have achieved a statistically significant position in the field in
terms of the number of published articles. The expansion of the influence of such studies is considered. Also shown is a highly significant difference in citations between those articles containing titular keywords linked to studies of ancient DNA, and those not.
It is suggested that these phenomena signal the continuing centrality to the discourse of identifying the exact taxonomic (and hence
ontological) status of Homo neanderthalensis and its relationship to Homo sapiens. This may reflect wider contemporary concerns
with identity as well as perhaps a valorization of hard science in othering and ordering.
References:[1] Drell, J. R. R., 2000. Neanderthals: A history of interpretation. Oxford Journal of Archaeology 19(1), 1-24.[2] Trinkaus, E., Shipman, P., 1993. The Neanderthals: changing the image of
mankind. London: Cape.[3] Reich, D., 2018. Who We Are and How We Got Here. Oxford: Oxford University Press.
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Sexual dimorphism in the chimpanzee pelvis: Implications for understanding the human childbirth
dilemma
Nicole D.S. Grunstra1,2,3 , Eva Zaffarini4 , Barbara Fischer3 , Philipp Mitteroecker1
1 - Department of Theoretical Biology, University of Vienna, Vienna, Austria · 2 - Mammal Collection, Natural History Museum
Vienna, Vienna, Austria · 3 - Konrad Lorenz Institute for Evolution and Cognition Research, Klosterneuburg, Austria · 4 Department of Biotechnology and Bioscience, Università degli Studi di Milano-Bicocca, Milan, Italy
The human pelvis is under antagonistic selection: Selection for a relatively narrow pelvis, often attributed to bipedal locomotion
or visceral support, opposes selection for a birth canal that is wide enough to accommodate large-headed neonates. Since only
women need to be able to give birth, a strong pattern of pelvic sexual dimorphism exists, with women having wider birth canals
despite being on average shorter than men. Previous work has elucidated an allometric and a non-allometric component of sexual
dimorphism in human pelvic shape, with the former arising due to dimorphism in stature and the latter comprising birth-relevant
features [1]. In chimpanzees, where the neonate is much smaller relative to the birth canal, pelvic sexual dimorphism is not nearly
as evident, and the role of body size dimorphism has been variously argued to drive or obscure pelvic dimorphism. However, most
studies employ different measurements, and few have investigated sexual dimorphism in the chimpanzee pelvis in detail. We conducted a geometric morphometric analysis of the chimpanzee (Pan troglodytes) pelvis using a dense set of 279 3D landmarks on 20
adult females and 14 adult males. In contrast to several previous studies, we found overall pelvic shape to be significantly sexually
dimorphic in chimpanzees, with males having larger and more flared ilia than females, a smaller sub-pubic angle and a superiorly
narrower sacrum. We also considered the birth canal separately. The size (represented by the area of the pelvic inlet) of the birth
canal was non-dimorphic between the sexes, but canal shape was clearly dimorphic, with females having a mediolaterally wider and
thus rounder canal than males. Pelvic shape variation had an allometric component, which was similar for males and females, but
sexual dimorphism in pelvic shape was largely unrelated to this allometric trend. The observed pattern of sexual dimorphism in
the chimpanzee pelvis closely matches the pattern known in humans. Given that the chimpanzee pelvis likely poses no obstetric
constraints, our findings suggest that pelvic sexual dimorphism can exist in the absence of obstetric selection and may be a shared
pattern among hominids or even mammals [see also 2-4]. The current findings therefore have important implications for our understanding of the evolution of human pelvic sexual dimorphism as well as for the study of the hominin fossil record, in which the
degree of sexual dimorphism and related biological aspects (e.g. cephalopelvic proportion) is a topic of debate [e.g. 5].
We are grateful to Dr. Cinzia Fornai, Viktoria Krenn and Dr. Martin Häusler, University of Zurich, for access to surface scans of chimpanzee pelves. We also wish to thank Dr. F. Zachos and the Natural
History Museum Vienna, Kyoto University’s Digital Morphology Museum (KUPRI), and the Center for Academic Research & Training in Anthropogeny (CARTA) for access to specimens. N.D.S.G. and
P.M. were supported by the Austrian Science Fund (FWF) grant P29397, E.Z. by the European Community Action Scheme for the Mobility of University Students (ERASMUS).
References:[1] Fischer, B., Mitteroecker , P., 2017. Allometry and Sexual Dimorphism in the Human Pelvis. Anatomical Record 300, 698-705.[2] Moffett, E.A. 2017. Dimorphism in the Size and Shape of
the Birth Canal Across Anthropoid Primates. Anatomical Record 300, 870-889.[3] Huseynov, A., Ponce de León, M.S., Zollikofer, C.P.E., 2017. Development of Modular Organization in the Chimpanzee
Pelvis. Anatomical Record 300, 675-386.[4] Tague, R.G., 2003. Pelvic sexual dimorphism in a metatherian, Didelphis Virginiana: Implications for eutherians. Journal of Mammalogy 84 1464–1473.[5]
Häusler, M., Schmid, P., 1995. Comparison of the pelves of Sts 14 and AL288-1: implications for birth and sexual dimorphism in australopithecines. Journal of Human Evolution 29, 363-383.
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Homo erectus palaeoecology in Java: A study of cervid post-cranial ecomorphology
Ben Gruwier1 , Kris Kovarovic1 , Sarah Elton1
1 - Department of Anthropology, Durham University, South Road, Durham, United Kingdom
This study reports on the palaeoenvironmental reconstructions of several Early to Middle Pleistocene sites from Eastern Java (Trinil,
Kedung Brubus and Sangiran), based on newly developed ecomorphological methods for the cervid calcaneus and intermediate
phalanx. Using a geometric morphometrics approach, 3D landmark data were collected on a sample of extant cervids of known
habitat preference, to establish correlations between morphological features, locomotor behaviour and environmental parameters.
These models were then applied to deer fossils from the selected hominin sites, as well as a sample of unprovenanced specimens
from Java, to assess past vegetation structure and substrate type.
Our research extends the suite of ecomorphological methods available for palaeoenvironmental reconstruction of hominin
sites. The morphology of the calcaneus and intermediate phalanx were found to vary with locomotor strategy and habitat along a
continuum from open habitats with a dry substrate to closed habitats with a wet substrate. Furthermore, a contribution is made to
our understanding of the poorly studied environments that were present in East Java during the Pleistocene. The results of Trinil
were in line with earlier interpretations [1] of an open environment with some woodland cover, but with a relatively wet substrate.
The results of Kedung Brubus and its associated fauna are indicative of open, but drier conditions and presumably coincided with a
glacial stage where Java was connected to continental Southeast Asia, allowing increased biotic interchange with the Asian mainland
[1]. The material from Sangiran is indicative of open conditions, and either more dry or wet substrates. This possibly reflects the
(taxonomically) mixed or diachronic nature of the fossils from this site.
The early dispersal of Homo erectus, usually considered the first hominin to have expanded its biogeographic range over large
parts of the Old World [2], is generally hypothesized to have been driven by either extrinsic (e.g. the expansion of open environments) or intrinsic factors (e.g. the increased capacity of H. erectus to adapt to variable conditions) [3]. The reported palaeoenvironmental reconstructions provide an estimate of the extent to which this species depended on a specific type of environment. The
results do not contradict a scenario where Homo erectus was restricted to more open environments for its survival and dispersal. A
degree of environmental flexibility can, nevertheless, be extrapolated from its presence in both dry and wet conditions.
Thanks are due to the many institutions and museum curators that provided access to their collections. In addition, we thank all the individuals who have contributed to this project with their
constructive insights and advice. Special thanks go to: John de Vos, Tarek Oueslati, and Una Strand Vidarsdottir. The Department of Anthropology is warmly thanked for its financial support.
References:[1] van den Bergh, G. D., de Vos, J., Sondaar, P. Y., 2001. The Late Quaternary palaeogeography of mammal evolution in the Indonesian Archipelago. Palaeogeography, Palaeoclimatology,
Palaeoecology 171, 385–408.[2] Anton, S.C., Swisher, C.C., 2004. Early dispersals of Homo from Africa. Annual Review of Anthropology 33, 271-296.[3] Carotenuto, F., Tsikaridze, N., Rook, L.,
Lordkipanidze, D., Longo, L., Condemi, S., Raia, P., 2016. Venturing out safely: The biogeography of Homo erectus dispersal out of Africa. Journal of Human Evolution 95, 1-12.
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Homo heidelbergensis is not your ancestor
Philipp Gunz1 , Sarah E. Freidline1 , Jean-Jacques Hublin1
1 - Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany
Genetic data suggest that Homo sapiens and Neanderthals evolved from a common ancestor in the Middle Pleistocene [1]. However,
the morphology of this last common ancestor has remained elusive. Here we challenge the current paradigm (reviewed, e.g., in [2])
that Homo heidelbergensis is ancestral to both Neanderthals and Homo sapiens. The faces of many fossil hominins are larger and
more robust than those of modern humans, and temporal trends of facial gracilization are evident in both the Homo sapiens and
the Neanderthal lineage [3,4]. First, we therefore quantify how evolutionary changes of facial size affect facial shape. To this end we
use three-dimensional geometric morphometrics based on 791 landmarks and semilandmarks to compare facial shape in a diverse
sample of recent and fossil humans from Africa, Europe, and Asia (N=256). We use the residuals from multivariate regressions of
facial shape on facial size to account for static allometry within each group. To reconstruct partially complete fossil specimens, we
realigned displaced bone fragments based on surface or CT scans, and used mirror-imaging and thin-plate spline interpolation to
estimate missing data [5].
As expected, we find that that a principal component analysis (PCA) of facial shape clearly separates recent and fossil Homo
sapiens from Neanderthals and Homo heidelbergensis. When allometric effects are removed by analyzing regression residuals, Homo
heidelbergensis s.l. specimens and Neanderthals overlap completely. This indicates that allometry largely accounts for the facial
shape differences between Homo heidelbergensis specimens Arago 21, Bodo, Kabwe, Petralona, the early Neanderthal Sima de los
Huesos 5, and classic Neanderthals (Gibraltar 1, Guattari, La Chapelle-aux-Saints, La Ferrassie 1, Saint Cesaire, Shanidar 1 and
5). However, allometry does not account for the facial shape differences between these Homo heidelbergensis individuals and both
fossil and recent Homo sapiens. Notably, Homo erectus s.l. specimens KNM-ER 3733 and Sangiran 17 and Homo habilis specimen
KNM-ER 1813 cluster with recent and fossil Homo sapiens when facial size differences are accounted for.
Our findings indicate that the facial morphology of Homo heidelbergensis specimens Arago 21, Bodo, Kabwe, and Petralona
is derived towards Neanderthals. In contrast, Homo sapiens retains many aspects of the more generalized, ancestral, Homo erectus
facial shape. We suggest that whereas Neanderthals plausibly evolved from Homo heidelbergensis via gracilization, the last common
ancestor of Neanderthals and Homo sapiens did not look like Homo heidelbergensis. Our findings therefore suggest that Homo heidelbergensis gave rise to Neanderthals, whereas Homo sapiens evolved from a more Homo erectus-like ancestor.
We thank the curators of all fossil and extant specimens for providing access. This work was funded by the Max Planck Society.
References:[1] Hajdinjak, M., Fu, Q., Hubner, A., Petr, M., Mafessoni, F., Grote, S., Skoglund, P., Narasimham, V., Rougier, H., Crevecoeur, I., Semal, P., Soressi, M., Talamo, S., Hublin, J.J., Gusic, I.,
Kucan, Z., Rudan, P., Golovanova, L.V., Doronichev, V.B., Posth, C., Krause, J., Korlevic, P., Nagel, S., Nickel, B., Slatkin, M., Patterson, N., Reich, D., Prufer, K., Meyer, M., Paabo, S., Kelso, J., 2018.
Reconstructing the genetic history of late Neanderthals. Nature 555, 652-656.[2] Lacruz, R.S., Stringer, C.B., Kimbel, W.H., Wood, B., Harvati, K., O’Higgins, P., Bromage, T.G., Arsuaga, J.L., 2019. The
evolutionary history of the human face. Nat Ecol Evol.[3] Freidline, S.E., Gunz, P., Harvati, K., Hublin, J.J., 2012. Middle Pleistocene human facial morphology in an evolutionary and developmental
context. J Hum Evol 63, 723-740.[4] Hublin, J.J., Ben-Ncer, A., Bailey, S.E., Freidline, S.E., Neubauer, S., Skinner, M.M., Bergmann, I., Le Cabec, A., Benazzi, S., Harvati, K., Gunz, P., 2017. New fossils
from Jebel Irhoud, Morocco and the pan-African origin of Homo sapiens. Nature 546, 289-292.[5] Gunz, P., Mitteroecker, P., Neubauer, S., Weber, G.W., Bookstein, F.L., 2009. Principles for the virtual
reconstruction of hominin crania. Journal of Human Evolution 57, 48-62.
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Doubling the number of high-coverage Neandertal genomes
Mateja Hajdinjak1 , Elena Essel1 , Liubov V. Golovanova2 , Vladimir B. Doronichev2 , Hélène Rougier3 , Isabelle Crevecoeur4 ,
Patrick Semal5 , Marie-Theres Gansauge1 , Laurin Lippik1 , Sarah Nagel1 , Birgit Nickel1 , Julia Richter1 , Anna Schmidt1 ,
Matthias Meyer1 , Janet Kelso1 , Svante Pääbo1
1 – Department of Evolutionary Genetics, Max Planck Institute for Evolutionary Anthropology,Leipzig, Germany · 2 – ANO
Laboratory of Prehistory, Petersburg, Russia · 3 – Department of Anthropology, California State University Northridge,
Northridge, USA · 4 – UMR 5199 - PACEA, CNRS, Université de Bordeaux, Pessac Cedex, France · 5 – Royal Belgian Institute
of Natural Sciences, Brussels, Belgium
Over the last few years, the recovery and the analyses of genomes of ancient modern humans, Neandertals, and Denisovans have
changed our understanding of the origins, the movements, and the relatedness of archaic and modern human populations. However, in many cases endogenous DNA represents such a small fraction of the DNA extracted from specimens that sequencing of
the complete ancient genomes is economically infeasible. Thus, to date, only three Neandertal genomes have been sequenced to
high coverage [1-3]. Even though Neandertal genome sequences of low coverage [4] can be used to reconstruct various aspects of
Neandertal genetic history, many analyses, for example estimation of population size and levels of inbreeding, rely on the reliable
diploid genotypes. Recent studies have shown that certain skeletal elements, such as the inner part of the petrous bone and the cementum layer in teeth [5 and references therein], may preserve DNA better over time. There is also evidence that the preservation
of endogenous DNA may vary substantially even within a few millimeters distance in a single specimen [2, 4]. Due to the value
and scarcity of ancient hominin remains, it is critical that the smallest possible amount of destructive sampling is involved in the
recovery of genetic material. A usual sampling strategy typically involves taking around 50 mg of powder from a single location
of a given bone or tooth. We investigated here whether taking multiple smaller samples in a step-wise manner of the Neandertal
specimens from the Mezmaiskaya Cave in Russia and the Troisième caverne of Goyet in Belgium may improve the yield of ancient human DNA. We removed between 8.5 and 27.2 mg of bone powder from a Mezmaiskaya 1 rib fragment, between 2.5 and
35.1 mg from a Mezmaiskaya 2 skull fragment, and between 5.8 and 53.8 mg from the Goyet Q56-1 femur fragment, amounting
to between 15 and 38 powder subsets per specimen and an average input of 16.6 mg of powder per extraction. Importantly, to
minimize the impact of contamination, we treated each powder aliquot with 0.5% sodium hypochlorite solution prior to DNA
extraction. The DNA extracts from the same specimen varied by several orders of magnitude in their proportion of endogenous
DNA (between 0.07% and 54.7%), their content of nuclear genomes (between 0.01 and 78-fold coverage), as well as in the levels
of present-day human contamination (0.2-50.3%). There was no significant correlation between the amount of powder used for
the extraction and the overall amount of the endogenous DNA or the levels of present-day human DNA contamination. Thus,
these results indicate that ancient DNA preservation varies greatly within one specimen and that the removal of multiple, small
sub-samples instead of one larger sample, here coupled with a decontamination procedure, can drastically improve the likelihood
of isolating large enough amounts of DNA to make whole genome sequencing feasible. This approach allowed us to identify extracts
with exceptionally high endogenous DNA content and low levels of present-day human DNA contamination (<2%), enabling us
to generate three additional high-coverage Neandertal genomes. The high-quality genome sequences of multiple Neandertals form
a unique reference resource for the scientific community and are valuable for analyses that require reliable diploid genotypes and
haplotype information. For example, these data open new opportunities to investigate Neandertal population history, to identify
genetic variants that arose uniquely on the Neandertal lineage and might have changed through time, and to determine those that
may underlie archaic-specific traits or adaptations.
This study was funded by the Max Planck Society and the European Research Council (grant agreement number 694707 to S.P.).
References:[1] Prüfer, K., Racimo, F., Patterson, N., Jay, F., Sankararaman, S., Sawyer, S., Heinze, A., Renaud, G., Sudmant, P. H., de Filippo, C., Li, H., Mallick, S., Dannemann, M., Fu, Q., Kircher, M.,
Kuhlwilm, M., Lachmann, M., Meyer, M., Ongyerth, M., Siebauer, M. F., Theunert, C., Tandon, A., Moorjani, P., Pickrell, J., Mullikin, J. C., Vohr, S. H., Green, R. E., Hellmann, I., Johnson, P. L. F.,
Blanche, H., Cann, H., Kitzman, J. O., Shendure, J., Eichler, E. E., Lein, E. S., Bakken, T. E., Golovanova, L. V., Doronichev, V. B., Shunkov, M. V., Derevianko, A. P., Viola, B., Slatkin, M., Reich, D., Kelso,
J., Pääbo, S., 2014. The complete genome sequence of a Neanderthal from the Altai Mountains. Nature 505, 43-49.[2] Prüfer, K., Filippo, C. d., Grote, S., Mafessoni, F., Korlevic, P., Hajdinjak, M., Vernot,
B., Skov, L., Hsieh, P., Peyrégne, S., Reher, D., Hopfe, C., Nagel, S., Maricic, T., Fu, Q., Theunert, C., Rogers, R., Skoglund, P., Chintalapati, M., Dannemann, M., Nelson, B. J., Key, F. M., Rudan, P., Kucan,
Ž., Gušic, I., Golovanova, L. V., Doronichev, V. B., Patterson, N., Reich, D., Eichler, E. E., Slatkin, M., Schierup, M. H., Andrés, A. M., Kelso, J., Meyer, M., Pääbo, S., 2017. A high-coverage Neandertal
genome from Vindija Cave in Croatia. Science, 358, 655-658.[3] https://www.eva.mpg.de/genetics/genome-projects/chagyrskaya-neandertal/home.html[4] Hajdinjak, M., Fu, Q., Hubner, A., Petr, M.,
Mafessoni, F., Grote, S., Skoglund, P., Narasimham, V., Rougier, H., Crevecoeur, I., Semal, P., Soressi, M., Talamo, S., Hublin, J.J., Gušić, I., Kučan, Z., Rudan, P., Golovanova, L.V., Doronichev, V.B., Posth,
C., Krause, J., Korlević, P., Nagel, S., Nickel, B., Slatkin, M., Patterson, N., Reich, D., Prüfer, K., Meyer, M., Pääbo, S., Kelso, J., 2018. Reconstructing the genetic history of late Neanderthals. Nature 555,
652-656.[5] Hansen, H.B., Damgaard, P.B., Margaryan, A., Stenderup, J., Lynnerup, N., Willerslev, E., Allentoft, M.E., 2017. Comparing Ancient DNA Preservation in Petrous Bone and Tooth Cementum.
PLoS ONE 12, e0170940.
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Morphological assessment of modern human upper and lower first molars
Vanda Halász1 , Cinzia Fornai1,2 , Gerhard Weber1,3
1 - Department of Evolutionary Anthropology, University of Vienna, Austria · 2 - Institute Evolutionary Medicine, University of
Zurich, Switzerland, Department of Evolutionary Anthropology, University of Vienna, Austria · 3 - Core Facility for Micro Computed Tomography, University of Vienna, Austria
Human first permanent molars are well studied, but comprehensive investigations that elucidate 3D crown morphology variation
of geographically diverse populations are lacking. The aim of the present study is to provide quantitative and qualitative data from
upper and lower first molar crowns (uM1s and lM1s, respectively) for the understanding of human dental shape and size variation.
Studying the outer enamel surface (OES) can be limited by various factors such as abrasion or damage. The enamel-dentin-junction
(EDJ) is less affected by those factors and shows a high correspondence of features with the OES. Following previously established,
non-invasive protocols [1,2], we focused both on the EDJ and the OES. This study combines 3D imaging techniques and geometric
morphometric methods [3], and compares the outcome of the morphometric analyses with the results of the analysis of discrete
traits scored on the EDJ.
A total of 80 molar crowns (45 uM1s and 35 lM1s) were examined. The sample consisted of populations with different geographical origin and subsistence background: Sub-Saharan Africans, Southeast Asians, Bedouins, Avars, South Americans, and
Central Europeans. 3D image data were obtained at the Vienna µCT Lab, Austria. Four sets of landmarks were considered: EDJ
occlusal surface, cervical outline, crown outline, and a dataset combining the EDJ surface with the cervical outline which represented
the dentinal crown most comprehensively. Multivariate statistics were used to assess shape variance, covariance, and allometry. The
discrete traits were assessed based on the Arizona State University Dental System [4].
The landmark-based analyses showed that in both upper and lower first molars, morphology did not differ significantly between modern human populations. Shape and form variation were generally high within each group, and the different populations
overlapped widely. First molar crown gross morphology varied between narrow and high, and broad and low. The most distal regions of both uM1s and lM1s were more variable than the mesial regions. Molar size variation (here represented by both 2D and
3D landmark configurations) confirmed previous findings, namely Europeans possess smaller teeth than Africans and Asians. The
allometric effects measured were negligible (∼4%). Similarly, we did not find an indication of molar shape sexual dimorphism. Our
investigation revealed that the appearance of the cervical line (hourglass-shaped vs. oval) depended on the configuration of the root
system (widely separated vs. close or fused roots, respectively). A high pairwise correlation of the occlusal surface (r1=0.85 for the
EDJ) and dentinal crown (r1= 0.61 for the combined dataset) were revealed between the uM1 and lM1 shape variables. These
results reflect the high morphological integration of upper and lower molars, and of their occlusal aspects in particular, which in
turn can be explained by a strong genetic control during odontogenesis. Few of the discrete traits considered (the anterior transverse ridge and the anterior accessory tubercles) provided population-specific frequencies. Additionally, we replicated the results
of Hunter et. al. [5] on the positive correlation between the intercuspal distances and Carabelli’s cusp degree of expression.
In conclusion, M1s shape and form do not make it possible to attribute an individual tooth to its own population. This also
means that in any comparative analyses of hominoid molars, the choice of the modern human sample would have no influence.
Our results do not support a relevant effect of gene drift or diet on molar shape.
We thank Gerlinde Gruber (Medical University of Vienna), Maria Teschler-Nicola and Eduard Winter (Natural History Museum Vienna), Department of Anatomy and Anthropology (Sackler Faculty of
Medicine, Tel Aviv University) for access to materials. C. Fornai was financially supported by the Swiss National Science Foundation grant no. 31003A 176319. We are grateful to Martin Dockner (Vienna
Micro-CT Lab) for his technical support, Viktoria Krenn and Lisa Wurm for collaboration during data acquisition.
References:[1] Benazzi, S., Fornai, C., Buti, L., Toussaint, M., Mallegni, F., Ricci, S., Gruppioni, G., Weber, G.W., Condemi, S., and Ronchitelli, A. (2012). Cervical and crown outline analysis of worn
Neanderthal and modern human lower second deciduous molars. American Journal of Physical Anthropology 149, 537–546 DOI: 10.1002/ajpa.22155”10.1002/ajpa.22155.[2] Weber, G.W., Fornai, C.,
Gopher, A., Barkai, R., Sarig, R., and Hershkovitz, I. (2016). The Qesem Cave hominin material (part 1): A morphometric analysis of the mandibular premolars and molar. Quaternary International 398,
159–174. DOI: 10.1016/j.quaint.2015.11.102.[3] Weber, G.W., Bookstein, F.L., 2011. Virtual anthropology: A guide to a new interdisciplinary field, New York: Springer, ISBN 978-3-211-48647-4.[4]
Turner, C.G., Nichol, C.R., and Scott, G.R. (1991). Scoring procedures for key morphological traits of the permanent dentition: The Arizona State University Dental Anthropology system. Advances in
Dental Anthropology., (New York: Wiley-Liss.), pp. 13–31. ISBN: 978-0-471-56839-1. [5] Hunter, J.P., Guatelli-Steinberg, D., Weston, T.C., Durner, R., and Betsinger, T.K., 2010. Model of Tooth
Morphogenesis Predicts Carabelli Cusp Expression, Size, and Symmetry in Humans. PLoS ONE 5, e11844. DOI: 10.1371/journal.pone.0011844.
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Dynamic landscapes of fear: Effects of habitat-heterogeneity, seasonality, and predator diversity on a
population of terrestrial primates (Papio ursinus)
Philippa Hammond1 , Kaitlyn Gaynor2 , Paola Bouley3,4 , Dora Biro5 , Susana Carvalho1,3
1 - Primate Models for Behavioural Evolution Lab, Institute of Cognitive and Evolutionary Anthropology, University of Oxford,
UK · 2 - University of California, Berkeley, United States · 3 - Gorongosa National Park, Sofala, Mozambique · 4 - University of
Pretoria, South Africa · 5 - Department of Zoology, University of Oxford, UK
“Evolutionary arms races” between predators and prey have shaped complex adaptations across the animal kingdom, arguably influencing some of the key behavioural transitions in human evolution. Fossil evidence indicates that a noticeable bout of carnivore
extinctions that occurred between 2 and 1.5 million years ago coincides with a critical period for hominin evolution, during which a
clade of species was progressively pruned down to one, Homo ergaster/erectus, which successfully dispersed across and out of Africa
[1]. It has been suggested that the dispersal patterns and technological advances of early Homo species allowed them to hunt or
outcompete East African carnivores [2], but there may have existed a converse relationship; perhaps the drastic change in predation
pressure facilitated behavioural adaptations that ultimately contributed to the unique flexibility and success of H. ergaster/erectus?
Within a framework informed by paleoanthropological research, this work employs a primate models approach [3] to explore the
proximate effects of predation pressure on primate movement and behaviour in a heterogeneous and seasonal environment, seeking to fill gaps that arise from inherent limitations of fossil records. It investigates the “landscapes of fear” [4] of an extant, highly
adaptive, terrestrial primate species, the Chacma baboon (Papio ursinus), ranging in an East African landscape analogous to the
mosaic habitats occupied by hominins during the Plio-Pleistocene [5]. Gorongosa National Park, Mozambique, is an area occupied by an abundant baboon population, and of previously low, but now monitored and increasing predation pressure from several
carnivorous species. Over 200 baboon troops are spread across Gorongosa’s mosaic of landscapes, resulting in varied exposure to
habitat-type, water availability, inter and intra-specific competition, and predation pressure. Within this natural laboratory, longitudinal data from a 300 km² camera trap grid and GPS-collared carnivores are used to map baboons’ seasonal and diel use of
the landscape in relation to habitat variation, the presence and movements of lions (Panthera leo), and the reintroduction of wild
dogs (Lycaon pictus) to the ecosystem, providing novel insight into the nuances and effects of risk on the behavioural ecology of
a terrestrial primate. Preliminary results suggest that in such an environment, proximity to water is a strong predictor of animal
activity, with seasonal consequences for primate-predator dynamics.
References:[1] Potts, R., 2013. Hominin evolution in settings of strong environmental variability. Quaternary Science Reviews, 73, 1–13. https://doi.org/10.1016/J.QUASCIREV.2013.04.003[2]
Werdelin, L., Lewis, M. E., 2005. Plio-Pleistocene Carnivora of eastern Africa: species richness and turnover patterns. Zoological Journal of the Linnean Society, 144(2), 121–144.
https://doi.org/10.1111/j.1096-3642.2005.00165.x[3] Kinzey, W., 1987. Evolution of human behavior: primate models. Retrieved from https://books.google.com/books?hl=en&lr=&id=Vn71mc10B4C&oi=fnd&pg=PR7&dq=kinzey+the+evolution+of+human+behaviour+primate+modle&ots=zy6zfu2vxs&sig=fmCdIBF8yqtV6Zau-NqSupMxFjo[4] Laundré, J., Hernández, L., Ripple,
W., 2010. The landscape of fear: ecological implications of being afraid. Open Ecology Journal, 3, 1–7. Retrieved from
http://www.academia.edu/download/44778290/The_Landscape_of_Fear_Ecological_Implica20160415-5548-9kamr3.pdf[5] Bobe, R. (2018). The first three million years of human evolution: The
ecology of our African ancestors. In: Annual Meeting of the European Society for the Study of Human Evolution.
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Facial morphology of Australopithecus afarensis: exploring intraspecific variation in human evolution
Hester Hanegraef1,3 , Fred Spoor1,2,3
1 – Centre for Human Evolution Research, Department of Earth Sciences, Natural History Museum, London, UK · 2 –
Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 3 – Department of
Anthropology, University College London, London, UK
The morphological variation of known species is an essential aspect that needs to be considered when attributing fossils to specific
taxa. When studying human evolution, the assumed variation of extinct species is mostly inferred from samples of modern humans
and great apes. However, these extant species are not necessarily representative, most obviously as they sample a much shorter time
period and may well have a different pattern of sexual dimorphism. Thus, exploring the morphological variation of a well-defined
early hominin species could provide an additional and improved standard. Australopithecus afarensis is the best candidate for such
a study, because it has a densely sampled and well-preserved fossil record from eastern Africa, which represents a substantial time
period (3.7-3.0 Ma). Since facial morphology typically differentiates early hominin species, this research focuses on analysing variation of the maxillae. Both adults and late juveniles, who have their third molar not yet in occlusion, were included in this study.
First, the A. afarensis fossils were virtually reconstructed using µCT images, removing breakages, plastic deformation and other
taphonomic distortions where necessary to recover the original morphology. Then, three-dimensional geometric morphometric
analyses were used to examine the amount and nature of variation. The shape of the maxillae was captured using 65 landmarks.
For comparative purposes, the nine fossil specimens of A. afarensis were analysed alongside 345 specimens of Gorilla gorilla, Gorilla beringei, Pan troglodytes, Pan paniscus and Homo sapiens, sampling large geographic areas and both sexes. Initial results show
that a large amount of the morphological variation is due to allometry, and that the allometric slope differs between species. This
highlights the importance of correcting for size-related shape variation while also taking phylogeny into account, in order to obtain
the morphological variation that is only attributed to shape. Results of this research will provide an improved characterisation of
the intraspecific morphological variation shown by A. afarensis maxillae, and provide a framework for species attributions of key
Plio-Pleistocene hominin fossils.
This research is funded through the London NERC Doctoral Training Partnership (NE/L002485/1), and supported by the Max Planck Society. We thank the National Museum of Ethiopia, Authority for
Research and Conservation of Cultural Heritage (ARCCH), Zeray Alemseged and William Kimbel for access to the fossil data.
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Predicting ankle mechanics in the fossil hominin record using finite element modeling
William E.H. Harcourt-Smith1 , Nicole M. Webb2,3 , Zane Swanson4 , Herman Pontzer4 , Jeremy DeSilva5
1 - Lehman College CUNY, American Museum of Natural History, NYCEP · 2 - Institute of Evolutionary Medicine, University
of Zurich · 3 - Senckenberg Research Institute and Natural History Museum, Frankfurt am Main, Germany · 4 - Duke University ·
5 - Dartmouth College
The majority of studies investigating the locomotor behaviour of fossil hominins focus on qualitative or quantitative assessments of
bony anatomy. Predictions are then made based on inferred structure-function relationships in living primates, often drawn from
field or laboratory observations on locomotor behavior. Precise biomechanical relationships between articulating elements are thus
often poorly understood. One way to address this issue is through virtual modeling of the biomechanics of joint complexes critical
to locomotor function. A technique that has been utilized by palaeoanthropologists in the past is Finite Element Analysis (FEA),
which allows researchers to model differing loading regimes on a structure. Most FEA work to date has focused on craniofacial
elements as they pertain to chewing mechanics. Here we present FEA data from the talus of modern human subjects and apply our
findings to selected fossil hominin specimens.
Our sample consists of four adult human subjects (three males, one female) with a range of heights and body masses. Digital
models of the talus were reconstructed from high-resolution MRI scans of the subjects, and then cleaned, smoothed and meshed
using CAD software. High-speed 3D kinematics (200Hz), kinetic, and force plate (1000Hz) data were then collected from the same
subjects at a wide range of walking speeds (0.72m/s-1.37m/s). We then applied these data to simulate loading regimes through the
talar trochlea during the stance phase of walking. We focus here on heel-strike and the mid-stance phase of the gait cycle, and use
shell-based FE models utilizing well-established material properties for bone taken from the literature.
At heel strike the highest stresses in Homo sapiens are located on the lateral malleolar facet, lateral posterior calcaneal facet, and
the dorsal talar neck. This pattern is consistent across all individuals. When these loading regimes are applied to fossil hominin tali,
with loading forces adjusted to reflect reconstructed fossil hominin body masses, we show that there is considerable variation in
fossil hominin talar stress distributions. Au. afarensis (A.L.288) has a broadly similar pattern to that of H. sapiens, but those for
OH 8 (H. habilis / P. boisei) and MH 2 (Au. sediba) are markedly different from both each other and the human sample. These
findings are discussed within the broader context of fossil hominin locomotor diversity.
Funding for this study was provided by NYCEP IGERT grant - NSF 0966166 (NYCEP IGERT).
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Marathousa 2: A new Middle Pleistocene locality in Megalopolis Basin (Greece) with evidence of
human modifications on faunal remains
George E. Konidaris1 , Vangelis Tourloukis1 , Athanassios Athanassiou2 , Domenico Giusti1 , Nicholas Thompson1 , Eleni
Panagopoulou2 , Panagiotis Karkanas3 , Katerina Harvati1
1 - Eberhard Karls University of Tübingen, Palaeoanthropology, Senckenberg Centre for Human Evolution and
Palaeoenvironment, Tübingen, Germany · 2 - Ministry of Culture, Ephorate of Palaeoanthropology-Speleology, Athens, Greece ·
3 – Malcolm H. Wiener Laboratory for Archaeological Science, American School of Classical Studies, Athens, Greece
Following the discovery and excavation of the Lower Palaeolithic butchering locality Marathousa 1 (MAR-1; Megalopolis Basin,
Peloponnesus, Greece) [1], conducted by the Ephoreia of Paleoanthropology and Speleology, Greek Ministry of Culture in collaboration with the American School of Classical Studies at Athens, led to the discovery of a new open-air locality, Marathousa 2
(MAR-2), approximately 1.5 km eastern of MAR-1, where stratified fossils were identified on a profile of the Marathousa Member
(Choremi Formation), directly below the Lignite Unit III of the Marathousa mine. Two areas were designated, both yielding so far
mainly hippopotamid bones: Area A with (cervical and thoracic) vertebrae and ribs belonging to a single individual of Hippopotamus, as well as a mandibular fragment of a fallow deer (Dama sp.), and Area B, about 90 m NW, with isolated dental Hippopotamus
specimens. The fossils in both areas occur in the same stratigraphic layer, which consists of brown, organic-rich, clayey fine sands
with clay clasts. Although the vertebral plates fuse towards the end of the epiphyseal bone fusing sequence in mammals, the unfused plates of the vertebrae from Area A indicate that they belong to a juvenile-young individual. The study of the dental specimens
revealed that they belong to the large-sized Hippopotamus antiquus. This species was present in Europe during the Early–Middle
Pleistocene, and although its last occurrences are quite vague, it seems that it was replaced by the extant H. amphibius during the
second half of the Middle Pleistocene [2]. Hippopotamus antiquus is already known from MAR-1, dated to between 500 and 400 ka
[1], and the similar stratigraphic position of MAR-2, indicates a comparable age for the locality. Hippopotamus antiquus was a largesized hippopotamid, more than twice as big as the extant H. amphibius, and was highly dependent on water and aquatic vegetation
[3]; therefore, its presence indicates the existence of large and permanent freshwater bodies, and, together with the presence of the
fallow deer, temperate climatic conditions. The good state of preservation of the MAR-2 bones allows the identification of taphonomic modifications. Of particular importance is a Hippopotamus thoracic vertebra, which shows striations almost at the middle of
the lateral side of the spinous process. The three-dimensional virtual reconstructions of the striations with the use of a confocal microscope enabled their micromorphological study and their identification as cut marks. The presence of cut marks indicate human
modification of the vertebra by means of butchering activities, possibly attributed to filleting [4]. In addition to the exploitation of
straight-tusked elephants (Palaeoloxodon antiquus) in MAR-1 [5], MAR-2 constitutes further evidence of megafauna exploitation
during the Middle Pleistocene in the Megalopolis Basin and one of the few examples of hippopotami carcass processing during
the Lower Palaeolithic in Europe. As such, it contributes to the better knowledge of the food acquisition strategies and subsistence
behavior of Pleistocene Homo, and emphasizes the need for further research in the basin.
This research was supported by the ERC-CoG-724703 (“CROSSROADS”)
References:[1] Panagopoulou, E., Tourloukis, V., Thompson, N., Konidaris, G., Athanassiou, A., Giusti, D., Tsartsidou, G., Karkanas, P., Harvati, K., 2018. The Lower Palaeolithic site of Marathousa 1,
Megalopolis, Greece: Overview of the evidence. Quat. Int. 497, 33–46.[2] Pandolfi, L., Petronio, C., 2015. A brief review of the occurrences of Pleistocene Hippopotamus (Mammalia, Hippopotamidae) in
Italy. Geol. Croat. 68, 313–319.[3] Martínez-Navaro, B., 2010. Early Pleistocene faunas of Eurasia and hominin dispersals. In: Fleagle J.G. et al. (Eds.), Out of Africa I. The first hominin colonization of
Eurasia, Springer, 207– 224.[4] Voormolen, B., 2008. Ancient hunters, modern butchers: Schöningen 13II-4, a kill-butchery site dating from the northwest European Lower Palaeolithic. Ph.D.
Dissertation, University of Leiden, Leiden.[5] Konidaris, G.K., Athanassiou, A., Tourloukis, V., Thompson, N., Giusti, D., Panagopoulou, E., Harvati, K., 2018. The skeleton of a straight-tusked elephant
(Palaeoloxodon antiquus) and other large mammals from the Middle Pleistocene locality Marathousa 1 (Megalopolis Basin, Greece): preliminary results. Quat. Int. 497, 65–84.

82

Pecha Kucha Presentation Session 2, Thursday 11:00

Modern human dispersal into western Iberia: The Early Aurignacian of Lapa do Picareiro, Portugal
Jonathan Haws1,4 , Michael Benedetti2,4 , Lukas Friedl3,4 , Nuno Bicho4 , Milena Carvalho4,5 , João Cascalheira4 , Grace
Ellis4,6 , Brandon Zinsious4,7 , Ilona Benedetti2 , Sahra Talamo8
1 - University of Louisville · 2 - University of North Carolina Wilmington · 3 - University of West Bohemia · 4 - ICArEHB,
Universidade do Algarve · 5 - University of New Mexico · 6 - Colorado State University · 7 - University of Connecticut · 8 University of Bologna
The arrival of modern humans and associated Early Upper Paleolithic in southern and western Iberia was thought to post-date 37
ka in part due to the late survival of Neanderthals and the Middle Paleolithic [1]. The new dates from Bajondillo suggests that the
Aurignacian, and modern humans, arrived in southern Iberia 43-40 ka [2]. Critics of the new interpretation point to the lack of
diagnostic Aurignacian elements in the assemblage and question the association of the dated materials and lithic artifacts [3,4].
Thus, the timing of modern human arrival in Iberia, south of the Ebro, remains a disputed and contentious issue. Here we present
new evidence of an early Aurignacian occupation, documenting an anatomically modern human presence in western Iberia 5,000
years earlier than previously known. Our excavation of Lapa do Picareiro has revealed 10m of sediments spanning 50,000 years of
the Late Pleistocene. The cave of Lapa do Picareiro, in central Portugal, has revealed an early Aurignacian presence based on a lithic
assemblage with a diagnostic carinated endscraper/core and bladelets. The artifacts are stratigraphically positioned between a Middle Paleolithic occupation dated 47-45 ka cal BP and an undiagnostic archaeological level dated 36-38 ka cal BP. The radiocarbon
dates and sedimentological data from magnetic susceptibility analyses places the arrival of the Upper Paleolithic during Heinrich
Event 4 [5]. The finds corroborate the idea of a much earlier penetration of southern and western Iberia by modern humans and
complicate many previous scenarios. The new chronostratigraphic scenario supports a northern Iberian transfer of the Aurignacian
technocomplex through Euro-Siberian ecosystems that extended along the western margin of Iberia during cold phases of the Late
Pleistocene. On the other hand, the major rivers, Douro and Tejo, are also potential diffusion routes for the technocomplex since
they provide direct line access to the Atlantic coast, north and south of the site. The late Neanderthal survival at the nearby site of
Oliveira until ∼37 ka also suggests that the two groups many have overlapped in time and/or space for several centuries or a few
millennia.
The current research at Lapa do Picareiro is funded by U.S. National Science Foundation (NSF) awards to Haws (BCS-1420299, BCS-1724997) and Benedetti (BCS-1420453, BCS-1725015). The work has
also been supported in the past by the National Geographic Society, Wenner-Gren Foundation for Anthropological Research, Archaeological Institute of America. Additional support comes from the
University of Louisville, University of North Carolina Wilmington, and University of West Bohemia, Czech Rep. The authors also wish to acknowledge and thank the numerous students who participated
in the excavation. This would not be possible without their extraordinary effort.
References:[1] Zilhão, João, et al. 2017. Precise dating of the Middle-to-Upper Paleolithic transition in Murcia (Spain) supports late Neandertal persistence in Iberia. Heliyon 3 (11):e00435.[2]
Cortés-Sánchez, M., Jiménez-Espejo, F.J., Simón-Vallejo, M.D., Stringer, C., Lozano Francisco, M.C., García-Alix, A., Vera Peláez, J.L., Odriozola, C.P., Riquelme-Cantal, J.A., Parrilla Giráldez, R.,
Maestro González, A., Ohkouchi, N., Morales-Muñiz, A., 2019. An early Aurignacian arrival in southwestern Europe. Nature Ecology & Evolution.[3] Anderson, L., Reynolds, N., Teyssandier, N., 2019.
No reliable evidence for a very early Aurignacian in Southern Iberia. Nature Ecology & Evolution.[4] de la Peña, P., 2019. Dating on its own cannot resolve hominin occupation patterns. Nature Ecology &
Evolution.[5] Benedetti, M.M., Haws, J.A., Bicho, N.F., Friedl, L., Ellwood, B.B., 2019. Late Pleistocene site formation and paleoclimate at Lapa do Picareiro, Portugal. Geoarchaeology, 1-29.
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A Model for Predicting the heating temperatures of Middle Stone Age silcrete artefacts based on
non-destructive infrared analyses
Susann Heinrich (1 , Mareike C. Stahlschmidt (1 , Vera Aldeias (1,2 , Will Archer (1,3
1 - Department of Human Evolution, Max Planck Institute of Evolutionary Anthropology, Leipzig, Germany · 2 Interdisciplinary Center for Archaeology and the Evolution of Human Behaviour, University of Algarve, Faro, Portugal · 3 Archaeology Department, University of Cape Town, Rondebosch, South Africa
The lengths of, and numbers of hierarchical steps in stone artefact production sequences are key proxies for the evolution of cultural
complexity. The heat-treatment of silcrete rocks by past hominins, to increase their knapping quality, is central to this issue. Yet
conflicting views persist about the complexity of this process. On the one hand, scientists argue that silcrete heat-treatment was an
elaborate, multi-level procedure involving the prolonged and indirect exposure of these rocks to heat (1, 2). Each stage of production
(building a fire, burying rocks at a specific depth below the fire, maintaining prolonged insulated heat, managing gradual cooling
and making standardized blanks) was reliant on the stage that came before. Such complex procedures needed to be learned to be
maintained within a population, probably through high fidelity transmission mechanisms. Others argue that silcrete heat-treatment
was likely far simpler, involving fewer steps (direct exposure of blanks to embers and/or flames in an open-air burning context), and
that this process was managed by hominins no differently than everyday fire-related activities such as burning wood (3).
Whether heat-treated artefacts were exposed to the high temperatures and rapid increases associated with open-air fires is a
key issue in this debate. We know that some archaeological silcretes fractured catastrophically during heating - implying open-fire
exposure - but this could have occurred incidentally, and therefore was unrelated to intentional treatment. What is needed is a
robust method to predict the heat-induced alterations of archaeological silcretes. The behavioral implications of such predictions
rely on controls on [a] the minimum surface temperatures of fires in the past, [b] the sub-surface temperatures of fires exceeding
these minimum temperatures and, most importantly, [c] the heating temperatures to which the silcrete artefacts were exposed.
Here we develop a model to estimate the heating temperatures of archaeological silcrete artefacts. We present the results of
an experiment wherein multiple specimens of two markedly different South African silcretes were systematically heated to a controlled set of temperatures, and the infrared responses to each temperature change were quantified. Our analyses suggest that IR
spectroscopy is suitable to detect subtle heat-induced changes in diverse silcretes. Both Generalized Linear Models and Machine
Learning algorithms are used to make cross-validated heating temperature predictions for unknown silcrete samples. IR analysis
of silcrete assemblages in combination with powerful statistical tools will be useful to assessing the heat-treatment technologies
engaged by Middle Stone Age Homo sapiens in Africa.
Thanks to Jean-Jacques Hublin and the the Max Planck Society for supporting this research.
References:[1] K. S. Brown et al., 2009. Fire as an engineering tool of early modern humans. Science 325, 859-862.[2] K. S. Brown et al., 2012. An early and enduring advanced technology originating
71,000 years ago in South Africa. Nature 491, 590.[3] P. Schmidt et al., 2015. A previously undescribed organic residue sheds light on heat treatment in the Middle Stone Age. Journal of Human Evolution
85, 22-34.
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Variation in facial skeletal shape, nasal structures, and paranasal sinuses in adults from Cambodia and
France
Benoît Campistrau1 , Andrej Evteev2 , Yann Heuzé1
1 - Université de Bordeaux, CNRS, MCC, PACEA, UMR5199, Pessac, France · 2 - Anuchin Research Institute and Museum of
Anthropology, Lomonosov Moscow State University, Moscow, Russia
Recently, studies proposed to reconstruct nasal airways (NA) soft tissue (i.e. mucosa) in Neanderthals in order to simulate nasal
airflows and discuss specific adaptations to cold environments in this group [1,2]. However, NA size and shape variation remains
poorly described in extant species including modern humans, and so do the way NA covary with the nasal cavity (NC), paranasal
sinuses, and facial skeleton morphologies [3,4]. Here, we propose to quantify the variation of these anatomical units through the
study of in vivo CT images from adults balanced for sex living in France (N = 40) and Cambodia (N = 40). The same protocol as
that described in [3,5] was used. Additionally, 23 anatomical landmarks were placed on the facial skeleton. The geometric morphometric analysis of the facial skeletal shape showed that individuals from Cambodia have a relatively wider and less prognathic face
when compared to the French sample. Regarding NC proportions, individuals from Cambodia have a wider, lower, and shorter
NC. However, volumes of NA, NC, and paranasal sinuses are not significantly different between the two groups except for the
maxillary sinuses that are larger in individuals from France (p = 0.0037). The study of sexual dimorphism reveals that Cambodian
males have significantly larger facial skeleton, higher and wider NC than Cambodian females (no difference for NC length), as
well as significantly larger NA, NC, and paranasal sinuses volumes. Sexual dimorphism is weaker in the French sample, with NC
height, width, and length, as well as NA and frontal sinuses volumes that are not significantly different between males and females.
NC morphology of Cambodian individuals correspond to what is expected of a population living in a warm environment, but is
primarily explained by the wider and less prognathic facial skeleton of Cambodian individuals. Using larger samples than [3], we
show that NA volume is larger in males than females. However, when normalizing NA volume by facial skeletal size, there is no
significant differences between males and females. This study highlights the dramatic need to quantify NA morphological variation
in different human populations in order to produce more robust simulations in Neanderthals.
This study was partially supported by (1) the Centre National de la Recherche Scientifique (CNRS) and the Russian Federation for Basic Research (RFBR), and (2) the French National Agency for
Research (ANR) with the program ANR-10-LABX-52.
References:[1] de Azevedo, S., González, M.F., Cintas, C., Ramallo, V., Quinto-Sánchez, M., Márquez, F., Hünemeier, T., Paschetta, C., Ruderman, A., Navarro, P., Pazos, B.A., Silva de Cerqueira, C.C.,
Velan, O., Ramírez-Rozzi, F., Calvo, N., Castro, H.G., Paz, R.R., González-José, R., 2017. Nasal airflow simulations suggest convergent adaptation in Neanderthals and modern humans. Proc Natl Acad Sci
USA 114, 12442–12447.[2] Wroe, S., Parr, W.C.H., Ledogar, J.A., Bourke, J., Evans, S.P., Fiorenza, L., Benazzi, S., Hublin, J.J., Stringer, C., Kullmer, O., Curry, M., Rae, T.C., Yokley, T.R., 2018. Computer
simulations show that Neanderthal facial morphology represents adaptation to cold and high energy demands, but not heavy biting. Proc R Soc B 285, 20180085.[3] Heuzé, Y., 2018. What does nasal
cavity size tell us about functional nasal airways? Bull Mem Soc Anthropol Paris. doi 10.3166[4] Evteev, A., Heuzé, Y., 2018. Impact of sampling strategies and reconstruction protocols in nasal airflow
simulations in fossil hominins. Proc Natl Acad Sci USA 115, E4737–E4738.[5] Heuzé, Y., Evteev, A., 2018. Potential effects of muscularity on nasal cavity, nasal airways, and paranasal sinuses form. Proc
Eur Soc Hum Evol 7, 88.
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Origins of fur loss in humans: effect of gait, sweating capacity, and exposure to direct solar radiation
Martin Hora1,2 , Herman Pontzer2 , David Raichlen3 , Brian Wood4,5 , Vladimír Sládek1
1 - Department of Anthropology and Human Genetics, Charles University, Prague, Czech Republic · 2 - Department of
Evolutionary Anthropology, Duke University, Durham, North Carolina, USA · 3 - School of Anthropology, University of
Arizona, Tucson, Arizona, USA · 4 - Department of Anthropology, University of California, Los Angeles, California, USA · 5 Department of Human Behavior, Ecology and Culture, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany
Loss of functional fur cover in the human lineage is usually explained as a thermoregulatory adaptation for foraging in hot open
environments. Subsistence behaviors associated with two different gaits were proposed to potentially trigger the selection for fur
loss: 1) walking-related gathering and small prey hunting, and 2) running-related persistence hunting and scavenging. In addition,
some researchers questioned the thermoregulatory benefits of fur loss entirely. Here, we test the thermoregulatory benefits of fur
loss during various subsistence behaviors in Early Pleistocene hominins using heat exchange modeling and simulations. We built
models of australopithecine, Homo habilis, and Homo erectus with varying fur cover and sweating capacity. We used a heat exchange
model to estimate body core temperature (°C) and relative water loss (%body mass). To evaluate the performance of the model,
we first estimated the daily course in body core temperature and daily water throughput in Hadza hunter-gatherers of northern
Tanzania (n = 30). The estimated body core temperature was validated against physiological ranges reported for modern humans,
the estimated daily water throughput was validated against doubly labeled water data from Hadza adults. We simulated foraging in
hominins in ambient conditions of the current West Turkana (daily range of air temperature 25–35 °C; daily mean relative humidity: 45%) with varying exposure to direct solar radiation and using locomotor velocities and durations reported for gathering and
small prey hunting in Hadza adults, and persistence hunting in Kalahari hunters. We evaluated final body core temperature and relative water loss at the end of each simulation. Our results suggest that the thermoregulatory effect of fur loss is strongly modulated
by gait, sweating capacity, and exposure to direct solar radiation. For walking hominins, fur loss resulted in increased body core
temperature and increased relative water loss. The effect of fur loss on body core temperature was strongest (up to 0.5 °C difference
between furred and furless model) in hominins with low sweating capacity walking under direct solar radiation but diminished to
zero for hominins with high sweating capacity (regardless of exposure to direct solar radiation). In contrast, the effect of fur loss on
relative water loss was strongest for walking hominins with high sweating capacity (up to 0.3 %body mass difference). For running
hominins, fur loss resulted in decreased body core temperature and decreased relative water loss. The effect of fur loss on body core
temperature and relative water loss was strongest (up to 1.1 °C and up to 0.5 %body mass difference) in running hominins with
low sweating capacity, especially when not exposed to direct solar radiation, but diminished to zero for hominins with high sweating capacity. We conclude that fur loss would not bring thermoregulatory benefits to hominins during walking-related subsistence
behaviors such as gathering and small prey hunting. Rather, our simulations support the hypothesis that human furlessness evolved
as an adaptation to prolonged running in hot environments possibly associated with persistence hunting and scavenging. In addition, our data suggest that hominins would benefit from fur loss only before acquiring the sweating capacity of the modern humans.
This work was supported by the Czech Science Foundation (grant number 18-16287S).
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Lithic bipolar reduction strategies in the Late Stone Age site of Txina Txina, Mozambique
Pedro Horta1 , João Cascalheira1 , Mussa Raja1,2 , Nuno Bicho1
1 - ICArEHB, University of Algarve · 2 - Eduardo Mondlane University, Maputo, Moçambique
Southeastern Africa is often considered to be an important region for understanding the development of stone tool technologies
and new adaptation strategies during the Late Pleistocene. Located between East Africa, a region well known for its long history of
research spanning of all stages of Human evolution, and South Africa a likewise important region for understanding the MSA to
LSA transition, despite its potential, Mozambique remains sort of a barren land when it comes to Stone Age research. In order to fill
this gap, Bicho (et. al) have explored several regions of the country since 2011 including the Niassa Basin, Elephant and Limpopo
rivers and the coastal setting south of Maputo (1). This has led to the discovery of over 200 Stone Age sites, with ESA, MSA and
LSA occupations, some of which have been previously presented in past editions of this Conference.
Txina Txina is one of these sites, initially found in 2016 and located in the Machampane Gorge, in a small stream that runs
south of the major Elephant River. Preliminary data (2) from three test pits shows that the site has a LSA occupation spanning
from the Late Pleistocene to the Holocene. The lithic technology was focused on the production of flakes and bladelets through
a mix of unidirectional, bipolar and centripetal strategies. Raw materials seem to be mostly local and highly variable, including
rhyolites (course and fine grain), quartz (milky and hyaline), quartzite and some cherts (flint and chalcedony). Formal tools while
rare are still present in all levels and these include: backed bladelets, microburins, burins, crescents, denticulates, notches and scaled
pieces. Akin to other Late Pleistocene occupations throughout Southern Africa where it is considered to have been incremental for
lithic miniaturization strategies (3), bipolar technology is present in the entire sequence of the site.
For this poster we present the analysis of the full bipolar assemblage following Horta et. al’s methods (4). Results show several
interesting patterns in regards to raw material choice, reduction strategies and function. There seems to be a deliberate choice in raw
materials for bipolar reduction as quartz and chert dominate the assemblage despite the fact that there is a much wider diversity
of raw materials present. Likewise, all types of bipolar artifacts can be found at the site, in the form of bipolar cores, bipolar split
cobbles and scaled pieces. Overall, bipolar artifacts show smaller sizes than free-hand blanks and cores. Despite variant degrees of
damage, function can be inferred for these artifacts. Bipolar knapping was likely used as an alternative to free-hand knapping for
small raw material volume reduction. Small cobbles of variant knapping quality were initially split on anvil and further reduced in
order to produce small flakes and bladelets. At the same time, larger free-hand struck flakes were likely used as blanks for wedging
activities turning them into scaled pieces.
Our results show that modern humans at the site were strategically employing bipolar methods for several activities. Txina Txina’s assemblage shows that there are underlying layers of complexity in the application of bipolar methods. This is shown by the
plethora of activities carried out at the site (cobble splitting, knapping and wedging), the deliberate choice of raw materials for these
activities and the understanding of how these reduction strategies can be used as a complement to the unidirectional and centripetal
strategies used for larger volumes of raw material for blank production.
References:[1] Gonçalves, C., Raja, M., Madime, O., Cascalheira, J., Haws, J., Matos, D., Bicho, N., 2016. Mapping the Stone Age of Mozambique. African Archaeological Review 33, 1-12.[2] Bicho, N.,
Cascalheira, J., Haws, J., Gonçalves, C., Raja, M., André, L., Benedetti, M., Gomes, A., Carvalho, M., Zinsious, B., 2017. Txina, Txina, a new LSA site from the Limpopo River Valley, Mozambique 7th
annual meeting of the ESHE 2017, Leiden.[3] Pargeter, J., Peña, P., 2017. Milky Quartz Bipolar Reduction and Lithic Miniaturization: Experimental Results and Archaeological Implications. Journal of
Field Archaeology 1–15.[4] Horta, P., Cascalheira, J., Bicho, N. J Paleo Arch, 2019. 2: 134. https://doi.org/10.1007/s41982-019-0022-5
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Away from Denisova
Jean-Jacques Hublin1,2 , Fahu Chen3,4 , Frido Welker1,4,5 , Chuan-Chou Shen6,7 , Shara E. Bailey1,8 , Inga Bergmann1 , Simon
Davis9 , Huan Xia4 , Hui Wang10,11 , Roman Fischer9 , Sarah E. Freidline1 , Tsai-Luen Yu6,7 , Matthew M. Skinner1,12 ,
Stefanie Stelzer1,13 , Guangrong Dong4 , Qiaomei Fu14 , Guanghui Dong4 , Jian Wang4 , Dongju Zhang4
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Chaire
Internationale de Paléoanthropologie, Collège de France, Paris, France · 3 - Key Laboratory of Alpine Ecology (LAE), CAS
Center for Excellence in Tibetan Plateau Earth System Sciences and Institute of Tibetan Plateau Research, Chinese Academy of
Sciences, China · 4 - Key Laboratory of Western China’s Environmental Systems (Ministry of Education), Center for Pan Third
Pole Environment (Pan - TPE), Lanzhou University, Lanzhou, China · 5 - Globe Institue, University of Copenhagen,
Copenhagen, Denmark · 6 - High - Precision Mass Spectrometry and Environment Change Laboratory (HISPEC), Department
of Geosciences, National Taiwan University, Taipei, Taiwan · 7 - Research Center for Future Earth, National Taiwan University,
Taipei 10617, Taiwan · 8 - Department of Anthropology, Center for the Study of Human Origins, New York University, New
York, USA · 9 - Target Discovery Institute, University of Oxford, UK · 10 - Fudan Archaeological Science Institute, Fudan
University, Shanghai, China · 11 - Gansu Provincial Institute of Cultural Relics and Archaeological Research, Lanzhou, China ·
12 - School of Anthropology and Conservation, University of Kent, Canterbury, UK · 13 - Department of Anatomy and
Biomechanics, Karl Landsteiner University of Health Sciences, Krems an der Donau, Austria · 14 - Key Laboratory of Vertebrate
Evolution and Human Origins, Institute of Vertebrate Paleontology and Paleoanthropology, Chinese Academy of Sciences,
Beijing, China
Denisovans are an extinct sister group of Neanderthals, initially identified through the analysis of DNA of fragmentary fossils
from Denisova Cave (Altai, Russia). Current genetic data sug-gests that they had a large geographical extension in Asia. However, although some1,2 suggested that non-erectus and non-sapiens Pleistocene hominins of continental Asia might essentially be
Denisovans, it has long been impossible to formally identify this group beyond the Altai.
Paleoproteomic analysis recently allowed us to assign a late Middle Pleistocene mandible from the Tibetan plateau to a Denisovan related population3.The specimen was recovered from the Baishiya Karst Cave (3280 m altitude), Xiahe county (Gansu,
China), in 1980 by a local monk. The exact stratigraphic context of the discovery remains unknown, but the crust of carbonates
covering the fossil yielded a U-Th date around 160 ka BP, 120 ka older than any archeological traces of human presence in the
region4.
The morphology of the Xiahe mandible is reminiscent of other Eurasian Middle Pleistocene individuals. It is robust with several
primitive features, including a low and thick body and a strongly receding symphysial region. The very large size of the preserved
dentition connects this fossil to the specimens from Denisova Cave. Although the third molar never developed in this individual,
the dental arcade is one of the largest known in the Middle Pleistocene fossil record. Measurements of the first and second molars are in the high end of H. erectus and non-erectus Middle Pleistocene hominin ranges. A principal component analysis of the
enamel-dentine junction topography groups the Xiahe M2 with other Eurasian Middle Pleistocene spec-imens such as Mauer and
Balanica, and outside of the H. erectus distribution. The shape of the dental arcade, anteriorly broad and flattened, is reminiscent of
Neandertals and quite distinct from that of H. erectus. Several dental traits connect this fossil to other Chinese hominin specimens,
in particular the mandible of Penghu5.
The Xiahe discovery documents the presence of Denisovans more than 2000 km away from Denisova Cave and it yields the
first substantial information on the anatomy of their masticatory system. It also elucidates the Denisovan origin of the EPAS1 allele
that provides altitude adapta-tion to hypoxia in extant humans inhabiting the Tibetan Plateau.
We thank the Max Planck Society, the Pan-Third Pole Environment Study for a Green Silk Road (Pan-TPE) (#XDA20040000) and National Natural Science Foundation of China (#41620104007
and#41771225). Fieldwork in 2018 was supported by the Second Tibetan Plateau Scientific Expedition (Project no. 4). U-Th dating was supported by the Science Van-guard Research Program of the
Ministry of Science and Technology (#107-2119-M-002-051) and the Higher Education Sprout Project of the Ministry of Education, Taiwan (#107L901001).
References:[1] Stringer, C., 2012. The Status of Homo heidelbergensis (Schoetensack 1908), Evolutionary Anthropology 21, 101-107.[2] Hublin, J.-J., 2013. The Middle Pleistocene Record: On the Ancestry
of Neandertals, Modern Humans and Others, In: Begun, D. R., A Companion to Paleoanthropology, Oxford, 517–537.[3] Chen, F. et al., 2019. A late Middle Pleistocene Denisovan mandible from the
Tibetan Plateau, Nature https://doi.org/10.1038/s41586-019-1139-x[4] Zhang, X. L. et al., 2018, The earliest human occupation of the high-altitude Tibetan Plateau 40 thousand to 30 thousand years
ago, Science 362, n° 6418, 1049-1051.[5] Chang, C.-H., Kaifu, Y., Takai, M., Kono, R. T., Grün, R., Matsu’ura, S., Kinsley, L., Lin, L.-K., 2015. The first archaic Homo from Taiwan, Nature
Communications 6, p. 6037.
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The effects of environmental conditions and food manipulation on masticatory requirements: how hard
is it for a primate to crack a nut?
Emily M. Hunter1 , Mariana D. Fogaça2,3 , Laura C. Fitton1,4
1 - Centre for Anatomical and Human Sciences, Hull York Medical School, UK · 2 - Department of Biomedical Sciences,
University of Veterinary Medicine, Vienna · 3 - Neotropical Primates Research Group, NeoPReGo · 4 - Department of
Archaeology, University of York, UK
Numerous primate species rely on encapsulated seeds, which are generally considered mechanically challenging to access due to
their stress-resistant structure [1]. To access these foods, certain masticatory features associated with the production of high bite
force would be expected, yet recent research has suggested this may not always be the case [2]. These extreme diets and the morphology of extant primates with this feeding ecology have been used to inform predictive models of hominin diets, especially in
the australopithecines [3,4]. However, when considered at a macro level, some stress-resistant objects may be less mechanically
challenging to process than past measurements suggest: a seed’s endocarp may have natural weak points which can be utilized by
manipulating the food item, or may be weakened by environmental conditions, such as high humidity and burial on the forest floor.
To investigate whether food processing activities can alter the masticatory requirements of stress-resistant food breakdown, a sample of unshelled seeds (hazel, brazil, and pecan) were crushed using a universal testing machine fitted with metal dental replicas of
a primate’s upper and lower dentition. Dental replicas were created from a high resolution surface scan of a wild shot male Sapajus
apella. Force at initial fracture was recorded and compared across a series of conditions: Placing the food between P4-M1 in three
different orientations relative to the natural joint between seed shell parts, and following storage in three different environmental
conditions (open air, buried in dry soil for one week, buried in wet soil for one week). It was predicted that lower forces would be
required to produce an initial fracture when seeds were positioned with the seed joint perpendicular to the dental row relative to
other positions, and after burial in the wet soil condition. Fragmentation patterns after seed shell break were also recorded, it was
predicted that fragmentation would occur along the joint in all conditions. Results found seed orientation significantly affected the
force required to fracture. While the most advantageous orientation was variable between seed types, there was an orientation for
each seed which required significantly less force to fracture. Environmental conditions also affected food breakdown: as predicted,
across all seed types, those exposed to air rather than being buried in a soil environment required a significantly higher force to
fracture. Fragmentation patterns varied both by orientation and environmental condition, but did not necessarily follow a pattern
reflecting the assumption that the lines of weakness would be along the joint. These results underline the prediction that feeding
behaviour and food storage likely affect the ability of an individual to access certain food resources. Primates are known to manipulate seeds before processing, and to have specific feeding behaviours for these objects, which may serve to open the seed in the most
advantageous manner, lowering the required bite force. Furthermore, primates often forage in relatively humid substrates. These
results suggest some “hard” foods that primates eat may not be as mechanically demanding as previously thought, and subsequently,
many fossil hominins could also have accessed these stress-resistant foods by altering their food processing activities. Understanding
seed fracture can inform both the relationship between primate masticatory form and function, which in turn can inform evolutionary models. Further investigations are now needed to understand the contributions of variations in dental topography and gape
between primates to fracture capability.
References:[1] Norconk, M.A., Grafton, B.W., McGraw, W.S., 2013. Morphological and ecological adaptations to seed predation - a primate-wide perspective. In: Veiga, L.M., Barnett, A.A., Ferrari, S.F.
and Norconk, M.A. (Eds.), Evolutionary biology and conservation of titis, sakis and uacaris. Cambridge University Press, Cambridge, 55-71.[2] Taylor, A.B., Terhune, C.E., Toler, M., Holmes, M., Ross,
C.F. and Vinyard, C.J., 2018. Jaw-Muscle Fiber Architecture and Leverage in the Hard-Object Feeding Sooty Mangabey are not Structured to Facilitate Relatively Large Bite Forces Compared to Other
Papionins. The Anatomical Record 301(2), 325-342.[3] Daegling, D.J., McGraw, W.S., Ungar, P.S., Pampush, J.D., Vick, A.E. and Bitty, E.A., 2011. Hard-object feeding in sooty mangabeys (Cercocebus
atys) and interpretation of early hominin feeding ecology. PLoS One 6(8), e23095.[4] Strait, D.S., Weber, G.W., Neubauer, S., Chalk, J., Richmond, B.G., Lucas, P.W., Spencer, M.A., Schrein, C., Dechow,
P.C., Ross, C.F. and Grosse, I.R., 2009. The feeding biomechanics and dietary ecology of Australopithecus africanus. Proceedings of the National Academy of Sciences 106(7), 2124-2129.
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Multi-stable isotope zooarchaeological investigations at Abri du Maras: exploring the palaeoecological
context of Neanderthal subsistence strategies in the Rhône Valley
Elodie-Laure Jimenez1,2 , Kate Britton1,3 , Klervia Jaouen3 , Camille Daujeard4 , Delphine Vettese4,5 , Marie-Hélène Moncel4
1 - University of Aberdeen · 2 - Royal Belgian Institute of Natural Sciences · 3 - Department of Human of Evolution, Max Planck
Institute for Evolutionary Anthropology, Leipzig, Germany · 4 - Histoire Naturelle de l’Homme Préhistorique (HNHP, UMR
7194), Département Homme et Environnement, Sorbonne Universités, Muséum national d’Histoire naturelle (MNHN),
CNRS, Université de Perpignan Via Domitia, Institut de Paléontologie Humaine, Paris, France · 5 - Department of Humanities,
Section of Prehistoric and Anthropological Sciences, University of Ferrara, Ferrara, Italy
In order to broaden our knowledge of Neanderthal land use and hunting behaviours, it is crucial to understand the ecology of their
prey and the environments in which they lived. The isotope zooarchaeological approach utilises the anthropogenic faunal record
to provide proxy data for both past environmental conditions and ecological behaviours of the different animal species exploited.
Here, we present the results of a multi-isotope, multi-tissue study of ungulates remains from the Middle Palaeolithic site of Abri
du Maras (Ardèche, France), providing new insights into the living landscapes of the Rhône Valley during MIS3. Bone collagen
carbon and nitrogen isotope values from ungulates from Abri du Maras evidence the dietary niches of the different species exploited by Neanderthals at the site and illuminate the behaviours of now extinct species such as giant deer (Megaloceros giganteus).
Intra-tooth strontium isotope investigations of reindeer from Level 4.2 (dated from 42 ± 3 to 55 ± 2 ka BP[1]) indicate likely
migratory behaviour. This, combined with the fact that other fauna (e.g. horse, bison, red deer) dominate the zooarchaeological
assemblage in this level, suggest that reindeer may have been hunted only opportunistically during their spring migrations. The
sub-contemporaneous Level 4.1 on the other hand (dated 40 ± 3 and 46 ± 3 ka BP[1]), is dominated by reindeer, and suggests a
seasonally restricted exploitation in Autumn[2]. However, strontium isotope data from reindeer teeth from Level 4.1 are consistent
with a local range for this species during that period, and non-migratory behaviour. This may suggest the forest ecotype and is consistent with other palaeoenvironmental proxy data. In Level 4.1, the seasonal nature of reindeer exploitation, combined with their
non-migratory behaviour, may be consistent with a seasonally-restricted use of the area by Neanderthals or the preferential hunting
of reindeer in peak physical condition (e.g. high body fat, etc.). Thus, the integration of isotope data with the zooarchaeological
analyses and other palaeoenvironmental proxy data at Abri du Maras evidence not only diversity in animal behaviour and ecology
during MIS3, but also demonstrate the inter-relationships between the dynamic ecosystem and Neanderthal land use and hunting
strategies.
We would like to thank Jean-Jacques Hublin (MPI-EVA), Sarah Pederzani (MPI-EVA/Aberdeen), Ciara Gigleaux (Aberdeen), Thomas Tütken (Mainz), Sven Steinbrenner (MPI-EVA) and Mael Le Corre
(Aberdeen/Laval). This study was financially supported by Leverhulme ‘PleistoHERD’ project RPG-2017-410 and fieldwork was supported by the Regional Office of Archaeology Rhône-Alpes, the
French Ministry of Culture and Communication and the Ardèche Department through several scientific programs.
References:[1] Richard, M., Falguères, C., Pons-Branchu, E., Bahain, J.-J., Voinchet, P., Lebon, M., Valladas, H. et al., 2015. Contribution of ESR/U-Series Dating to the Chronology of Late Middle
Palaeolithic Sites in the Middle Rhône Valley, Southeastern France. Quaternary Geochronology 30: 529–34.[2] Daujeard, C., Vettese, D., Britton, K., Béarez, P., Boulbes, N., Crégut-Bonnoure, E.,
Desclaux, E. et al., 2019. Neanderthal Selective Hunting of Reindeer? The Case Study of Abri Du Maras (South-Eastern France). Archaeological and Anthropological Sciences 11 (3): 985–1011.
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Raw material impacts on lithic technology at Donggutuo, Nihewan Basin, China: Preliminary results
from the 2016 excavation campaign
Feng Li1 , Corey Johnson2 , Fuyou Chen1 , Mingjie Yi3 , Nicolas Zwyns2 , Xing Gao1
1 - Institute of Vertebrate Paleontology and Paleoanthropology · 2 - University of California, Davis · 3 - Renmin University of
China
With lithic and fossil bearing deposits dating to as early as 1.6 Ma [1], the Nihewan Basin (Hebei, China) is an invaluable resource
for understanding hominin evolution in Asia. In particular, the ca. 1.1-million-year-old site-complex of Donggutuo has been central in discussions regarding the antiquity of hominin occupation at Nihewan and technological developments in East Asia during
the Pleistocene. Since its discovery in 1981 [2], excavations at Donggutuo have established the potential the site holds for learning
about Early Pleistocene hominin subsistence and technological behavior [3], and about how these behaviors were influenced by
changes in the regional paleoenvironment at Nihewan [4]. In 2016, a new excavation project at Donggutuo was designed by the
Institute of Vertebrate Paleontology and Paleoanthropology (Chinese Academy of Sciences) in order to investigate: 1) intra-site
lithic technological variation through time; 2) the role of hominin agents in the accumulation of the lithic and faunal remains at the
site; and 3) the relationship between the Nihewan paleoenvironment and hominin occupation at the site. To this end, a sample of
the recently excavated lithic assemblage was studied to begin documenting the details of the reduction sequences and evaluating the
impact of raw material constraints on the lithic technology from the site. Preliminary results from this study illustrate two notable
features of the reduction sequences in the assemblage related to hominin raw material economy: First, the presence of cores-onflakes and the small size of cores and flakes in the assemblage indicate reduction sequences were branching and largely resulted in
the production of small flakes. Second, evidence of core volume management and simple core platform preparation in the assemblage indicate reduction sequences were also long and unconstrained by the original shape of raw material blanks [5]. When these
preliminary results are considered, the close proximity of raw material sources to Donggutuo and the wide shape distribution of
raw material available for selection at the site indicate that raw material distance and shape were unlikely the only factors affecting
the technology of the lithic assemblage, and that the observed characteristics of the reduction sequences likely reflect other aspects
of hominin raw material economy.
We acknowledge the National Cultural Heritage Administration of China, the National Basic Research Project under the Ministry of Science and Technology of China (Grant No. 2014FY110300), and
the John Templeton Foundation for supporting this work. We also acknowledge the University of California, Davis, Anthropology Department as well as the Sacramento Archaeology Society for personal
support provided to one of the authors (CJ).
References:[1] Zhu, R-X., Potts, R., Xie, F., Hoffman, K.A., Deng, C-L., Shi, C-D., Pan, Y-X., Wang, H-Q., Shi, R-P., Wang, Y-C., Shi, G-H., Wu, N-Q., 2004. New evidence on the earliest human presence
at high northern latitudes in northeast Asia. Nature, 431: 559-562.[2] Wei, Q., Meng, H., Cheng, S., 1985. New Palaeolithic site from the Nihewan (Nihowan) Beds (in Chinese with English abstract). Acta
Anthopological Sinica, 4(4): 223-234.[3] Schick, K., Toth, N., Qi, W., Clark, J.D., Etler, D., 1991. Archaeological perspectives in the Nihewan Basin, China. Journal of Humman Evolution, 21: 13-26.[4]
Pei, S., Li, X., Liu, D., Ma, N., and Peng, F., 2009. Preliminary study on the living environment of hominids at the Donggutuo site, Nihewan Basin. Chinese Science Bulleitin, 54: 3896-3904.[5]
Sanchez-Yustos, P., Diez-Martin, F., Dominguez-Rodrigo, M., Duque, J., Fraile, C., Baquedano, E., Mabulla, A., 2017. Diversity and significance of core preparation in the Developed Oldowan technology:
reconstructing the flaking processes at SHK and BK (Middle Upper Bed II, Olduvai Gorge, Tanzania). Boreas, 46: 874-893.
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Original experimental support for the effects of physical activity on the multivariate patterns among
entheses
Fotios Alexandros Karakostis1 , Nathan Jeffery2 , Katerina Harvati1,3
1 - Paleoanthropology, Senckenberg Centre for Human Evolution and Palaeoenvironment, Department of Geosciences,
University of Tuebingen, Tuebingen, Germany · 2 - Department of Musculoskeletal Biology, Institute of Ageing and Chronic
Disease, University of Liverpool, Liverpool, UK · 3 - DFG (Deutsche Forschungsgemeinschaft) Center for Advanced Studies
“Words, Bones, Genes, Tools,” Eberhard Karls University of Tuebingen, Tuebingen, Germany
Reconstructing past patterns of physical activity from human skeletal remains is a central objective of the anthropological sciences.
Among the skeletal traits most widely used for this purpose are muscle attachment scars on bone surfaces (entheses). The functional
association relies on Wolff ’s law, the lifelong process of bone remodeling, and that entheses are subjected to frequent and high loads
exerted during muscle-tendon unit contractions. Also, unlike muscle-tendon, the bony entheses can be preserved in the archaeological and fossil records. Despite this potential, the use of entheses as markers of occupational stress has been plagued by imprecision,
methodical inconsistencies, in particular a lack of a rigorous multivariate statistical approach, and limited data for evaluating methods whilst controlling for a range of compounding variables such as ageing, body mass, and genetic variability. Moreover, a few
recent experimental animal studies have even questioned the basic premise that entheseal morphology and physical activity are
in fact linked. Against this backdrop, we have recently developed a new and precise multivariate method for analyzing the patterns among human hand entheses relying on high-resolution three-dimensional models [1]. This method was previously validated
using a unique skeletal collection from Basel (i.e., the Basel-Spitalfriedhof collection) involving individuals with highly detailed
and lifelong occupational documentation and life histories [2] and, more recently, was used to reconstruct the manual activities of
Neanderthal and early modern human individuals from diverse geo-chronological contexts. Its findings were the first to reflect the
latest archaeological indications on the manual behavior of these populations, contradicting a traditional viewpoint on the nature of
Neanderthal manual activities [3]. Here, we further extend the application and validation of this novel approach with a blinded and
controlled study of laboratory rats in which certain muscles of one lower limb were electrically stimulated [4]. MicroCT datasets
representing 18 stimulated and control (contralateral) limbs were stripped of metadata and given random ID codes in Liverpool before being transferred to Tuebingen for analysis. The analysis revealed a distinct separation among that data points. Once unblinded,
the separation was shown to be between stimulated lower limbs and controls. Importantly, the multivariate component explaining
differences of stimulation also presented a strong statistical correlation with muscle mass as well as cortical thickness in areas of the
bone subjected to biomechanical stress during muscle contraction. These results provide strong support for our novel method of
reconstructing activity in the past, which can shed new light into the activities of past human populations as well as fossil hominins.
References:[1] Karakostis, F.A., Lorenzo, C., 2016. Morphometric patterns among the 3D surface areas of human hand entheses. American journal of Physical Anthropology 160, 694-707.[2] Karakostis,
F.A., Hotz, G., Scherf, H., Wahl, J., Harvati, K., 2017. Occupational manual activity is reflected on the patterns among hand entheses. American Journal of Physical Anthropology 164, 30-40.[3]
Karakostis, F.A., Hotz, G., Tourloukis, V., Harvati, K., 2018. Evidence for precision grasping in Neandertal daily activities. Science Advances 4, eaat2369.[4] Vickerton, P., Jarvis, J.C., Gallagher, J.A.,
Akhtar, R., Sutherland, H., Jeffery, N., 2014. Morphological and histological adaptation of muscle and bone to loading induced by repetitive activation of muscle. Proceedings of the Royal Society B 281,
20140786.
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The Legacy of the Paranasal Sinuses
Einat Kedar1,2 , Bahaa Medlej1,2 , Hila May1,2 , Israel Hershkovitz1,2
1 - Department of Anatomy and Anthropology, Sackler Faculty of Medicine, Tel Aviv University, Israel · 2 - Shmunis Family
Anthropology Institute, Dan David Center for Human Evolution and Biohistory Research, Sackler Faculty of Medicine, Tel Aviv
University, Israel
Why do humans have large paranasal sinuses? A considerable number of explanations have been proposed over the decades for this
anatomical phenomenon. None, however, have survived the critique of science. One of the most popular hypotheses suggests that
the size and shape of the nasal cavity and sinuses reflect adaptations to cold climate, but ongoing efforts to test this hypothesis have
yielded contradicting results. Lundberg et al. (1995)’s finding [1] that the epithelial cells covering the sinuses produce nitric oxide
(NO) may be the key to this long-lasting riddle, due to the importance NO has in the human body. Nitric oxide improves oxygen
intake by inducing blood vessel dilation, thus allowing longer duration of physical exertion, critical for successful hunting. Furthermore, NO is an essential element of the immune system, and serves as a local host defense. This free radical inhibits pathogens
directly, and stimulates the respiratory mucosal tissue. Production of NO in high concentrations in the maxillary sinuses assists the
nasal cavity in fighting viruses and bacteria, inhaled during inspiration, improving health status. During human evolution, the facial
area reduced significantly and its morphology became more flattened. Nevertheless, paranasal sinuses remained relatively large. In
the current research, we tested the hypothesis that following the reduction in nose size among the Homo linage, paranasal sinuses
compensate for the loss of respiratory tissue lining the nasal cavity by increasing the epithelial cell surface area in the maxillary sinuses. To test this hypothesis, this current study examined a sample of 50 head CT scans of modern population (aged 18-60 years).
The sample included two groups: a control group (N=25), and a study group (N=25) of patients with chronic respiratory infection diseases (such as tonsillitis, otitis media, pharyngitis, laryngitis, pneumonia and tuberculosis). The triangulated mesh surface
of the maxillary sinuses of each individual was reconstructed using the Philips IntelliSpace Portal software. We then calculated the
maxillary sinus surface area and volume, as well as the sinus centroid size. Finally, we compared these parameters between the two
groups to demonstrate the differences in sinuses characteristics between healthy individuals and those prone to suffer from infectious diseases. This research is the first step in demonstrating the significance of the paranasal sinuses for defending our health, and
may elucidate the role of these enigmatic cavities in our evolutionary history.
References:[1] Lundberg, J. O. N., Farkas-Szallasi, T., Weitzberg, E., Rinder, J., Lidholm, J., Änggåard, A., Alving, K. et al., 1995. High nitric oxide production in human paranasal sinuses. Nature
medicine, 1(4), 370.
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Controlled cutting tests reveal raw material optimisation in the Early Stone Age of Olduvai Gorge
(Tanzania)
Alastair Key1 , Tomos Proffitt2 , Ignacio de la Torre2
1 - University of Kent · 2 - University College London
For >1.8 million years hominins at Olduvai Gorge were faced with a choice: whether to use lavas, quartzite or chert to produce
stone tools. All three raw materials are available locally and all are suitable for stone tool production. Why Olduvai hominins preferentially chose one raw material over another in variable ways has puzzled archaeologists for >60 years. Here, we use controlled
cutting tests and fracture mechanics theory to understand the raw material selection decisions of hominins throughout Olduvai’s
Early Stone Age sequence. We quantify the force (N), work ( J) and material deformation (mm) required by each stone type when
cutting soft-solid materials, before using these data to compare edge sharpness and durability. Significant differences are identified
for each variable, confirming stone tool performance to be dependent on raw material selection decisions. When combined with
Oldowan and Acheulean artefact data, we demonstrate that Olduvai hominins likely optimised stone tool raw material choices
based on functional performance characteristics across the Early Stone Age. Doing so flexibly: preferentially choosing raw materials dependent on the sharpness and durability of their edges, alongside the loading potential and anticipated use-life of different
tool forms. Hence, hominins exploited the cutting mechanics underpinning raw material performance differences to increase the
efficiency and longevity of their stone tools. In this way, we demonstrate that early lithic artefacts at Olduvai Gorge were likely
engineered to be functionally optimised cutting tools. When combined with earlier work, our data demonstrate that Early Stone
Age hominins at multiple east African locations selected stone tool raw materials based on functional considerations. The Olduvai
data, however, go further and represents previously unseen complexity in how raw material functional considerations could have
been flexibly managed by multiple hominin species during the Oldowan and Acheulean.
AK and TP are funded by British Academy Postdoctoral Fellowships (pf160022 and pf170157, respectively). Collection of raw materials from Olduvai Gorge was authorized by COSTECH and
Department of Antiquities, Tanzania, and funded by the European Research Council—Starting Grants (ORACEAF: 283366).
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Partial hominin upper limb skeleton (KNM-ER 64062) from Ileret, Kenya (1.8 Ma)
Tracy L. Kivell1,2 , Michael R. Lague3 , Matthew W. Tocheri4,5 , Joanna L. Dowhos4 , Ashley S. Hammond6 , Timothy
Gichunge7 , Lucía Nadal7 , Meaghan E. Rondeau8 , Deming Yang9 , Louise N. Leakey7,8 , Meave G. Leakey7,8 , William L.
Jungers10,11
1 - School of Anthropology and Conservation, University of Kent, UK · 2 - Department of Human Evolution, Max Planck
Institute for Evolutionary Anthropology, Germany · 3 - School of Natural Sciences and Mathematics, Stockton University, USA ·
4 - Department of Anthropology, Lakehead University, Canada · 5 - Human Origins Program, Department of Anthropology,
National Museum of Natural History, Smithsonian Institution, USA · 6 - Division of Anthropology, American Museum of
Natural History, USA · 7 - Turkana Basin Institute, Kenya · 8 - Department of Anthropology, Stony Brook University, USA · 9 Interdepartmental Doctoral Program in Anthropological Science, Stony Brook University, USA · 10 - Department of Anatomical
Sciences, Stony Brook University Medical Centre, USA · 11 - Association Vahatra, Madagascar
In 2013, a partial left upper limb skeleton and a relatively complete right foot (KNM-ER 64062) were recovered from the Kolom
Odiet area (Area 13) near Ileret in the Turkana Basin, Kenya. The fossils derive from the KBS member and date to 1.86–1.82 Ma [1].
Here, we describe the upper limb skeleton that comprises proximal and distal elements of a left humerus, ulna and radius, as well as a
complete scaphoid, proximal first metacarpal and distal second metacarpal. The trochlear notch of the proximal ulna articulates well
with the humeral trochlea and all bones are consistent in size, suggesting they belong to the same individual. Preliminary analyses
of some of the KNM-ER 64062 upper limb material and the foot have been previously reported as representing early Homo [1].
Here we present results of morphological analyses of this partial upper limb, in comparison to samples of extant hominoids and
fossil hominins, including Australopithecus, Paranthropus, and early and later Homo.
Although the proximal humerus is fragmentary, the distal humerus has a well-preserved trochlea and capitulum. Two-dimensional
landmark analyses and linear shape analyses show that the elbow morphology lacks the ape-like, deep trochlear central sulcus and
narrow zona conoidea typical of P. boisei [2]. The lateral epicondyle is Homo-like in its height and degree of projection, while the
more projecting medial epicondyle is similar to that of P. boisei. The proximal ulna has is remarkably short olecranon process and
the trochlear notch appears shallow and mediolaterally broad. The articular margins of the proximal radius lack the bevelling typical
of great apes, Australopithecus and Paranthropus [3], and are instead more vertical, as in Homo.
The well-preserved scaphoid has a long, palmarly-projecting tubercle with a flat, broad trapezoid-trapezium facet that extends
to its tip. A three-dimensional geometric morphometric analysis and an analysis of articular angles and relative areas among extant
humans and great apes and fossil hominins show that this scaphoid most closely resembles the morphology seen among modern
humans and Neandertals as well as Homo floresiensis (LB1) and Homo habilis (OH 7). The proximal first metacarpal is more robust
than that of Pan and similar to other hominins. A quantitative assessment of the curvature of the trapezium articular facet shows
that it is strongly convex radioulnarly, like in great apes, but notably flat dorsopalmarly, like in modern humans and Neandertals.
Overall, the curvature of trapezium facet is most similar to that of several Neandertal specimens, although it is comparatively much
smaller in absolute size. It is does not display a palmar “beak”, which is present in Australopithecus afarensis and Australopithecus
sediba. The distal second metacarpal head is strongly asymmetrical like that of humans and other fossil hominins.
Overall, comparative analyses suggest that the KNM-ER 64062 partial upper limb is most aptly attributed to early Homo. The
few elements of the hand that are preserved have morphology that is consistent with early Homo-like manipulative abilities, including stone tool related behaviours. The elbow morphology is best described as being unlike P. boisei, reflecting a reduction in the
need for powerful extension (due to a short olecranon) and pronation-supination (due to non-bevelled radial head) compared to
extant apes and early hominins. This early Homo attribution is consistent with Dmanisi-like morphology in aspects of the KNMER 64062 foot, as well as a mandibular dentition (KNM-ER 64060 [4]) and another partial upper limb (KNM-ER 64061), which
are found in the same region but slightly earlier in time (2.03–2.02 Ma). This new partial upper limb adds substantially to our
relatively limited knowledge of early Homo postcranial morphology in the early Pleistocene.
This research is supported by the National Geographic Society, the Turkana Basin Institute, and the European Research Council Starting Grant 336301.
References:[1] Jungers, W.L., Grine, F.E., Leakey, M.G., Leakey, L., Brown, F., Yang, D., Tocheri, M.W., 2015. New hominin fossils from Ileret (Kolom Odiet), Kenya. American Journal of Physical
Anthropology 156 (S60), 181.[2] Lague, M.R., Chirchir, H., Green, D.J., Mbua, E., Harris, J.W.K., Braun, D.R., Griffin, N.L., Richmond, B.G., 2019. Humeral anatomy of the KNM-ER 47000 upper limb
skeleton from Ileret, Kenya: Implications for taxonomic identification. Journal of Human Evolution 126, 24-38.[3] Rose, M.D., 1988. Another look at the anthropoid elbow. Journal of Human Evolution
17, 193-224.[4] Grine, F.E., Leakey, M.G., Gathago, P.N., Brown, F.H., Mongle, C.S., Yang, D., Jungers, W.L., Leakey, L.N., 2019. Complete permanent mandibular dentition of early Homo from upper
Burgi Member of the Koobi Fora Formation, Ileret, Kenya. Journal of Human Evolution 131, 152-175.
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Inferring Hominin Arboreal Ecology: Evidence from Extant Sympatric Apes.
Elaine E. Kozma1
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There is vigorous debate regarding the climbing ecology of fossil hominins. Both the degree of arboreality in Australopithecus,
and initial interpretation of Ardipithecus as a careful climber, remain highly contested [e.g.: 1,2,3]. Much of this debate centers on
the assumed functional importance of body size and limb proportions in fossil hominins. Compared to Australopithecus, Homo is
characterized by shorter arms [4]. Large body size may appear by 3-3.5 Ma in Australopithecus and is evident by 1.8 Ma in early
Homo erectus/ ergaster [5]. These changes in body size and proportions have been argued to reflect changes in ecology and selective
pressures on terrestrial versus arboreal performance, but debate remains.
One of the major reasons for the uncertainty surrounding arboreal behavior in hominins is the lack empirical data linking
anatomy to climbing performance in humans. Many human forager populations regularly climb trees, but their arboreal locomotor
behavior is not well studied. This study tests whether humans and apes differ in arboreal ecology, using a comparative data set of human positional behavior in trees compared with sympatric chimpanzees and gorillas. We recorded climbing behavior and tree use in
populations of chimpanzees (Pan troglodytes troglodytes; 22 individuals; Goualougo Triangle research site), gorillas (Gorilla gorilla
gorilla; 19 individuals; Goualougo Triangle and Mondika research sites), and indigenous Mbendjele men (17 individuals; Makao
village) in northern Republic of Congo. At two-minute intervals we recorded each subject’s position, height, support diameter,
and location within the tree. Among key results we find that: 1) humans spent significantly more time in the core region near the
main trunk (as opposed to the peripheral branches) than apes and 2) humans spent significantly more time standing bipedally than
apes. In addition, while Mbendjele men sometimes spent over an hour in the canopy, most ascents (68%) into the canopy lasted
fewer than 10 minutes. We discuss implications for the ecology and evolution of fossil hominins in the context of their estimated
proportions.
I thank my advisors and collaborators: Herman Pontzer, Crickette Sanz, and Dave Morgan. This work was partially funded by the Leakey Foundation (general grant) and the National Science Foundation
(1732194 and 1646736)
References:[1] Ward, C.V., 2002. Interpreting the posture and locomotion of Australopithecus afarensis: where do we stand? Am J Phys Anthropol 119, 185–215.[2] Crompton, R.H., Sellers, W.I., Thorpe,
S.K., 2010. Arboreality, terrestriality and bipedalism. Philos Trans R Soc Lond B Biol Sci 365(1556): 3301-14.[3] Kozma, E.E., Webb, N., Harcourt-Smith, W.E.H., Raichlen, D.A., D’Aout, K., Brown,
M.H., Finestone, E., Ross, S.S., Aerts, P., Pontzer, H., 2018. Hip Extensor Mechanics and the Evolution of Walking and Climbing Capabilities in Humans, Apes, and Fossil Hominins. Proceedings of the
National Academy of Sciences. 115(16).[4] Holliday, T. W., 2012. Body Size, Body Shape, and the Circumscription of the Genus Homo. Current Anthropology, 53, 6.[5] Grabowski M, Hatala KG, Jungers
WL, Richmond BG. 2015. Body mass estimates of hominin fossils and the evolution of human body size. J Hum Evol 85: 75-93.
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Understanding taphonomic and identification biases of ancient adhesives through experimentation
Paul Kozowyk1 , Geeske Langejans2
1 - Leiden University · 2 - Delft University of Technology
Adhesive production is one of the earliest forms of transformative technology, predating ceramics and metallurgy by over 150,000
years. The study of adhesive use by Neandertals and early modern humans currently plays a significant role in debates about human technological and cognitive evolution [1][2]. Depending on the type of adhesive used, different production sequences were
required. These can vary in complexity, and would have needed different knowledge, expertise, and resources to manufacture. However, our knowledge of this important technological development is severely hampered by poorly understood taphonomic processes,
which affect the preservation and identification of adhesive materials, and leads to a research bias. Here we present the results from a
three year field preservation experiment. There are two primary aims of this study: 1) To better understand the factors affecting the
preservation of different adhesive types, and 2) to produce a visual reference collection of naturally weathered adhesives of known
compositions to aid in future research. Flint flakes hafted with replica adhesives were left to weather naturally on and below the
surface at the Leiden University Material Culture Studies experimental house at Horsterwold, the Netherlands. Materials tested
include pine tar, birch tar, pine resin, beeswax, acacia gum, hide glue, bone glue, and mixtures containing ochre. Differential preservation was recorded by digitally measuring the surface area of each adhesive residue before and after the elapsed time. Residues were
further assessed and photographed using stereo and metallographic optical microscopy to create a visual reference collection of
naturally weathered adhesive specimens. Results show that certain adhesives preserve to a significantly higher degree than others,
while some materials may be more easily overlooked or visually misdiagnosed. We must therefore be aware of both taphonomic and
identification biases when discussing ancient adhesive technology. This research provides a first look that will help us understand
the disparities between which adhesives were used in the past, and what we find in the archaeological record today.
We thank Prof. dr. Annelou van Gijn and the Laboratory for Artefact Studies for the generous use of lab space and the equipment necessary to conduct these experiments. This research was supported by a
Dutch Research School of Archaeology PhD grant (grant holder: PK; number: 022.005.016) and an NWO Veni Grant (grant holder: GL; number 275.60.007).
References:[1] Kozowyk, P.R.B., Soressi, M., Pomstra, D., Langejans, G.H.J., 2017. Experimental methods for the Palaeolithic dry distillation of birch bark: implications for the origin and development
of Neandertal adhesive technology. Scientific Reports 7, 8033.[2] Wadley, L., 2010. Compound adhesive manufacture as a behavioral proxy for complex cognition in the Middle Stone Age. Current
Anthropology 51, 111-119.
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Morphological variation and sexual dimorphism of the modern human sacrum
Viktoria A. Krenn1,2 , Cinzia Fornai1,2 , Martin Haeusler1
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Sexual dimorphism of the human pelvis has been explained by the obstetrical dilemma hypothesis as the result of antagonistic selection pressures for a narrow, biomechanically efficient pelvis in both sexes and a spacious birth canal in females. The details of how
pelvic sexual dimorphism evolved are, however, largely unknown. The pattern and degree of sexual dimorphism in early hominins
is obscured by geographic, temporal and taxonomical variation as well as the fragmentary condition of the fossil pelvic record [1,
2]. As part of the pelvic girdle, it is reasonable to think that the sacrum contributes to pelvic sexual dimorphism. The female sacrum
is generally described as broader, shorter and more curved than in males, contributing to a wider birth canal. However, the literature provides contrasting results and it is not entirely clear which factors drive sacral variation beside sex [3, 4]. Based on linear
measurements and angles as well as landmark-based data, classification accuracies for sexual determination range between 60 and
90% depending on the studied population. Here, we investigate the morphological variation of the modern human sacrum using
qualitative, linear and geometric morphometric (GM) data from a worldwide sample of male and female individuals from diverse
populations to account for sexual and geographical variation. Our sample comprised 150 individuals of known sex from Central
Europe, South-East Asia, South America and Africa, including pygmies and Khoesan. The 3D GM analysis was based on 44 landmarks and 66 semilandmarks. Interlandmark distances were calculated to assess the classical corporo-basal index [5]. Furthermore,
a qualitative sex determination was carried out by each of the co-authors and repeated three times. We observed a vast overlap of
male and female sacra in the PCA plot of the GM analysis in shape space. The warps showed no sexual dimorphism in sacral curvature. Nevertheless, we confirmed a pattern in the height-to-width proportion and relative expansion of the alae. Classification
accuracies for the linear measurements ranged from 50-75% and for the qualitative investigations from 65-75%. All analyses were
repeated for the Central Europeans only (n=58), yielding a clearer pattern of sexual dimorphism. Males and females separated
with minor overlap along PC2 and the classification accuracies increased by 10-15%, depending on the analysis. On a worldwide
perspective, sexual dimorphism therefore seems to be lower than previously suggested and to be confounded by other factors, including geographical origin and body size, though regional groups such as Central Europeans remained more dimorphic. Thus, the
accuracy for sex determination of the human sacrum appears to be highly population-dependent, which explains the heterogeneous
outcomes reported so far. Nevertheless, the sexual dimorphism of the sacrum remains lower than demonstrated by studies of the
human hipbone. Although the sacrum forms part of the birth canal, it might be under lower selective pressure than the pelvis as
a whole. Perhaps, factors such as the sacro-iliac joint mobility during birth act as compensatory mechanisms, but this needs to be
investigated. Learning more about modern human sexual dimorphism represents a step towards a better understanding of hominin
morphology. Our outcomes suggest that sexing fossil hominin sacra remains problematic because besides taxonomy, geographic
and temporal variation, it presents additional challenges for the interpretation of fossil remains.
This research was funded by the Swiss National Science Foundation grants No 31003A_156299/1 and 31003A_176319, the Mäxi foundation, and the Swiss Society for Anthropology.
References:[1] Haeusler, M., Schmid, P., 1995. Comparison of the pelves of Sts 14 and AL 288-1: implications for birth and sexual dimorphism in australopithecines. Journal of Human Evolution 29,
363-383.[2] Fornai, C., Krenn, V.A., Nueesch, M., Haeusler, M., 2018. Unexpectedly high morphological variability in the Australopithecus sacrum. Implications for sexual and taxonomic diversity.
Proceedings of the European Society for the studies of Human Evolution 7, 67.[3] Strádalová, V., 1975. Sex differences and sex determination on the sacrum. Anthropologie (Brno) 13, 237-244.[4] Rusk,
K.M., Ousley, S.D., 2016. An evaluation of sex- and ancestry-specific variation in sacral size and shape using geometric morphometrics. American Journal of Physical Anthropology 159(4), 646-54.[5]
Fawcett, E., 1938. The sexing of the human sacrum. Journal of Anatomy 72(4), 633.
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Diet, environment and technological performance of Paranthropus boisei
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The diet of Paranthropus boisei is a matter of debate since the 1980s, but it is still unsolved why they needed such big teeth and jaw.
In this study I want to integrate three different diet reconstruction methods (isotope signal, molar macrowear and molar microwear
texture analysis) to examine the link between the environment and diet of P. boisei in more detail. Were P. boisei able to cope with
the same environment all year round or were seasonal migrations required? Did they need their specialized denthognatic apparatus
just as fallback strategy? Did they use tools? In order to answer these questions we have to know the resource composition of the environment. Selected habitats are analyzed with respect to the spectrum of available food resources. This analysis includes all edible
terrestrial and aquatic resources and their characteristics, for instance the δ13C signal, mechanical properties, seasonal availability
and nutritional content.On the other side we have the characteristics of a specific group, in this case P. boisei, which includes the
data of the diet reconstruction methods and the technological performance. The molar macrowear and molar microwear texture
analysis provide information on the mechanical properties of the food, e.g. hard and tough. With the isotope signal the proportion
of different food groups to the diet can be examined. So every method provides clues about the diet composition in a specific way.
Another crucial factor in the diet is technological performance of a group of hominids, because not every resource occurring in
a particular environment is accessible without technology. Hunting antelopes requires for instance sophisticated equipment such
as spears and many plants are toxic or at least not digestible until they are cooked. And last but not least we have to know the
nutritional requirements of the group. So at the beginning we have three different datasets - a list of food resources of a specific
environment and their characteristics; the diet signal of the group; and the characteristics of the group – which will be combined
in the next steps. First the technological requirements of the food resources (e.g. cooking) are compared with the technological
performance of the group. Every resource, which does not match, is excluded from further considerations. The second step is to
compare the mechanical and chemical characteristics of the food resources with the diet signal of the group. For example, if there are
very tough food resources on the list and the macro- or microwear do not indicate this kind of food they will be excluded from the
diet composition. With the remaining food resources an isotope mixing model will be performed to get an idea about the possible
proportions of the resources in the diet. The next step is to examine if the possible diet compositions, calculated with the isotope
mixing model, fit the protein and fat requirements when they are scaled up to the daily caloric needs and how much food needs
to be consumed to reach this goal. So we can see which diet composition is balanced and appears to be reasonable. For example
would it be unlikely that someone eats 3 kg of termites every day. This illustrates how the approach works and in which way various
methods for the reconstruction of diet are integrated. This permits to link the diet signal with specific features in the environment
and the technological performance of P. boisei.
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Variation in femoral cross-sectional indicator of robusticity ( J) in human populations
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University in Poznań, Department of Human Evolutionary Biology, Poland
A bone’s response to mechanical loading during life and its preserved morphology after death illustrate skeletal adaptation within
an individual or population. Analyses have shown that the morphology of the lower limbs differ between modern, historic, and
prehistoric human populations due to activity, types of terrain, and adaptation to diverse climates. However, not all analysed populations follow this pattern. This may indicate that the trend of change in skeletal parameters is still not clear. That is why, the use
of complex statistical models can be helpful interpreting the functional adaptation of the lower limbs. In addition, investigation
of human populations from other regions such as Eastern Europe, Western Asia, Africa and Australia may give new information
about morphological diversity. The main aim of the proposed study was to investigate variation in femoral cross-sectional indicator
of robusticity ( J) between human populations due to different types of economy, regions and chronological periods using a comprehensive statistical model that allows simultaneous analysis of several variables. The sample consisted of 1,981 individuals from
the Early Pleistocene to modern times, aged between 16 and 87 years, with no fractures or pathological changes of the lower limbs.
For each individual the following variables were collected: sex, age, date range, region, type of economy, femoral biomechanical
properties (%CA, J, Ix/Iy), average slope of the terrain and body mass. The human populations came from Europe, Africa, Asia
and Australia. The major part of the data came from European Data Set [1] in turn, information about Pleistocene individuals was
collected from literature. The biomechanical properties of Neolithic farmers from Poland, Iran, Australian aborigines and Medieval
Polish farmers were calculated using Moment Macro (v. 1.4) [2]. Generalized linear model was used to test whether the difference
in the robusticity of femur were due to spatial, temporal and biological variation. In the model, difference in polar second moment
of area ( J) was the dependent variable and sex, age, date, region, type of economy, %CA, Ix/Iy and average slope of the terrain were
independent covariates. The GLM was calculated for raw and standardized femoral biomechanical properties, respectively [3]. The
model calculated for raw biomechanical properties showed that region, sex, age, %CA, Ix/Iy and some types of economy (farmers,
hunter-gatherers, pastoralists, urban farmers and urban populations) explained most of the variation in the robusticity of the femur.
Slightly different results were obtained for the second model which used standardized biomechanical properties. Genealogical data
of the skeletal remains, sex, age, %CA, Ix/Iy and one type of economy (hunting-gathering) were significant predictor covariates.
The model based on standardised biomechanical properties showed that there was a slight temporal decline in the robusticity of
femur from Pleistocene to modern times. Although, this trend should be analysed with cautions due to small sample size of individuals from the older periods. Interestingly, terrain shape did not explain the variation in polar second moment of area ( J) which
means that individuals from mountainous terrain are not characterised by more robust femur than individuals from lowlands. Sizeand not standardised femoral property showed significant differences in sex and age. In addition, the standardized robusticity of
the femur was associated with hunting and gathering. It may mean that this type of economy requires more resistant lower limbs
to bending and torsion than farming, pastoralism or life in urban areas. On the other hand, not standardized robusticity index also
showed association with pastoralism, farming, and urban life. But, this may be a result of differences in body mass and proportions
between hunter-gatherers and human populations using different types of economy.
References:[1] Ruff, C.B. (Ed.), 2018. Skeletal variation and adaptation in Europeans: Upper Paleolithic to the Twentieth Century. Hoboken: Wiley Blackwell.[2] Ruff, C.B., 2002. Long bone articular
and diaphyseal structure in Old World monkeys and apes. I. Locomotor effects. American Journal of Physical Anthropology, 119, 305–342.[3] Sládek, V., Berner, M., Sailer, R., 2006. Mobility in Central
European Late Eneolithic and Early Bronze Age: Femoral Cross-Sectional Geometry. American Journal of Physical Anthropology, 130: 320–332.
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Comparison of faunal data and associated behavioral interpretations from Quina Mousterian contexts
in southwestern France
Susan E. Lagle1
1 - University of California, Davis
In areas of southwestern France such as Charente, Charente-Maritime, and Dordogne, faunal assemblages associated with Quina
Mousterian stone toolkits are often highly reindeer-dominant with the remaining portions mainly comprised of larger ungulates
such as horse and aurochs/bison. Because reindeer may have been highly migratory and therefore a seasonal resource, their distinctive association with the Quina toolkit in this region has generated ideas about how reindeer-centric subsistence strategies may
have impacted Neandertal mobility and thus Quina tool production and use during the Late Pleistocene [1]. Several recent studies
investigating Quina-associated faunal assemblages have addressed aspects of reindeer exploitation that are relevant to these research
questions, such as prey transport and processing, seasonality, and site use, contributing greatly to our understanding of Neandertal
subsistence and settlement systems in cold-climate, reindeer-dominated landscapes [2,3,4,5]. This study compares published faunal
data from Quina contexts at Roc de Marsal (Layer 4, Dordogne, France [2]), Les Pradelles (Layers 9-10, Charente, France [3]), Pech
de l’Azé IV (Layer 4a, Dordogne, France [4]), and Chez Pinaud Jonzac (Layer 22, Charente-Maritime, France [5]) with the aim
of elucidating the similarities and differences between these assemblages as well as underscoring their fundamental role in addressing broader questions regarding the relationship between subsistence, mobility, and technology. With proportions of Quina-layer
reindeer at these sites ranging from around eighty to ninety percent, the published studies have primarily centered on the reindeer
portions of the faunal assemblages. Though density-mediated attrition has variably affected the assemblages, complicating comparisons of skeletal part representation and prey transport, there seem to be apparent differences between study assemblages in
terms of unique skeletal signatures and alignment with nutritional utility indices, which could speak to differences in subsistence
behaviors and site use. All sites show some degree of intensive prey processing, though there are possible differences in butchery as
indicated by cutmark locations. Interestingly, Les Pradelles (Charente) and Chez Pinaud Jonzac (Charente-Maritime) show evidence of fall and fall-early winter occupations, respectively, while moving southeastward to the Dordogne, Pech de l’Azé IV shows
evidence of spring-summer occupations and Roc de Marsal shows evidence of occupations across all seasons. Additionally, all sites
have high fauna-to-lithic ratios and little evidence of fire use or spatial organization, which has been interpreted in some instances
as evidence of short-term and/or task-specific site use. In future work, incorporation of data from the larger ungulate portion of
the Quina-associated faunal assemblages, particularly seasonality, would help better characterize overall hunting strategies and how
Neandertals were using the landscape throughout the year during cold-climate periods in this region of southwestern France. Furthermore, greater integration of faunal and lithic data, such as was done for Les Pradelles, would help bolster interpretations of site
use and better connect mobility-related lines of evidence from the subsistence and technology realms.
This research was supported by funding from the National Science Foundation Graduate Research Fellowship Program (Award ID: 1650042) and the Department of Anthropology at University of
California, Davis. I would especially like to thank Teresa Steele and Dennis Sandgathe for their generous and invaluable guidance throughout the development of the study, as well as fellow members of
the Steele Lab at UC Davis for participating in thoughtful and constructive discussions on these and related research topics. I would also like to thank Harold Dibble, who played a large role in introducing
me to the wonderful world of Middle Paleolithic archaeology and whose decades of work in the field stimulated many of the research questions addressed here. Finally, I would like to extend my immense
gratitude to the authors of the published studies for their exemplary work, which not only provides a strong foundation for broader comparative studies such as this but also serves as a model for future
efforts.
References:[1] Delagnes, A., Rendu, W., 2011. Shifts in Neandertal mobility, technology and subsistence strategies in western France. Journal of Archaeological Science 38, 1771–1783.[2] Castel, J.-C.,
Discamps, E., Soulier, M.-C., Sandgathe, D., Dibble, H.L., McPherron, S.J.P., Goldberg, P., Turq, A., 2017. Neandertal subsistence strategies during the Quina Mousterian at Roc de Marsal (France).
Quaternary International 433, 140–156.[3] Costamagno, S., Liliane, M., Cédric, B., Bernard, V., Bruno, M., 2006. Les Pradelles (Marillac-le-Franc, France): A mousterian reindeer hunting camp? Journal
of Anthropological Archaeology 25, 466–484.[4] Niven, L., 2013. A diachronic evaluation of Neanderthal cervid exploitation and site use at Pech de l’Aze IV, France. In: Clark, J.L., Speth, J.D. (Eds.),
Zooarchaeology and Modern Human Origins. Springer, Dordrecht, pp. 151–161.[5] Niven, L., Steele, T.E., Rendu, W., Mallye, J., Mcpherron, S.P., Soressi, M., Jaubert, J., Hublin, J., 2012. Neandertal
mobility and large-game hunting: The exploitation of reindeer during the Quina Mousterian at Chez-Pinaud Jonzac (Charente-Maritime, France). Journal of Human Evolution 63, 624–635.
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The facial ontogeny of Neanderthals and H. sapiens
Federica Landi1 , Juan Luis Arsuaga2,3 , Vladimir Doronichev4 , Liubov V. Golovanova4 , Philipp Gunz5 , Jean-Jacques
Hublin5 , Giorgio Manzi6 , Bruno Maureille7 , Antonio Profico6 , Paul O’Higgins1
1 - Department of Archaeology and Centre for Anatomical and Human Sciences, Hull York Medical School, University of York,
UK · 2 - Centro Mixto Universidad Complutense-Instituto de Salud Carlos III de Evolución y Comportamiento Humanos,
Madrid, Spain · 3 - Departamento de Paleontología, Facultad de Ciencias Geológicas, Universidad Complutense de Madrid,
Madrid, Spain · 4 - Laboratory of Prehistory, St. Petersburg, Russia · 5 - Department of Human Evolution, Max Planck Institute
for Evolutionary Anthropology, Leipzig, Germany · 6 - Department of Environmental Biology, University La Sapienza, Rome,
Italy · 7 - PACEA, University of Bordeaux, Bordeaux, France
While morphological differences between H. sapiens , i.e. Anatomically Modern Humans, and Neanderthals are well known in
adults, it is much less clear when and how they arise during ontogeny [1, 2, 3, 4]. While most workers agree that major aspects of
their differences are already established in neonates, there is some disagreement about whether differences are further accentuated
through divergence and changes in length of postnatal ontogenetic trajectories [5]. Beyond this, how regions of the developing
cranium interact during ontogeny in both species and how they differ is limited. To address these, we carry out detailed analyses
of postnatal ontogenetic changes in size and shape and of associations between craniofacial regions to test the hypotheses that
ontogenetic changes in craniofacial form and interactions between regions do not differ between Neanderthals and Modern Humans. We apply geometric morphometrics to landmark data acquired on 3D surfaces of skulls of H. sapiens and Neanderthals (H.
sapiens N=70, Neanderthals N=15) and compare ontogenetic trajectories and associations among developing cranial and facial
regions. Multivariate regressions demonstrate that Modern Human and Neanderthal craniofacial growth and development show
many similarities, with changes most marked in the anterior maxilla, nasal and zygomatico-maxillary regions. Further, major aspects of the differences between adult Modern Humans and Neanderthals are established early and are therefore already present in
the youngest individuals. However, additional differences arise through differences in the degree of change in facial size and significantly divergent trajectories of scaling. In particular, Neanderthals compared to Modern Humans develop a relatively wider face at
the level of the zygomatics and a relatively taller maxilla. Considering associations among craniofacial regions in Modern Humans
during ontogeny, partial least squares analyses (PLS) show that in infants and juveniles the largest and most significant associations
among craniofacial regions are found between the orbit, nasal cavity and maxilla, while in adults, the largest and most significant
associations are located more inferiorly, between the maxilla, nasal cavity and palate. Maxillary sinus form shows absence of association with other facial regions except in the infant group where they are closely associated with the overlying maxilla, the orbits and
the adjacent nasal cavity. PLS analyses of Neanderthals alone suffer from small sample size but, where significant, suggest that the
interactions among cranial components are very similar to those in Modern Humans. PLS analysis of Modern Humans and Neanderthals together do not suggest otherwise. In conclusion, modern humans and Neanderthals share major aspects of craniofacial
growth and development, already “in place” at birth, but there are significant differences in the details of how adult form is achieved.
We would like to thank Dr Luca Bondioli and the Pigorini Museum (Università di Padova, Italy) and the Natural History Museum, London (UK) for giving us access to their fossil material. Thanks to the
Musée National de Préhistoire (France) and its Director Dr J.-J. Cleyet-Merle for giving access to the fossil material. We thank Dr Craig Cunningham, Dr Sue Black and the University of Dundee (UK) for
giving us access to their modern human collection.
References:[1] De León, M. S. P., Zollikofer, C. P., 2001. Neanderthal cranial ontogeny and its implications for late hominid diversity. Nature, 412(6846), 534.[2] Bastir, M., O’Higgins, P., Rosas, A., 2007.
Facial ontogeny in Neanderthals and modern humans. Proceedings of the Royal Society B: Biological Sciences, 274(1614), 1125-1132.[3] Gunz, P., Neubauer, S., Maureille, B., Hublin, J. J., 2010. Brain
development after birth differs between Neanderthals and modern humans. Current Biology, 20(21), R921-R922.[4] Maureille B., 2005. The rediscovery of Le Moustier 2 Neandertal specimen. In: Ullrich
H. (Ed.), The Neanderthal adolescent Le Moustier 1. Berliner Beiträge zur vor- und frühgeschichte neue folge, band 12. Berlin: Staalische Museen zu Berlin – Preußishcer Kulturbesitz, 63-72.[5] Cobb, S.
N., & O’Higgins, P., 2004. Hominins do not share a common postnatal facial ontogenetic shape trajectory. Journal of Experimental Zoology Part B: Molecular and Developmental Evolution, 302(3),
302-321.
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The first Neandertal tar-backed tool from the Dutch North Sea and the evolution of complex technology
Geeske Langejans1,2 , Marcel Niekus3 , Paul Kozowyk4 , Gerrit Dusseldorp2,4
1 - Faculty of Mechanical, Maritime and Materials Engineering, Delft University of Technology, Netherlands · 2 Palaeo-Research Institute, University of Johannesburg, South Africa · 3 - Stichting STONE/Foundation for Stone Age research
in the Netherlands · 4 - Faculty of Archaeology, Leiden University, Netherlands
Here we report the discovery of a 50,000-year-old birch bark tar-hafted flint tool found off the present-day coastline of the Netherlands [1]. This find is important since the conditions regulating the successful development of prehistoric complex technology are
currently ill-understood [2; 3]. The technological capabilities of extinct hominin species are especially debated as they relate directly
to questions of evolutionary success and extinction.
The tar object was originally deposited in the Rhine-Meuse Paleo-valley and was dredged from the North Sea floor (the Netherlands). Its origin can be securely reconstructed and matches other Dutch Middle Paleolithic North Sea finds that include a Neandertal frontal bone, fauna remains and bifaces. The tar is directly dated by 14C-AMS, and analyzed using py-GC/MS, micro-CT
and optical light microscopy. The object is a relatively large piece of birch tar, encompassing approximately one third of an undiagnostic flake. This find is the first from North-western Europe and complements a small set of directly dated and chemically or
spectrographically identified birch tar adhesives.
combining these results and the data from other Middle Paleolithic adhesives with previously obtained experimental data, we
show that Neandertals likely used a high-yield and complex tar production strategy at the northern edge of their range. The complex
know-how required for this type of adhesive production was therefore maintained in small groups leading highly mobile lives. This
contradicts two influential hypotheses on the necessary conditions for technological complexity to develop, namely large group size
[4], and low residential mobility[5]. Our findings support the hypothesis that technological complexity is often used to mitigate
ecological risk. It also suggests that more task specialization, perhaps between different genders, may have been in place than previously assumed [cf. 3]. As such this find combined with the other Middle Paleolithic birch tar adhesives technology has significant
repurcussions for our understanding of the versatility and complex technological adaptation of Neandertals.
Leonie Kwak and Wim Tukker (University Medical Center Groningen) are thanked for their help with the initial CT analyses, and Frans de Vries (ToonBeeld) for the photograph of the Zandmotor find.
Furthermore we extend our gratitude to Dick Stapert, Hans de Kruyk, Jantien Rutten, Freek Busschers (TNO Geological Survey of the Netherlands) for help and advice, and Alexander Verpoorte (Leiden
University) for proof reading an earlier version of the manuscript. Geeske Langejans is funded by the European Research Council (project number 804151). Gerrit Dusseldorp is funded by NWO Vidi
grant 276-60-004.
References:[1] Niekus, M.J.L.Th., Kozowyk, P.R.B., Langejans, G.H.J., Ngan-Tillard, D., van Keulen, H., van der Plicht, H., Cohen, K.M., van Wingerden, W., van Os, B., Smit, B.I., Amkreutz, L.W.S.W.,
Johansen, L., Verbaas, A., Dusseldorp, G.L. (submitted). A Neandertal tar-backed tool from the Dutch North Sea and Middle Paleolithic complex technology.[2] Hoffecker, J.F., Hoffecker, I.T., 2018. The
structural and functional complexity of hunter-gatherer technology. Journal of Archaeological Method and Theory, 25(1), 202-225.[3] Vaesen, K., Collard, M., Cosgrove, R., Roebroeks, W., 2016.
Population size does not explain past changes in cultural complexity. Proceedings of the National Academy of Sciences, 113(16), E2241-E2247.[4] Powell, A., Shennan, S., Thomas, M.G., 2009. Late
Pleistocene Demography and the Appearance of Modern Human Behavior. Science, 324, 1298-1301.[5] Read, D., 2008. An interaction model for resource implement complexity based on risk and
number of annual moves. American Antiquity, 73, 599-625.
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Taphonomic reassessment of the early Homo mandible from Garba IVE, and questioning the diagnosis
of an ancient case of amelogenesis imperfecta.
Adeline Le Cabec1 , Damien Charabidze2 , Thomas Colard3,4 , Gabriele Di Carlo5 , Rosalia Gallotti4,6,7 , Sabine
Gaudzinski-Windheuser8 , Jean-Jacques Hublin1 , Rita T. Melis7,9 , Margherita Mussi7,10
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - EA 7367 Unité de Taphonomie, Institut de Médecine Légale, Université de Lille, Lille, France · 3 - EA 4490 PMOI, University of Lille,
Lille University Hospital, Lille, France. · 4 - UMR 5199, PACEA, CNRS, Université de Bordeaux, Bâtiment B8, Pessac, France ·
5 - Department of Oral and Maxillofacial Sciences, Unit of Pediatric Dentistry, Sapienza University of Rome, Rome, Italy · 6 Université Paul Valéry-Montpellier 3, UMR 5140, Archéologie des sociétés méditerranéennes, Campus Saint Charles, F-34199
Montpellier, France · 7 - Italian Archaeological Mission at Melka Kunture and Balchit, Rome, Italy · 8 - MONREPOS
Archaeological Research Centre and Museum for Human Behavioural Evolution and Institute of Ancient Studies, Johannes
Gutenberg–University Mainz, Schloss Monrepos, Neuwied, Germany · 9 - Dipartimento di Scienze Chimiche e Geologiche,
Università degli Studi di Cagliari, Cagliari, Italy · 10 - Dipartimento di Scienze dell’Antichità, Università di Roma La Sapienza,
Rome, Italy.
MK 81 GAR IVE 0043 (henceforward GAR IVE) is a juvenile early Homo represented by a fragment of mandible and a partial
mixed dentition. It has been unearthed at Garba IV (Melka Kunture, Upper Awash, Ethiopia), in layer E, dated to ∼1.8 Ma. This
is one of the very few juvenile fossils of Early Pleistocene age. It is also one of the not many hominin remains discovered during
archaeological digging in association with faunal remains and lithic artefacts, namely those of the late Oldowan [1]. Following
modern human standards, GAR IVE was estimated to be 2-3 years of age [2]. The specimen was recently reassessed regarding its
macroscopic dental development and tooth tissue proportions [3]. This juvenile early Homo has been published as being affected by
a group of developmental conditions known as amelogenesis imperfecta (AI) [4], with a prevalence ranging from 1:700 to 1:14 000
in recent modern humans. This was mainly based on the observation that pitting defects were affecting the outer enamel surface of
its erupted deciduous second molar and of the partially exposed unerupted germ of its permanent first molar. Whether this juvenile
was affected or not by AI may have strong implications regarding the interpretation of its dental morphology, overall development
and, by extension, taxonomic status. Zilberman et al. [4] conclude that the pathology is evidence of a direct genetic link between
Homo erectus and modern humans. Here, we re-assess the likelihood of the specimen being affected by such a genetic disorder by
combining observations of its external and internal morphology using multiscale synchrotron propagation phase contrast scans
acquired at the ESRF (ID19 beamline, Grenoble, France). We use 2D and 3D techniques of virtual paleohistology (e.g., [5]) to
explore the outer and inner structure of GAR IVE bone and teeth. Based on the clinical literature available to describe the different forms of this disease in recent modern humans, we test whether the various criteria required to reach a diagnosis of AI can be
found in GAR IVE. This concerns pitted, hypoplastic defects, but also what teeth are affected, the occurrence of taurodontism, and
enamel thickness. Furthermore, a fine examination of the bone and tooth surfaces in light of the individual’s young age and of the
potential action of taphonomic agents leads to question the developmental origin of the defects observed on the outer surface of
the exposed teeth. Taphonomic analysis of the associated faunal assemblage enabled the identification of massive bone alteration,
suggesting the activity of necrophagous insects (dermestid beetles). Among other features, pupal chambers were identified in some
of the faunal remains. This multidisciplinary approach provides a set of arguments to refute the hypotheses that the defects observed on the mandible were pathological, and that the GAR IVE juvenile was affected by AI.
We want to thank the Università di Roma Sapienza, the Ministero degli Affari Esteri e della Cooperazione, the Max Planck Society, the ESRF and Paul Tafforeau, and the Römisch-Germanisches
Zentralmuseum.
References:[1] Gallotti, R., Mussi, M., 2015. The Unknown Oldowan: 1.7-Million-Year-Old Standardized Obsidian Small Tools from Garba IV, Melka Kunture, Ethiopia. PLOS ONE. 10, e0145101.[2]
Condemi, S., 2004. The Garba IV E mandible. In: Chavaillon, J., Piperno, M. (Eds.), Studies on the Early Paleolithic Site of Melka Kunture, Ethiopia. Origines, Firenze, pp. 687–701.[3] Zanolli, C., Dean,
M.C., Assefa, Y., Bayle, P., Braga, J., Condemi, S., Endalamaw, M., Engda Redae, B., Macchiarelli, R., 2017. Structural organization and tooth development in a Homo aff. erectus juvenile mandible from the
Early Pleistocene site of Garba IV at Melka Kunture, Ethiopian highlands. Am. J. Phys. Anthropol. 162, 533–549.[4] Zilberman, U., Smith, P., Piperno, M., Condemi, S., 2004. Evidence of amelogenesis
imperfecta in an early African Homo erectus. J. Hum. Evol. 46, 647–653.[5] Le Cabec, A., Tang, N.K., Tafforeau, P., 2015. Accessing developmental information of fossil hominin teeth using new
synchrotron microtomography-based visualization techniques of dental surfaces and interfaces. PLOS ONE 10, e0123019.
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Enamel-bound stable nitrogen isotopic composition preserves trophic information in modern and fossil
mammalian teeth
Jennifer Leichliter1 , Tina Lüdecke2 , Nicolas Duprey3 , Thomas Tütken1 , Alfredo Martínez-García3
1 - Institute of Geosciences, Johannes Gutenberg University, Mainz, Germany · 2 - Senckenberg Biodiversity and Climate
Research Centre, Frankfurt, Germany · 3 - Max Planck Institute for Chemistry, Mainz, Germany
Stable nitrogen isotopic composition (expressed as δ¹⁵N) is a well-established proxy for determining the dietary behavior and
trophic positioning of animals in terrestrial and marine food webs. Typically, enrichment in ¹⁵N (i.e. δ¹⁵N of 2-3‰) is observed
from diet to consumer allowing determination of an organism’s trophic level. Generally, the tissues of animals which consume meat
and/or protein rich resources (carnivores, insectivores, omnivores) are higher in δ¹⁵N relative to those which consume only plants
(herbivores).
To date, the nitrogen isotope composition of hard tissues (e.g. bone, teeth) has only been obtained using collagen extracted from
bone or dentin. However, collagen is highly susceptible to degradation and thus has poor long-term preservation potential. While
nitrogen isotope composition has been measured in subfossil and fossil bones, such analyses have been limited to relatively young
(typically <100 ka) and exceptionally well-preserved material. Stable carbon and oxygen isotope analyses of tooth enamel, which is
more resistant to diagenetic alteration than bone, have long been used to investigate the diets of fossil organisms; however, the low
organic content of tooth enamel has made nitrogen isotope analyses of enamel difficult. Here, we employ a new method to analyze
the nitrogen isotope composition of intra-crystalline enamel-bound nitrogen. This method involves the oxidation of enamel-bound
organic matter to nitrate followed by bacterial conversion of nitrate to N₂O and requires 200-fold less nitrogen than traditional
combustion approaches (i.e. ∼5 nanomoles of N). The method is now routinely employed to study the isotopic composition of
organic N bound within microfossils (e.g. foraminifera, diatoms, corals) but has not yet been widely used in studies of tooth enamel.
Using this new method, we investigate the nitrogen isotope composition of enamel-bound organic matter (δ¹⁵Nenamel) in modern
and fossil mammalian teeth to determine if trophic information is preserved.
We show that nitrogen isotope analysis of tooth enamel organic matter is feasible and that the trophic enrichment in nitrogen
isotope composition observed in other tissues is also is preserved in the teeth of modern mammals. We sampled tooth enamel
from herbivorous, omnivorous, and carnivorous modern African mammals from arid and semi-arid settings. The third molar was
preferentially analyzed (∼3-4 mg) in all cases to avoid any bias by potential weaning effects. To cross-validate our results, δ¹⁵Nenamel
values obtained in this study were compared to existing δ¹⁵Ncollagen and ⁴⁴Ca/⁴²Ca values for the same specimens. First results show
that carnivores are enriched in 15N relative to herbivorous taxa while omnivorous taxa have highly variable δ¹⁵Nenamel values.
In addition, we analyzed fossil tooth enamel of fauna from two Plio-Pleistocene hominin-bearing localities (Sterkfontein Member 4, South Africa and Chiwondo Beds, Malawi). Fossil samples were subject to a reductive-oxidative cleaning to remove exogenous
organic matter and diagenetically altered matrix material. We found a trophic patterning in fossil tooth enamel which is similar to
that observed in the tooth material of modern African mammals.
In conclusion, intra-crystalline enamel-bound nitrogen (δ¹⁵Nenamel) represents a very promising dietary proxy applicable to
deep time and opens new avenues of research for reconstructing past food webs and investigating the trophic ecology of extinct
taxa. This initial dataset gives us a preliminary framework for interpreting δ15Nenamel values of early hominins at these fossil sites
and potentially assessing the contribution of meat and/or faunivorous resources to early hominin diets.
We would like to thank Dr. Daniela Winkler for specimen sampling and the Zoological Museum Hamburg (ZMH) for graciously allowing us to utilize material from their collections.
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New human remains associated with Magdalenian rock art from La Marche cave (Lussac-Les-Châteaux,
France)
Mona Le Luyer1,2 , Jean Airvaux3 , Dominique Henry-Gambier2
1 - Skeletal Biology Research Centre, School of Anthropology and Conservation, University of Kent, UK · 2 - UMR 5199
PACEA, University of Bordeaux, France. · 3 - Independent researcher, France.
The cave of La Marche, discovered in 1937 by L. Péricard and S. Lwoff, is well known for his rock art, especially engraved blocks
of animal and human figures [1-2]. During excavations in 1937-1938, L. Péricard and S. Lwoff discovered a human mandibular
fragment without teeth (LC1) and an upper left third molar (LC2). A lower left third premolar (LC3) and a lower right deciduous
second molar (LC4) were then found by L. Pradel in the 50s [3]. These human remains were attributed to the Middle Magdalenian
[1-3]. Between 1988 and 1993, the re-evaluation of the collection (stratigraphic re-assessment and sieving of previous spoil heap)
made by J. Airvaux yielded numerous new human remains: a parietal and two mandibular fragments without teeth from at least two
adults, two mandibular fragments from a child and a juvenile, and 35 isolated teeth including deciduous and permanent elements
[4]. The direct dating of an isolated human tooth (OxA-30980: 14 685±75 BP) is situated between 18 077 – 17 646 cal BP and
confirms the attribution to the Early Middle Magdalenian [5]. In this study, we describe the Magdalenian human teeth from La
Marche discovered during the re-assessment made by J. Airvaux and compare the dental morphometric variations of external and
internal signatures to other Upper Paleolithic and Holocene specimens. The collection of Magdalenian teeth is composed of 49
permanent and deciduous teeth (35 isolated teeth and 14 teeth included in mandibular fragments). Among the whole sample of 49
teeth analyzed externally, 29 teeth have been microscanned for internal analysis. For the external structure, 5 variables of crown size
were measured and 32 non-metrical variations were scored according to the Arizona State University Dental Anthropology System.
For the examination of the internal structure, teeth were scanned using high-resolution microCT at the MRI platform (Skyscan
1076 X-ray equipment, University Montpellier 2, France). Volumes were reconstructed with an isotropic voxel size ranging from
17.93 to 36.18 μm. After segmentation, 13 linear, surface, and volumetric variables were digitally measured or calculated for describing 3D and 2D crown tissue proportions and enamel thickness, and 3D maps of topographical enamel thickness distribution
were created. Based on developmental age, occlusal wear and wear facets, we have estimated that the dental remains of La Marche
represent a minimum number of nine individuals, including two adults, one subadult and six immature individuals. Results show
proximity in external metric analysis between specimens from La Marche and comparative Upper Paleolithic individuals. Enamel
thickness and dental tissue proportions in lower first molars from La Marche are closer to those of other Magdalenian individuals
than to Mesolithic, Neolithic and extant human individuals. The cave of La Marche is one of the Middle Magdalenian sites with
the largest number of human remains. On the whole, the comparative analysis of the La Marche human teeth provides new paleobiological data and an exceptional insight into Middle Magdalenian populations.
Research supported by the DHP project (to: S. Rottier; Université Bordeaux 1 and LaScArBx – ANR program of prospects investments ANR-10-LABX-52), the FYSSEN Foundation and the
REDUCTeeth project (to: M. Le Luyer; European Union’s Horizon 2020 research and innovation program under the Marie Skłodowska-Curie agreement n°796499). 3D data acquisitions were performed
using the µCT facilities of the MRI platform member of the national infrastructure France-BioImaging supported by the French National Research Agency (ANR-10-INBS-04, «Investments for the
future»), and of the Labex CEMEB (ANR-10-LABX-0004) and NUMEV (ANR-10-LABX-0020).
References:[1] Péricard, L., Lwoff, S., 1940. La Marche, commune de Lussac-les-Châteaux (Vienne) : Premier atelier de Magdalénien III à dalles gravées mobiles (campagnes de fouilles 1937-1938).
Bulletin de la Société préhistorique de France 37, 155-180.[2] Airvaux, J., 2001. La grotte de La Marche, in : L’art préhistorique du Poitou-Charentes, Maison de roches., 223.[3] Patte, E., 1957. Mandibule
solutréenne et dents magdaléniennes recueillies par M. le Docteur Pradel à Lussac-les-Châteaux. L’Anthropologie 61, 295-298.[4] Henry-Gambier, D., 2010. Les fossiles humains du Paléolithique
supérieure de Poitou-Charentes. In: Buisson-Catil, J. and Primault, J. (Eds). Préhistoire entre Vienne et Charente. Hommes et sociétés du Paléolithique, 25-43.[5] Barshay-Szmidt, C., Costamagno, S.,
Henry-Gambier, D., Laroulandie, V., Pétillon, J.-M., Boudadi-Maligne, M., Kuntz, D., Langlais, M., Mallye, J.-B., 2016. New extensive focused AMS 14C dating of the Middle and Upper Magdalenian of
the western Aquitaine/Pyrenean region of France (ca. 19-14 ka cal BP): Proposing a new model for its chronological phases and for the timing of occupation. Quaternary International 414, 62-91.

106

Poster Presentation Number 47, Session 1, Th. 12:15-14:00

Macaque-like or baboon-like? What we learn from the bony labyrinth of Paradolichopithecus.
Anne Le Maître1,2 , Franck Guy2 , Gildas Merceron2 , Dimitris S. Kostopoulos3
1 - Department of Theoretical Biology, University of Vienna, Austria · 2 - PALEVOPRIM – UMR 7262 CNRS INEE,
Université de Poitiers, France · 3 - Laboratory of Geology and Palaeontology, Aristotle University of Thessaloniki, Greece
During the Late Pliocene – Early Pleistocene, under successively cooler climates, grasslands gained ground in Eurasia at the expense
of forests. Across the continent, primates were represented by the genus Macaca, supposedly forest-dependent, and by large-sized
papionin monkeys (Paradolipopithecus and Procynocephalus), supposedly open-dwellers. The latter two are traditionally considered
as large macaques [1] but some authors proposed that they are rather close to the African baboons [2]. Post-cranial elements suggest a mainly terrestrial way of life [3] but, as their phylogenetic affinities, the ecology of these taxa remains slightly murky. In this
study, we aimed at clarifying both aspects by analysing the anatomy of the bony labyrinth in the cranium LGPUT DFN3-150 of
Paradolichopithecus from Dafnero-3 fossil site, in Northwestern Greece [2]. We used a comparative sample a 33 cercopithecines
representing 13 species (9 papionini and 4 cercopithecini). We virtually extracted the bony labyrinth from µCT-scans and we positioned 22 landmarks [4]. After a Procrustes superimposition of the 3D landmark coordinates, we regressed the Procrustes coordinates on the log centroid size and we performed a between-species PCA on the regression residuals. Based on a molecular phylogeny
of the extant species, we evaluated the phylogenetic signal in the morphology of the labyrinth, using the Kmult statistic [5]. We also
estimated the position of the fossil specimen in the phylogenetic tree (the topology was fixed for the other species). The analyses
were conducted using the R packages geomorph, Morpho and phytools. The allometric signal was statistically significant (p < 0.05)
in cercopithecines. The labyrinth of DFN3-150 was large, as in baboons and their closest relatives. However, because of relatively
less projected semicircular canals and a less coiled and twisted cochlea, the fossil was located far below the regression line, as the
two medium-sized macaque species. The first four bgPCs described 64.5 % of the total variance in labyrinth shape, and bgPC1
(28.6 %) roughly separated macaques (except the small-sized M. fascicularis) from the other cercopithecines. DFN3-150 grouped
with two macaque species (especially M. sylvanus) in the shape space of the first four bgPCs, but it stayed close to papionina species
(Papio anubis and Mandrillus leucophaeus). The phylogeny was reflected by the labyrinth size (K = 1.079; p = 0.007), and not by
its shape (K = 0.472; p = 0.071). The fossil was placed within the baboon group when centroid size was used, whereas it grouped
with macaques when only Procrustes coordinates where used for the estimation. The shape of the labyrinth in Paradolichopithecus
corresponds either to a medium-sized, semi-arboreal macaque, or to a very large and terrestrial baboon-like monkey. Given the
large body mass estimations for this species, the latter option is more likely. In this case, the Macaca-like shape would reflect the
retention of ancestral features. This result questions the classical hypothesis of a grouping with macacina.
We would like to thank the MNHN (Paris, France) and the MRAC (Tervuren, Belgium) for allowing access to their specimens, and A. Mazurier for the scanning of the specimens in the Centre de
Microtomographie (Poitiers, France). Eric Delson and the Department of Mammalogy of the AMNH (New York, USA) provided access to other scans, the collection of which was funded by AMNH and
NYCEP. Lynn Copes, Lynn Lucas and the Harvard MCZ (Cambridge, USA) also provided access to some scans, funding for the collection of which was provided by NSF DDIG #0925793 and a
Wenner-Gren Foundation Dissertation Grant #8102 (both to Lynn Copes). These scans were downloaded from MorphoSource.org, a web-accessible archive for 3D digital data housed by Duke University.
Excavations at Dafnero were supported by the CNRS, France [grant number PICS5185; 2010-2013]; and the National Geographic Society [grant 9903-16; 2016-2017]. Part of this research was supported
by the Austrian Science Fund [FWF grant number P29397]. DSK and GM are grateful to Em. Prof. GD Koufos and all members of the field team.
References:[1] Delson, E., Frost S.R., 2004. Paradolichopithecus: a large-bodied terrestrial papionin (Cercopithecidae) from the Pliocene of western Eurasia. American Journal of Physical Anthropology
38(Suppl.), 85.[2] Kostopoulos, D.S., Guy, F., Kynigopoulou, Z., Koufos, G.D., Valentin, X., Merceron, G., 2018. A 2Ma old baboon-like monkey from Northern Greece and new evidence to support the
Paradolichopithecus-Procynocephalus synonymy (Primates: Cercopithecidae). Journal of Human Evolution 121, 178–192.[3] Sondaar, P.Y., van der Geer, A.A.E., Dermitzakis, M.D., 2006. The unique
postcranial of the Old World Monkey Paradolichopithecus: more similar to Australopithecus than to baboons. Hellenic Journal of Geosciences 41, 19–28.[4] Lebrun, R., Ponce de Léon, M.S., Tafforeau, P.,
Zollikofer, C.P.E., 2010. Deep evolutionary roots of strepsirrhine primate labyrinthine morphology. Journal of Anatomy 216, 368–380.[5] Adams, D.C., 2014. A generalized K statistic for estimating
phylogenetic signal from shape and other high-dimensional multivariate data. Systematic Biology 63, 685–697.
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Investigating the Aurignacian-Gravettian “Transition” East of the Carpathians
Timothée Libois1,2
1 - F.R.S.- Fonds de la Recherche Scientifique (FNRS), Brussels, Belgium · 2 - Service de Préhistoire, Université de Liège, Belgium
During the Upper Palaeolithic, the Aurignacian to Gravettian “transition” represents a considerable cultural change that occurred
between 30.000 BP and 27.500 BP, marked by modifications in both socioeconomic behaviours and material remains, including
the lithic domain. In spite of a longtime debate and an increasing interest over this last decade, this issue still lacks any explanatory
consensus. Focusing on the controversial early emergence of the Gravettian in the Middle Danube region around 30.000 BP, some
researchers lean towards the hypothesis of a unique origin in central Europe before its expansion, while some others favour a convergence model and the existence of different appearance centers [1]. Among the diverse European key-regions concerning that
issue, the East-Carpathian area (restricted here to Western Ukraine, North-East Romania and Moldova) remains one of the least
investigated, despite the presence of different sites related to final Aurignacian and early Gravettian [2]. Noticeable within these
sites, Molodova V contains some of the earliest occurrences of the Gravettian in Europe in the presence of cultural layers 10 and 9
(dated around 29.000 BP) [3], making it a cornerstone in the debate. Furthermore, several east-Carpathian sites consist of secure
sequences with high-resolution climatic context, allowing correlations between stratigraphies. Works by geologist P. Haesaerts have
indeed highlighted the fast succession between the two technocomplexes [3], even suggesting an anteriority of the early Gravettian
appearance over the last Aurignacian levels in this specific region (dated around 27.700 BP in Mitoc-Malu Galben), a fact that
curiously matches a corresponding potential overlapping noticed in central Europe [4]. Most of the related lithic collections were
attributed in the second half of the 20th century, but have rarely been examined else than typologically. We have then decided to
lead some new researches, applying a detailed technological approach to Ukrainian (including Molodova V and Korman IV), Romanian (including Mitoc-Malu Galben) and Moldovan (including Corpaci-Mâs) assemblages. Concerning the late Aurignacian
assemblages, this re-examination leads us to strengthen their attribution, as their technical system clearly correspond to the Aurignacian lithic production patterns identified throughout Europe, and despite their late dates. On the other side, the reappraisal of
the Ukrainian early Gravettian sites brings new elements to refine the technological understanding of its specificities. These new
results allow a re-evaluation for the emergence of the Gravettian in eastern Europe specifically, but also provide fresh reflections on
the debate in its broad extent over Europe.
References:[1] Kozłowski, J., 2015, The Origin of the Gravettian. Quaternary International, 359-360, 3-18.[2] Noiret, P., 2009, Le Paléolithique Supérieur de Moldavie. Essai de synthèse d’une évolution
multiculturelle. ERAUL, 121, Liège.[3] Haesaerts, P., Borziak, I., Chirica, V., Damblon, F., Koulakovska, L., Van der Plicht, J., 2003, The east Carpathian loess record: A reference for the middle and late
pleniglacial stratigraphy in central Europe. Quaternaire, 14(3), 163-188.[4] Haesaerts, P., Borziac, I., Chirica, V., Damblon, F., Koulakovska, L., 2007, Cadre stratigraphique et chronologique du Gravettien
en Europe centrale. Paléo, 19, 31-52.
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An outlook on new 3D methods for dental enamel hypoplasia analysis using confocal imaging
profilometry
Laura Sophia Limmer1 , Katerina Harvati1 , Sireen El Zaatari1
1 - Paleoanthropology, Senckenberg Center for Human Evolution and Paleoenvironment, Eberhard Karls Universität Tübingen,
Tübingen, Germany
Dental enamel hypoplasia, a reduction in surface enamel thickness manifested as pits, horizontal grooves, or missing enamel planes,
occur on permanent and deciduous teeth. Although such defects can be caused by genetic factors, they are often linked to physiological developmental stress events, such as malnutrition and diseases, thus making their study a standard procedure when investigating
the health status of ancient populations. Traditional methods employed in enamel hypoplasia studies focus on recording their presence/absence and locations on dental surfaces to reconstruct the occurrence and timing of stressful events in relation to dental
developmental sequences. These assessments are generally made with the naked-eye, aided by a magnifying glass (20x). To bypass
limitations of low magnifications, some studies have also employed scanning electron microscopy (SEM) to generate high magnification images. These images allow for measuring defect dimensions as well as for counting incremental growth lines within them,
thus also permitting an estimation of the duration of a stress-episode [1]. Even though advantageous, enamel hypoplasia research
relying on SEM faces several challenges, mostly due to light distortions caused by different projection angles on the inward slopes
and depressions of enamel defects. These greatly bias results and restrict their repeatability [2]. To overcome this problem, new highresolution imaging equipment, which can generate an accurate replication of dental surfaces and would thus allow for the objective
quantification of hypoplasias, is needed. The confocal imaging profiler (CIP), a machine capable of scanning surfaces at a nano-scale
resolution, provides a promising opportunity for examining enamel defects [3]. CIPs non-destructively and non-invasively collect
3-dimensional (3D) point-cloud-data from a surface and translate them into virtual high-resolution 3D topographic maps. These
profilers scan at higher speeds and with higher spatial resolution than regular 3D-imaging microscopes. High spatial accuracy facilitates the quantification of incremental microstructures of bone and tooth surfaces and allows for the objective examination of
surface modifications and irregularities, including hypoplasias [4]. To better evaluate the effectiveness of this 3D-imaging approach
in assessing hypoplastic defects on hominin dental surfaces, we selected a sample of 25 Neanderthals and Upper Paleolithic modern
humans whose teeth were previously scored for such defects using traditional techniques and re-examined them with a CIP. The
presence and location of previously reported hypoplasias on high-resolution epoxy replicas of these teeth were first verified following traditional protocol, i.e., using an illuminated magnifying glass [1,5]. All teeth were then scanned using the Sensofar Plμ Neox
CIP at both 10x and 20x magnifications. In SensoMap software, longitudinal profiles were cut through the obtained 3D scans to
examine and distinguish between regular perikymata spacing and localized enamel reductions. Our preliminary results show that
using a CIP allowed for the detection of hypoplastic defects, i.e., small pits and shallow lines, that were not observable using traditional methods. As reported by McGrath et. al. (2018) in a study on great ape dentition, we conclude that small and shallow enamel
defects tend to be overlooked by the traditional methods. Our study therefore further highlights the efficiency of employing CIPs
in research involving hypoplasia. Using CIPs, direct measurements of defect depths and locations can be taken with high accuracy
and without any optical distortion, thus eliminating observer/machine error and increasing the repeatability of results. This in turn
advances objective and quantitative research in the field of dental anthropology.
This study was supported by Deutsche Forschungsgemeinschaft (DFG) - Project number 353106138.
References:[1] Guatelli-Steinberg D., Larsen C.S., Hutchinson D.L., 2004. Prevalence and the duration of linear enamel hypoplasia: a comparative study of Neandertals and Inuit foragers. Journal of
Human Evolution 47,65–84.[2] Guatelli-Steinberg D., Dental Stress Indicators from Micro- to Macroscopic, 2016. In: Irish J.D., Scott G.R., (Eds.), A companion to dental anthropology. Wiley Blackwell,
Chichester, 450-464.[3] McGrath, K., El Zaatari, S., Guatelli-Steinberg, D., Stanton, M.A., Reid, D.J., Stoinski, T.S., Cranfield, M.R., Mudakikwa, A., McFarlin, S.C., 2018. Quantifying linear enamel
hypoplasia in Virunga Mountain gorillas and other great apes. American Journal of Physical Anthropology 166 (2), 337–352.[4] Bocaege, E., Humphrey, L.T., Hillson, S., 2010. Technical note: a new
three-dimensional technique for high-resolution quantitative recording of perikymata. American Journal of Physical Anthropology 141 (3), 498–503.[5] Goodman A.H., Rose J.C., 1990. Assessment of
systemic physiological perturbations from dental enamel hypoplasias and associated histological structures. American Journal of Physical Anthropology 33, 59–110.
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A comprehensive metric analysis of Palaeolithic deciduous and permanent teeth
Annabelle-Louise Lockey1 , Katerina Harvati1 , Sireen El Zaatari1
1 - Paleoanthropology, Senckenberg Centre for Human Evolution and Palaeoenvironment, Eberhard Karls Universität Tübingen,
Tübingen, Germany.
The application of dental metric measurements is vital for understanding a wide range of intra- and inter-group variations in fossil
hominins. Such measurements have been used to assess differences driven by temporal range, geographic location, sexual dimorphism, taphonomic bias, pathological conditions, but, mostly, by phylogenetic relations [4]. In relation to the latter, dental metrics
have played a pivotal role in taxonomic studies of later Homo fossils especially in cases when teeth were found in isolation or along
with only small fragmentary bone remains [e.g. 3]. However, previous studies focusing on or including metric measurements have
either relied on small comparative samples or been limited to one tooth position. This is problematic since the inclusion of large
samples and metric dimensions of multiple tooth types is critical for establishing and characterizing differences among taxa. Additionally, the majority of the available studies concentrate on permanent teeth with only few focusing on deciduous ones. Yet, the
latter have been argued to be distinctively advantageous as they are believed to display greater morphological conservatism than
permanent teeth, which potentially makes them exceptionally useful for investigating genotypes [5]. For these reasons, and to better understand dental size differences in later Homospecies, we complied a comprehensive database of metric measurements for all
permanent (n=1870 teeth) and deciduous (n=227 teeth) teeth types. This substantial sample includes teeth of both Neanderthals
(n=1000 teeth) and Upper Paleolithic modern humans (n=1097 teeth). Our aims were to: (1) characterise size differences in‘
the various tooth types between these groups, (2) compare the patterns of differences in size across the dentitions for these two
groups, and (3) assess the power of the use of metric measurements on deciduous teeth as a reliable taxonomic classification of
later Homo taxa. Following standard methods [1], using Mitutoyo digital callipers, we recorded maximum mesiodistal and labiolingual/buccolingual dimensions from a total of 674 teeth available as high resolution dental casts at the Paleoanthropology
Collections, University of Tuebingen. This data was supplemented by similar measurements available from the literature for the
remaining 1423 teeth forming our sample. From these measurements, crown areas and crown indices were additionally calculated
for all molars [2]. Here, we have provided one of the largest datasets of metric data ever gathered for later Homo. Our comprehensive analysis for every tooth position highlights the unique large size of the Neanderthals lineage permanent teeth relative to
modern humans. Conversely, only the mandibular lateral incisors for the deciduous dentition stressed significantly larger dimensions in Neanderthals. With confidence, metric dimensions of permanent teeth prove to be reliable in phylogenetic classification of
Neanderthal and modern human remains. This contrasts sharply with the considerable overlap in size of the respective deciduous
dentition between the two hominin groups, leading to the conclusions that, overall, deciduous dental dimensions are not reliable
for taxonomic distinction, at least in late Homo species. To conclude, this study represents a significant database for future investigations into Palaeolithic dentition, with considerable importance regarding deciduous dentition. Moreover, our provision of a
reference sample for every tooth position will be especially consequential for the classification of isolated remains.
We acknowledge the funding body Deutsche Forschungsgemeinschaft (DFG) for their support for this project (number 353106138)
References:[1] Hillson, S., FitzGerald, C., Flinn, H., 2005. Alternative dental measurements: proposals and relationships with other measurements. American Journal of Physical Anthropology 126,
413-426.[2] Humphrey, L.T., Andrews, P., 2008. Metric variation in the postcanine teeth from Paşalar, Turkey. Journal of human evolution 54, 503-517.[3] Liu, W., Schepartz, L.A., Xing, S.,
Miller-Antonio, S., Wu, X., Trinkaus, E. and Martinón-Torres, M., 2013. Late middle pleistocene hominin teeth from Panxian Dadong, South China. Journal of Human Evolution 64, 337-355.[4]
Lockwood, C.A., Kimbel, W.H., Johanson, D.C., 2000. Temporal trends and metric variation in the mandibles and dentition of Australopithecus afarensis. Journal of Human Evolution 39, 23-55.[5] Smith,
P., 1989. Dental evidence for phylogenetic relationships of Middle Paleolithic hominids. L’Homme de Néandertal 7, 111-120.
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A new method to infer the reduction intensity on cores and handaxes: The Volumetric Reconstruction
Method (VRM)
Diego Lombao1,2 , José Ramón Rabuñal1,2 , Arturo Cueva-Temprana3 , Juan Ignacio Morales4 , Marina Mosquera2,1
1 - IPHES, Institut Català de Paleoecologia Humana i Evoluciò Social, Tarragona, Spain · 2 - Universitat Rovira i Virgili (URV),
Campus Catalunya, Tarragona, Spain · 3 - Department of Archaeology, Max Planck Institute for the Science of Human History,
Jena, Germany · 4 - SERP, Seminari d’Estudis i Recerques Prehistòriques, Secció de Prehistòria i Arqueologia, Facultat de
Geografia i Història, Universitat de Barcelona, Barcelona, Spain
In the last years, many researchers have developed quantitative methods to estimate the reduction intensity in stone tools, since it is
a key element to understand the technological variability in archaeological assemblages, the type of occupation, mobility patterns
and the management of raw materials [1]. However, most of the reduction intensity proxies applied to cores can be affected by the
reduction strategies used or the original size of the blanks, making difficult the comparison among different archaeological assemblages. Here we present a new approach, the Volumetric Reconstruction Method (VRM), based on the 3D reconstruction of the
original nodules. For that, according to the generations of removals and their arrangement on a blank, we added the mean platform
thickness of the flakes from the assemblage to the length and width of the blank, as many times as generations identified on each
section of the perimeter. Regarding the thickness, when the maximum thickness of the blank is not defined by cortical surfaces, the
mean flake thickness is added to the blank’s thickness following the same criteria as for length and width. Then, with the corrected
values of the three dimensions, we apply the formula of the ellipsoid volume to obtain an estimated original volume. Finally, we can
measure the degree of reduction (expressed as percentage of remaining volume/mass) by dividing the volume/mass of the blank
by the estimated original volume/mass. To test the VRM we carried out an experiment applying four different reduction strategies
(unifacial unipolar, bifacial multipolar centripetal, multifacial multipolar, and handaxes configuration) on quartzite and sandstone
cobbles (n=64) from Arlanzón (Spain). Our selection comprises different sizes and shapes. Four knappers participated in the experiment. Each one freely chose the cobbles, the reduction strategy to apply to each one, and the degree of reduction. They were
just asked to produce four of each strategy. 3D models of all blanks were made before and after the experiment. Our results show a
very strong correlation [2] between the VRM estimated mass and the real mass of the original cobbles (R= 0.83; r² = 0.70), as well
as between the real and estimated percentage of remaining mass after knapping (R= 0.85; r² = 0.72). Furthermore, we did not find
statistically significant differences between the real and estimated values, both for the original mass of cobbles and for the percentage of remaining mass (ANOVA (p) > 0.05; Kolmogorov-Smirnov (p) > 0.05). In addition, we tested that the type of reduction
strategy does not affect the VRM (ANOVA (p) > 0.05; Kolmogorov-Smirnov (p) > 0.05). Any reduction intensity index must
fulfill some characteristics to be reliable [2]: I) Inferential power; II) Directionality; III) Comprehensiveness; IV) Sensitivity; V)
Versatility; VI) Blank diversity and VII) Scale-independence. Our results show that the VRM has a high inferential power, proved
by the r² values (I), which demonstrate its unidirectional nature (II), although it is necessary to perform a sequential reduction
analysis to verify this character. In addition, the VRM works correctly in cores with different degrees of reduction (III), as well as
detecting small differences in the mass lost (IV). Similarly, it works correctly on different reduction strategies (V) and with very
different shapes and sizes of the nodules (VI), but it must be considered that the VRM has not been tested in non-fluvial blanks, nor
in cores or handaxes made on flakes. Through the VRM, direct comparisons can be made between different assemblages, since the
reduction intensity can be expressed in percentage (VII) of the remaining mass. Finally, unlike other approaches [3,4], the VRM
is based on the estimation of an original volume/mass, which allows also to estimate the size and the weight of the original nodule
selected, both elements of major influence in the formation of lithic assemblages[5].
The authors wish to thank Andreu Ollé for providing the raw material. This work has been carried out with the financial support of the Generalitat de Catalunya, AGAUR agency, the 2017SGR1040
Research Group, URV project 2016PFR-URV-B2-17, and the Atapuerca MICINN-FEDER project PGC2018-093925-B-C32. D.Lombao is beneficiary of Ph.D. research fellowship AGAUR/FSE
(2018-FI-B-00364). J.I. Morales is funded by the program Juan de la Cierva – Incorporación (IJCI-2017-31445) and by HAR2017-86509-P.
References:[1] Morales, J.I., Soto, M., Lorenzo, C., Vergès, J.M., 2015. The evolution and stability of stone tools: The effects of different mobility scenarios in tool reduction and shape features. J.
Archaeol. Sci. Reports 3, 295–305.[2] Hiscock, P., Tabrett, A., 2010. Generalization,inference and the quantification of lithic reduction. World Archaeol. 42, 545–561.[3] Clarkson, C., 2013. Measuring
core reduction using 3D flake scar density: a test case of changing core reduction at Klasies River Mouth, South Africa. J. Archaeol. Sci. 40, 4348–4357.[4] Li, H., Kuman, K., Li, C., 2015. Quantifying the
Reduction Intensity of Handaxes with 3D Technology: A Pilot Study on Handaxes in the Danjiangkou Reservoir Region, Central China. PLoS One 10, e0135613.[5] Ditchfield, K., 2016. The influence of
raw material size on stone artefact assemblage formation: An example from Bone Cave, south-western Tasmania. Quat. Int. 1–15.
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Reconstructing Neandertal population history by targeted enrichment of variable positions in their
nuclear genomes
David López Herráez1 , Matthias Meyer1 , Ksenya A. Kolobova2 , Bence Viola2,3 , Svetlana V. Shnaider2 , Sergey V. Markin2 ,
Andrey I. Krivoshapkin2 , Anatoly P. Derevianko2 , Birgit Nickel1 , Elena Essel1 , Julia Richter1 , Sarah Nagel1 , Steffi Grote1 ,
Stéphane Peyrégne1 , Divyaratan Popli1 , Mateja Hajdinjak1 , Fabrizio Mafessoni1 , Viviane Slon1 , Janet Kelso1 , Benjamin
Peter1 , Svante Pääbo1
1 - Department of Evolutionary Genetics, Max-Planck-Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Institute
of Archaeology and Ethnography, Russian Academy of Sciences, Novosibirsk, Russia · 3 - Department of Anthropology,
University of Toronto, Toronto, Canada
To date, whole genome sequences have been recovered from ten Neandertal individuals [1], three of which (from Denisova Cave,
Russia [2], Vindija Cave, Croatia [3], and recently from Chagyrskaya Cave, Russia [4]) were sequenced to a quality comparable
to what is typically achieved for present-day genomes. Nevertheless, nuclear DNA sequences from Neandertals covering more of
their geographical and temporal range are needed to better reconstruct their population history and their interactions with other
hominins. To allow the efficient retrieval of genome-wide data from many Neandertal specimens where DNA preservation does not
allow whole genome sequencing, we designed a DNA capture reagent targeting 718,083 single nucleotide polymorphisms (SNPs)
distributed across all autosomes and the X chromosome. These SNPs are known to vary either among previously sequenced archaic
genomes or among present-day African individuals. Here we describe the first application of this reagent to 20 Neandertal specimens (11 teeth and 9 bones) from Chagyrskaya Cave, which was occupied by Neandertals around the terminal phase of marine
isotope stage 4, approximately 60,000 years before present [5]. Between 14 and 34 mg of material were removed from the specimens
and converted into DNA libraries using the most sensitive protocols currently available. DNA preservation was characterized by
direct shotgun sequencing of the libraries, as well as through enrichment of mitochondrial DNA by hybridization capture. DNA
preservation and levels of contamination by microbial and present-day human DNA allowed sequencing of the genome of one
specimen to high coverage (∼28x) [4]. Whereas four of the remaining specimens did not contain detectable amounts of ancient
nuclear nor mitochondrial DNA, we recovered varying amounts of DNA from 10 of the teeth and five of the bones. By enriching
the libraries of the latter specimens using the novel capture reagent we obtained between 0.08x and 4.5x coverage of the targeted
sites. Two of those 15 specimens belonged to the same Neandertal individual, and one additional specimen belonged to the same
individual whose genome was sequenced to high coverage. The relationships of the individuals to each other and to other Neandertals will be discussed as well as the prospect of applying this capture reagent to the large numbers of Neandertal specimens that
are not suitable for whole genome sequencing.
This study was funded by the Russian Science Foundation (project 19-48-04107), the Max Planck Society and the European Research Council (grant agreement number 694707).
References:[1] Hajdinjak, M., Fu, Q., Hübner, A., Petr, M., Mafessoni, F., Grote, S., Skoglund, P., Narasimham, V., Rougier, H., Crevecoeur, I., Semal, P., Soressi, M., Talamo, S., Hublin, J.-J., Gušic, I.,
Kucan, Ž., Rudan, P., Golovanova, L. V., Doronichev, V. B., Posth, C., Krause, J., Korlevic, P., Nagel, S., Nickel, B., Slatkin, M., Patterson, N., Reich, D., Prüfer, K., Meyer, M., Pääbo, S., Kelso, J. 2018.
Reconstructing the genetic history of late Neanderthals. Nature, 555, 652-656.[2] Prüfer, K., Racimo, F., Patterson, N., Jay, F., Sankararaman, S., Sawyer, S., Heinze, A., Renaud, G., Sudmant, P. H., de
Filippo, C., Li, H., Mallick, S., Dannemann, M., Fu, Q., Kircher, M., Kuhlwilm, M., Lachmann, M., Meyer, M., Ongyerth, M., Siebauer, M. F., Theunert, C., Tandon, A., Moorjani, P., Pickrell, J., Mullikin,
J. C., Vohr, S. H., Green, R. E., Hellmann, I., Johnson, P. L. F., Blanche, H., Cann, H., Kitzman, J. O., Shendure, J., Eichler, E. E., Lein, E. S., Bakken, T. E., Golovanova, L. V., Doronichev, V. B., Shunkov, M.
V., Derevianko, A. P., Viola, B., Slatkin, M., Reich, D., Kelso, J., Pääbo, S. 2014. The complete genome sequence of a Neanderthal from the Altai Mountains. Nature 505, 43-49.[3] Prüfer, K., Filippo, C. d.,
Grote, S., Mafessoni, F., Korlevic, P., Hajdinjak, M., Vernot, B., Skov, L., Hsieh, P., Peyrégne, S., Reher, D., Hopfe, C., Nagel, S., Maricic, T., Fu, Q., Theunert, C., Rogers, R., Skoglund, P., Chintalapati, M.,
Dannemann, M., Nelson, B. J., Key, F. M., Rudan, P., Kucan, Ž., Gušic, I., Golovanova, L. V., Doronichev, V. B., Patterson, N., Reich, D., Eichler, E. E., Slatkin, M., Schierup, M. H., Andrés, A. M., Kelso, J.,
Meyer, M., Pääbo, S. 2017. A high-coverage Neandertal genome from Vindija Cave in Croatia. Science, 358, 655-658.[4]
https://www.eva.mpg.de/genetics/genome-projects/chagyrskaya-neandertal/home.html[5] Rudaya, N., Vasiliev, S., Viola, B., Talamo, S., Markin, S. 2017. Palaeoenvironments during the period of the
Neanderthals settlement in Chagyrskaya cave (Altai Mountains, Russia). Palaeogeography, Palaeoclimatology, Palaeoecology 467, 265–276.
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Functional molar macrowear analysis in Pongo pygmaeus and Pongo abelii
Rachael Blanchard1 , D. Rex Mitchell2 , Ada Klinkhamer2 , Luca Fiorenza1,3
1 - Department of Anatomy and Developmental Biology, Monash University, Melbourne, Australia · 2 - Zoology, University of
New England, Armidale, Australia · 3 - Earth Sciences, University of New England, Armidale, Australia
Orangutans are found in Southeast Asian tropical rainforests of Borneo (Pongo pygmaeus) and Sumatra (Pongo abelii) and are
primarily considered as frugivorous species. However, in seasonal periods when fruit availability is scarce, orangutans tend to eat
fibrous and unripe fruits, leaves, nuts, bark, and in rare occasion, wood [1]. The highly seasonal environments, and fruit availability, seem to play an important evolutionary role in shaping the craniodental morphology in Pongo [1]. In fact, while Bornean
orangutans, spend more time feeding on fallback foods (those seasonal foods with poor nutritional values and which are more difficult to digest), Sumatran populations consume more ripe fruit pulp. As a consequence, Bornean orangutans are characterised by
relatively more robust mandibles, providing greater load resistance abilities to masticatory forces [2]. The aim of this study is to
analyse the molar macrowear pattern of Bornean (Pongo pygmaeus) and Sumatran (Pongo abelii) orangutans, and thus investigate
if there is any geographic variation in diet between the two species. We employ a well-established method known as Occlusal Fingerprint Analysis [3], that allows the three-dimensional reconstruction of the occlusal movements responsible for the formation
of wear facets, those flat and polished enamel areas with well-defined borders. This approach considers the functional aspects of
tooth macrowear (buccal phase I, lingual phase I and phase II facets) that occur during the sequential phases of the chewing cycle,
or power stroke [4]. The sample consists of second mandibular molars (which provide a good general overview of the development
of masticatory functions within a species) of P. pygmaeus (n = 9) and P. abelii (n = 8), characterised by a moderate degree of wear,
between stages 2 and 3 [5]. Our results show a significant difference between Bornean and Sumatran orangutans. Specifically, P.
pygmaeus is overall characterised by large phase II and lingual phase I facets, and minimal buccal phase I facets, while P. abelii shows
reduced lingual phase I facets, and at the same time significantly larger buccal phase I facets. Overall, while P. pygmaeus is characterised by a restricted and well-defined pattern, P. abelii molar macrowear is considerably more variable. Some differences, although
not statistically significant, have been also found in the inclination of molar wear facets, with Bornean orangutans generally showing flatter occlusal wear than those of Sumatran orangutans. This macrowear pattern variation between the two orangutan species
is probably correlated with the physical and textural properties of the foods they consume. Hard and tough foods such as seeds,
unripe fruits and bark, require repeated vertical mandibular movements with prominent crushing forces, which tend to obliterate
molar cusp morphology, and thus reducing the molar wear angles [4, 5]. In contrast, Sumatran orangutans seem to have a greater
ability to create shearing stress during mastication, probably in relation to their “softer” diet. Several studies highlighted the importance of fallback foods in the diet, ecology, and evolution of non-human primates and early hominins [1, 2]. Morphological
specialisations for fallback foods may have offered the possibility to consume a wider range of foods, especially important when
preferred foods are in short supply. Our preliminary study shows that the molar macrowear pattern of Bornean orangutans seems
to be better adapted to eat mechanically challenging foods when preferred foods are scarce or unavailable. This method can be used
to advance our understanding of the diet, ecology and evolution in extinct hominins. However, further studies will necessitate the
use of a larger sample size to reconstruct the functional relationships between tooth morphology, foods mechanical properties and
macrowear in orangutans and in other non-human primates.
We would like to thank curators and institutions that gave access to the orangutan specimens: Richard Sabin and Roberto Portela Miguez (Natural History Museum, London, UK), Pepijn Kamminga
(Naturalis Biodiversity Center, Leiden, The Netherlands), and Steffen Bock (Museum für Naturkunde, Berlin, Germany). This study was supported by the Australian Research Council (grant number:
DP190100465).
References:[1] Vogel, E.R., Zulfa, A., Hardus, M., Wich, S.A., Dominy, N.J., Taylor, A.B., 2014. Mechanical properties, feeding ecology, and the mandibular morphology of wild orangutans. Journal of
Human Evolution 75, 110-124.[2] Taylor, A.B., 2006. Feeding behavior, diet, and the functional consequences of jaw form in orangutans, with implications for the evolution of Pongo. Journal of Human
Evolution 50, 377-393.[3] Kullmer, O., Benazzi, S., Fiorenza, L., Schulz, D., Basco, S., Winzen, O. 2009. Technical Note: Occlusal fingerprint analysis: Quantification of tooth wear pattern. American
Journal of Physical Anthropology 139, 600-605.[4] Fiorenza, L., Nguyen, H.N., Benazzi, S., 2015. Stress distribution and molar macrowear in Pongo pygmaeus: a new approach through Finite Element and
Occlusal Fingerprint analyses. Human Evolution 30, 215-226.[5] Knight-Sadler, J., Fiorenza, L., 2017. Tooth wear inclination in great ape molars. Folia Primatologica 88, 223-236.
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Is it possible to gain direct evidence of early hominin meat consumption? - A first approach using
Pleistocene fossil tooth enamel nitrogen isotopic composition
Tina Lüdecke1 , Jennifer Leichliter2 , Nicolas Duprey3 , Ottmar Kullmer4,5 , Friedemann Schrenk4,5 , Dominic Stratford6 ,
Marion Bamford7 , Andreas Mulch1 , Alfredo Martínez-García3
1 - Senckenberg Biodiversity and Climate Research Centre, Frankfurt, Germany · 2 - Institute of Geosciences, Johannes
Gutenberg University, Mainz, Germany · 3 - Max Planck Institute for Chemistry, Mainz, Germany · 4 - Department of
Paleoanthropology, Senckenberg Research Institute and Natural History Museum Frankfurt, Germany · 5 - Institute for Ecology,
Evolution and Diversity, Department of Paleobiology and Environment, Goethe University, Frankfurt, Germany · 6 - School of
Geography, Archaeology and Environmental Studies, University of the Witwatersrand, Johannesburg, South Africa · 7 Evolutionary Studies Institute and School of Geosciences, University of the Witwatersrand, Johannesburg, South Africa
New geochemical data from the Malawi Rift (Chiwondo Beds, Karonga Basin) fill a major spatial gap in our knowledge of African
hominin adaptation. Carbon isotope (δ 13 C) ratios, complemented by oxygen (δ 18 O) and clumped isotope (∆47 ) data reveals an
unexpected diversity in Pleistocene hominin diets in the various savanna habitats of eastern and southern Africa. Plant-based food
sources of early Homo and Paranthropus living in relatively cool and wet savanna ecosystems along the western shore of paleolake
Malawi contained a large fraction of C3 plant material in contrast to P. aethiopicus which occurred contemporaneously, but further north in the Eastern Rift and consumed a higher fraction of C4 resources. This trend towards greater C4 consumption grew
more pronounced in eastern Paranthropus taxa (i.e. P. boisei) over ∼2 Ma as savannas became increasingly more open, while the
genus Homo appears to have maintained high dietary versatility. However, southern African P. robustus - similar to the Malawi
Rift individuals – consumed primarily C3 resources throughout the Early Pleistocene. Collectively, the new stable isotope and faunal data document that early Homo and Paranthropus were dietary opportunists able to cope with a wide range of paleohabitats,
demonstrating high behavioural flexibility in the early African Pleistocene. However, δ 13 C data can only evaluate the plant-based
component of early hominin diets, while meat-eating or omnivorous feeding behaviours cannot be distinguished with this method.
Hence, important questions about Early Pleistocene hominin dietary adaptation remain:
· How much meat – compared to plant-based resources – did early hominins consume?
· Which tropic level did Homo, Paranthropus and Australopithecus occupy in Early Pleistocene Africa?
· Did different hominin species integrate different amounts of meat in their diets?
· How did the dietary behaviour of co-existing early Pleistocene hominins from the savannas of the Eastern Rift differ from
individuals from the Cradle of Humankind in southern Africa?
These essential deficits in our knowledge can be addressed if the δ 13 C dataset is complemented with nitrogen isotopes (δ 15 N )
measurements, because the latter can inform about the individual’s position in the (paleo)food chain. Until now, determination of
δ 15 N has only been possible on (hominin) specimens younger than 100,000 years because large quantities of relatively unaltered
fossil collagen were required. Here, we present a new biogeochemical method, which measures nitrogen isotope ratios with high
precision on extremely small sample sizes (5 nanomoles of N), and hence permits to analyze early and mid-Pleistocene fossil (hominin) tooth enamel samples for the first time.
T.L. acknowledges funding by Deutsche Forschungsgemeinschaft Grant LU 2199/1-1
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Elemental imaging of human teeth by laser ablation ICP-TOF-MS: fast acquisition and high-resolution
Federico Lugli1,2 , Alessia Nava3,4 , Martin Rittner5 , Simona Arrighi1 , Federica Badino1 , Eugenio Bortolini1 , Carla Figus1 ,
Giulia Marciani1 , Gregorio Oxilia1 , Matteo Romandini1 , Sara Silvestrini1 , Anna Cipriani2,6 , Wolfgang Müller7 , Luca
Bondioli4 , Stefano Benazzi1,8
1 - Department of Cultural Heritage, University of Bologna, Ravenna, Italy · 2 - Department of Chemical and Geological
Sciences, University of Modena and Reggio Emilia, Modena, Italy · 3 - DANTE Laboratory for the study of Diet and Ancient
Technology, “Sapienza” Università di Roma, Rome, Italy · 4 - Bioarchaeology Service, Museo delle Civiltà, Rome, Italy · 5 TOFWERK AG, Thun, Switzerland · 6 - Lamont-Doherty Earth Observatory, Columbia University, Palisades, New York, USA ·
7 - Institute of Geosciences, Goethe-University Frankfurt, Frankfurt/Main, Germany · 8 - Department of Human Evolution, Max
Planck Institute for Evolutionary Anthropology, Leipzig, Germany
The distribution of trace elements in the mineralized tissue of permanent and deciduous teeth is crucial in reconstructing past
human behavior and ecology. Recent work demonstrated how weaning practices and diet during infancy may be unraveled investigating chronologically-resolved thin sections of human teeth [1,2]. In addition, trace element distribution in dental tissues can
decipher the health status (i.e. heavy metal intoxications) of an individual and resolve post-depositional processes (i.e. fossilization. Enamel is highly resistant to diagenesis and sequentially mineralizes over several years, recording dietary input information
at high time-resolution. This tissue is thus the ideal target for trace element and isotope analysis, even if the complex process of
enamel secretion and mineralization can overprint the trace element signal and great attention has to be paid in selecting the regions of interest into the crown [1]. From a methodological perspective, trace elements are commonly measured in histological
sections employing in-situ and imaging techniques, such as laser ablation ICP-MS [3], electron microprobe and x-ray fluorescence.
We propose here a novel workflow to map trace elements in histologically-defined sections of human teeth via LA-ICP-TOF-MS
imaging [4]. The icpTOF (TOFWERK AG) combines a classical ICP-MS system with a Time-of-Flight mass analyzer and is able
to acquire a complete mass spectrum in 0.03-0.05 ms for each sampling point. We analyzed thin sections from two archaeological
teeth (one lower first permanent molar and one lower deciduous second molar) from the Roman Imperial necropolis of Isola Sacra
(II-IV century CE, Lazio, Italy), coupling a state-of-the-art ICP-TOF-MS (icpTOF2R, TOFWERK AG, Thun, Switzerland) with
a Teledyne CETAC Analyte G2 193 nm excimer laser and a low dispersion, fast-washout ablation cell (Cobalt). Teeth were embedded in EpoThin (Buehler) resin and cut using a diamond blade microtome (Leica 1600), at the Museo delle Civiltà in Rome,
Italy. Final sections (∼100 μm thick) were analyzed for their histomorphometric features using a polarized light microscope and
chronologized counting the Retzius lines and cross striations incremental markings. Through this setup, we were able to obtain
high-resolution elemental maps (pixel size ranging between 10 and 20 μm) of the dental crown and to precisely correlate chemical
data with the growth patterns of the tooth. Being this technique micro-destructive for the thin section (∼<1 μm ablated in depth),
it is possible to re-observe the growth patterns of the enamel after ablation and, potentially, repeat the mapping on the same thin
section. The two Roman teeth showed clear Pb variation through the crown, highly correlated with enamel growth trajectories,
likely related to the environmental exposure to this toxic metal during the individual’s lifetime. The reliability of these results is
corroborated by the evidence that Pb is almost unaffected by the maturation overprint [1]. To conclude, LA-ICP-TOF-MS can
either be used as a screening tool for subsequent detailed chemical and isotope mapping of the entire section of the dental crown or
as an effective tool to study weaning practices, diet, environmental exposure to toxic metals, and post-depositional elemental uptake.
This project was funded by the European Research Council (ERC) under the European Union’s Horizon 2020 Research and Innovation Programme (grant agreement No 724046 – SUCCESS awarded to
Prof. Stefano Benazzi – erc-success.eu).
References:[1] Müller, W., Nava, A., Evans, D., Rossi, P. F., Alt, K. W., Bondioli, L., 2019. Enamel mineralization and compositional time-resolution in human teeth evaluated via histologically-defined
LA-ICPMS profiles. Geochimica et Cosmochimica Acta 255, 105-126.[2] Austin, C., Smith, T. M., Bradman, A., Hinde, K., Joannes-Boyau, R., Bishop, D., et al., 2013. Barium distributions in teeth reveal
early-life dietary transitions in primates. Nature 498, 216-219.[3] Sforna, M. C., Lugli, F., 2017. MapIT!: a simple and user-friendly MATLAB script to elaborate elemental distribution images from
LA-ICP-MS data. Journal of Analytical Atomic Spectrometry 32, 1035-1043.[4] Burger, M., Schwarz, G., Gundlach-Graham, A., Käser, D., Hattendorf, B., Günther, D., 2017. Capabilities of laser ablation
inductively coupled plasma time-of-flight mass spectrometry. Journal of Analytical Atomic Spectrometry 32, 1946-1959.
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The partial skeleton StW 431 provides new insights into the palaeobiology of Plio-Pleistocene hominins
from Sterkfontein, South Africa.
Gabriele A. Macho1 , Cinzia Fornai2,4 , Michel Toussaint3 , Martin Haeusler4
1 - School of Archaeology, University of Oxford, UCL - Birkbeck Institute of Earth and Planetary Science · 2 - Department of
Evolutionary Anthropology, University of Vienna · 3 - AWEM, Belgium · 4 - Institute of Evolutionary Medicine, University of
Zurich
In 1987/1988 Alun R. Hughes and his team discovered the hominin skeleton StW 431 from Sterkfontein Member 4. At the time
of its first description in 2003, Toussaint and colleagues [1] assigned this specimen to the genus Australopithecus ”...although there
[was] little direct morphological evidence as to the species...” (p. 222). Fifteen years later, as part of their announcement of the
almost complete StW 573 ´Little Foot´ skeleton from Sterkfontein Member 2 (3.67 ± 0.16 Ma) [2], Clarke and colleagues placed
StW 431 in the A. prometheus hypodigm [3]. Importantly, they used aspects of StW 431 anatomy, e.g. the pelvis, which is badly
crushed in StW 573, to make inferences about the positional behaviour, locomotion and palaeobiology of A. prometheus [3].
Here we comprehensively review and re-analyse the StW 431 morphology. Besides the pelvis, StW 431 preserves the last ten
vertebrae, a rib head, and fragments of the right scapula, clavicle and elbow. Skeletal regions that can be compared to those of StW
573 ´Little Foot´ are therefore rather limited. However, a new reconstruction of the StW 431 pelvis suggests a different morphology
and functional adaptation from that of Sts 14, a partial skeleton classically attributed to A. africanus. For example, the position of
the sacrum within the pelvis is significantly higher positioned and the iliac blades are wider. The strong muscle markings on the
iliac crests have previously been interpreted as showing a human-like development of the abdominal muscles and the m. latissimus
dorsi [4]. Alternatively, the m. latissimus dorsi could also have had a much broader, chimpanzee-like origin extending to the anterior
superior iliac spine. The elbow morphology, on the other hand, is comparable to that of other australopiths, both from East and
South Africa. Hence, when viewed in its entirety it is clear that StW 431 is distinct from A. africanus sensu stricto. The fact that
morphological differences between StW 431 and other postcranial fossils from Sterkfontein are generally more marked in the pelvic
girdle than they are in the rest of the skeleton cautions against inferences about locomotor behaviour based on isolated skeletal
elements. Evidently, Plio-Pleistocene hominins from Sterkfontein had a unique mode of locomotion and positional behaviour, but
they also retained the ability to engage in arboreal activities.
On the basis of our analyses we provisionally concur with Crompton et al. [3] that StW 431 probably belongs to A. prometheus.
Confirming this possibility is not straightforward however, as A. prometheus is mainly defined on the basis of craniodental traits
[5]. Regardless, the distinctiveness of StW 431 from A. africanus throws new light on the behaviour and palaeobiology of PlioPleistocene hominins from South Africa, including the palaeobiogegraphy of early hominins.
Clarke has consistently argued that the morphology of A. prometheus and, by implication, StW 431 resembles that of the
much younger Paranthropus robustus (ca. 2.1 - 0.62 Ma) and has implied an ancestor-descendent relationship between these PlioPleistocene South African hominins. Such a suggestion is not supported by our analyses of the postcranial skeleton. Rather, similarities in morphology could be the result of homoplasy, i.e. plastic responses of the skeleton to similar ecological conditions. Such
homoplasies may have been exacerbated through niche partitioning of sympatric hominins, e.g. A. prometheus and A. africanus
in case of Plio-Pleistocene hominins, and P. robustus and early Homo in case of Pleistocene hominins. Theoretical and palaeoecological considerations similarly argue against Clarke´s proposition. The prevailing palaeoecological and palaeoclimatic conditions
make it unlikely that A. prometheus and P. robustus are part of the same evolving lineage (e.g. anagenesis).
References:[1] Toussaint, M., Macho, G.A., Tobias, P.V., Partridge, T.C., Hughes, A.R., 2003. The third partial skeleton of a late Pliocene hominin (Stw 431) from Sterkfontein, South Africa. S. Afr. J. Sci.
99, 215-222.[2] Granger, D.E., Gibbon, R.J., Kuman, K., Clarke, R.J., Bruxelles, L., Caffee, M.W., 2015. New cosmogenic burial ages for Sterkfontein Member 2 Australopithecus and Member 5 Oldowan.
Nature 522, 85-88.[3] Crompton, R.H., McClymont, J., Thorpe, S.K.S., Sellers, W.I., Heaton, J., Pickering, T.R., Pataky, T., Stratford, D., Carlson, K., Jashahvili, T., Beaudet, A., Bruxelles, L., Goh, C.,
Kuman, K., Clarke, R., 2018. Functional Anatomy, Biomechanical Performance Capabilities and Potential Niche of StW 573: an Australopithecus Skeleton (circa 3.67 Ma) From Sterkfontein Member 2,
and it significance for the Last Common Ancestor of the African Apes and for Hominin Origins. BioRxiv 481556; doi: https://doi.org/10.1101/481556[4] Haeusler, M., 2002. New insights into the
locomotion of Australopithecus africanus based on the pelvis. Evol. Anthropol. 11, 53-57.[5] Clarke, R., Kuman, K., 2018. The skull of StW 573, a 3.67 Ma Australopithecus skeleton from Sterkfontein Caves,
South Africa. BioRxiv 482711; doi: https://doi.org/10.1101/482711
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Enamel development and thickness in deciduous canines from Pongo pygmaeus and Pan troglodytes
Patrick Mahoney1
1 - Human Osteology Lab, Skeletal Biology Research Centre, School of Anthropology and Conservation, University of Kent,
Canterbury, UK
Tooth enamel retains an incremental growth record. Studies have drawn upon this record to reconstruct enamel growth rates for
permanent teeth from extant great apes and modern humans. This research has provided an understanding of the cell mechanisms
underlying enamel thickness in extant hominoids, and a basis from which to examine the evolution of these mechanisms through
comparisons with fossil species. In contrast to permanent teeth, little is known about the development or thickness of great ape
deciduous enamel. Here I report crown enamel extension rates, lateral enamel secretion rates, and relative enamel thickness (RET)
for thin sections of a deciduous maxillary canine (dC1) from Pongo pygmaeus (reference number: CA28 J57-c) and a dC1 from
Pan troglodytes (CA20A.2.36-c). Comparisons are undertaken with new developmental data and previously published RET data
for modern human dC1 [1]. The trajectory of crown extension for the great ape canines differed to modern humans. Neither of the
great ape canines displayed the rapid initial extension or the subsequent steep deceleration in extension rates that is characteristic
of human dC1. The orangutan canine crown extended more rapidly than the canine from Pan. Average daily secretion rates were
faster in the outer enamel of the great apes compared to humans. Secretion rates were as high as 6.00 µm/day in the organgutan
crown and may be even higher in other deciduous tooth types from Pongo. The RET of the great ape canines was thinner than
the RET of human dC1 [1]. In conclusion, the thinly enamelled orangutan canine formed with rapid rates of secretion and a trajectory of extension that differed when compared to human deciduous canines. The rapid enamel secretion is consistent with the
previously reported low Retzius periodicity [2], and short crown formation time for this dC1 from Pongo [3]. The thinly enameled
chimpanzee canine had an enamel extension trajectory that was similar to the orangutan canine, though the extension and secretion
rates were slightly slower in Pan.
Research supported by The Royal Society (grant number: RG-110435).
References:[1] Mahoney, P., 2013. Testing functional and morphological interpretations of enamel thickness along the deciduous tooth row in human children. American Journal of Physical
Anthropology 151, 518–525.[2] Mahoney, P., Miszkiewicz, J., Pitfield, R., Deter, C., Guatelli-Steinberg, D. 2017. Enamel biorhythms of humans and great apes. Journal of Anatomy 230, 272–281.[3]
Mahoney, P., 2019. Root growth and dental eruption in modern human deciduous teeth with preliminary observations on great apes. Journal of Human Evolution 129, 46-53.
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Fire and short-term human occupations in Iberia during MIS 4: Evidence from Abric del Pastor (Alcoy,
Spain)
Carolina Mallol1,2 , Cristo Hernández1 , Norbert Mercier3 , Cristophe Falguères4 , Eslem Ben Arous4 , Ángel Carrancho5 ,
Dan Cabanes6 , Rory Connolly1 , Paloma Vidal Matutano7 , Leopoldo Pérez8 , Ana Fagoaga10 , Rafael Marquina-Blasco10 , F.J.
Ruiz-Sánchez10 , Alejandro Mayor9 , Bertila Galván1
1 - UDI de Prehistoria, Arqueología e Historia Antigua, Facultad de Geografía e Historia, Universidad de La Laguna, La Laguna,
Spain · 2 - Archaeological Micromorphology and Biomarker Research Lab, University of La Laguna, La Laguna, Spain · 3 Institute of Archaeomaterials Research, Université Bordeaux Montaigne, Pessac, France · 4 - UMR 7194, Département Homme
et Environnement, Muséum national d’histoire naturelle, Paris, France · 5 - Área de Prehistoria, Departamento de Historia,
Geografía y Comunicación, Universidad de Burgos, Burgos, Spain · 6 - Department of Anthropology, Rutgers University, New
Brunswick, USA · 7 - Departamento de Ciencias Históricas, Facultad de Geografía e Historia, Universidad de Las Palmas de Gran
Canaria, Las Palmas, Spain · 8 - Institut Català de Paleoecologia Humana i Evolució Social, Universitat Rovira i Virgili,
Tarragona, Spain · 9 - Departament de Prehistòria, Arqueologia, Història Antiga, Filologia Grega i Filologia Llatina, Universitat
d’Alacant, Alacant, Spain · 10 - Palaeontology of Cenozoic Vertebrates Research Group (PVC - GIUV), Àrea de Palaeontologia,
Universitat de València, Valencia, Spain
A relatively low amount of Middle Palaeolithic sites in Europe dating to MIS 4 and absence of anthropogenic fire in some of the
sites brings to question the way in which this period of global cooling might have affected the Neanderthal population. The Iberian
Peninsula is a key area to explore this issue, as it has been considered as a glacial refugium during critical periods of the Neanderthal
time line and might therefore yield archaeological contexts in which we can explore possible changes in the behavior and settlement patterns among Neanderthal groups during MIS 4. Here we report recent data from Abric del Pastor, a small rockshelter in
Alcoy (Alicante, Spain) with a stratified deposit containing Middle Palaeolithic remains. We present the results of our latest investigations at the site, which consist in: micromorphological data on site formation, absolute dates (optical stimulated luminescence
and ESR/U-series) that frame the sequence within MIS4 and multi-proxy geoarchaeological evidence of in situ anthropogenic
fire, including microscopic evidence of in situ combustion residues, wood ash and thermally altered sediment. We also present archaeostratigraphic evidence of recurrent, functionally diverse, short-term human occupation of the rock shelter that reveals similar
settlement patterns to those documented in contexts from the following MIS 3 period. This data is complemented by a millennial
scale record of past rainfall variability and local vegetation dynamics obtained through a multi-proxy paleoecological study in which
we analysed sedimentary n-alkanes derived from leaf waxes, in addition to their associated carbon and hydrogen isotopic ratios (δ
13 C wax and δ 2 H wax ), as proxies for past vegetation and rainfall variability. This was coupled with bulk organic geochemistry
(TOC, %N, %S), anthracology, microfauna and macrofauna analyses as additional proxies for selected sub-units through the sequence. Our results suggest that Neanderthals occupied the Central Mediterranean coast of the Iberian Peninsula during MIS 4.
These Neanderthals had activity-specific sites, were not undergoing climatic stress and were habitual fire users. Comparable highresolution geoarchaeological data is needed for MIS 5 at a regional scale, as well as a geoarchaeological focus on the MIS 5/MIS
4 and MIS4/MIS 3 stratigraphic boundaries at different sites, which might conceal valuable paleoclimatic information and contribute to our understanding of associated human dynamics.
This research was funded by a Leakey Foundation General Grant, Spanish Ministry of Science, Innovation and Universities Projects HAR2008-06117/HIST and HAR2015-68321-P, Junta de Castilla y
León-FEDER Project BU235P18, the LabEx Sciences Archéologiques de Bordeaux (LaScArBx ANR-10-LABX-52) and ERC Consolidator Grant ERC-CoG-2014. Archaeological excavations at Abric del
Pastor are supported by the Archaeological Museum of Alcoy and the Government of Valencia Cultural Heritage Department. The authors would like to thank the members of the Abric del Pastor
excavation team for their fieldwork through the years, Caterina Rodríguez de Vera for thin section manufacture, Antonio Herrera-Herrera and Margarita Jambrina-Enríquez for laboratory guidance and
assistance during biomarker analysis and Santiago Sossa Ríos for assistance in lipid extraction and injection of sediment samples.
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Making skull cups: butchering traces on cannibalised human skulls from five European archaeological
sites
Francesc Marginedas1,2 , Antonio Rodríguez-Hidalgo3,4 , Maria Soto5 , Silvia M. Bello6 , Isabel Cáceres1,2 , Rosa Huguet1,2,7 ,
Palmira Saladié1,2,7
1 - Institut Català de Paleoecologia Humana i Evolució Social (IPHES), Tarragona, Spain · 2 - Àrea de Prehistòria, Universitat
Rovira i Virgili (URV), Tarragona, Spain · 3 - Department of Prehistory, Complutense University, Madrid, Spain · 4 - Institute of
Evolution in Africa (IDEA), Madrid, Spain · 5 - Department of Anthropology and Archaeology, University of Calgary, Calgary,
Canada · 6 - Centre of Human Evolution Research, Department of Earth Sciences, Natural History Museum, London, UK · 7 Unit associated to CSIC. Departamento de Paleobiologia. Museo Nacional de Ciencias Naturales, Madrid, Spain
Archaeological records of the treatment of human skulls for ceremonial or cult purposes appear at the end of Palaeolithic and are
shown in different ways, being able to identify through the taphonomic modifications. According to this, the presence of skull cups
(bowls from human calvaria) is currently considered evidence of ritualistic treatment of human bodies and it is found in many occasions associated to cannibalism. Prehistoric skull cups are characterized by a careful and repetitive fracture pattern and elevated
frequency of cut marks. We aim to assess whether it is possible to identify a common pattern, through the cut marks disposition
and frequency, in the treatment of modified skulls to produce skull-cups, by comparing evidence from different prehistoric assemblages in Europe. We compared published data and drawings of cut marks recorded on the surface of human skulls specimens from
TD6.2 of Gran Dolina (1), Gough’s Cave (2), Fontbrégoua (3), Herxheim (4), and El Mirador Cave (5). Cut marks were spatially
plotted as polylines over the bone templates in ArcGIS, which has allowed us to evaluate their distribution and greater or lesser
presence in the different views of the human skulls. In all samples except in TD6.2, it has been proposed some ritual component on
the remains and perhaps of the cannibalism events. In three of the sites (Gough’s, Herxeim and El Mirador) the elaboration of skull
cups was recorded. The location and distribution of cut marks on the studied skulls were analysed using the ESRI ArcGIS software
package. In order to statistically compare patterns among skulls of the same site and between skulls from different sites, the cut
marks were digitalised on standardised templates of a skull in six side-views: anterior face; dorsal; left lateral; right lateral; superior;
and inferior). Results show a high frequency and a spatial distribution with a clustered pattern of cut marks common in all the
skull cups and Fontbrégoua skulls. This is particularly concerning the longitudinal cut marks located in the upper part of the skulls
and superimposed or parallel to the sagittal suture. However, no parallels were observed with the treatment of Homo antecessor
skulls. The scalping of the craniums from Gough’s Cave, Fontbrégoua, Herxeim, and El Mirador may be therefore associated with
the preparation of the skulls (skull cups and non-skull cups) for ritual purposes. We statistically demonstrated that on skull cups
there are areas with higher concentration of cut marks,corresponding mainly to the removal of the scalp. The high frequency of cut
marks can also be associated with defleshing and is found on the lateral and ventral facets of the skull. We have located patterns
of spatial distribution of aggregate and regularly scattered cut marks in the skull craniums, with higher densities than in the skulls
without prearranged morphology. Repetitive patterns, intended for intensive cleaning bone, have been recognised in specimens
from Gough’s Cave, Fontbrégoua, Herxheim, and El Mirador Cave. A methodical process has been identified in the manufacturing
of the skull cups. The removal of the scalp and defleshing was meticulous and intensive according to the number of cut marks, in
all skull cups and Fontbrégoua. This pattern is repeated from the Magdalenian site of Gough’s Cave to the Bronze Age site of El
Mirador Cave, providing further evidence of the preparation of the skulls for their possible ritualization. Intensive tissue removal
can be an indicator of human cannibalism in a ritual context.
The research was financed by the Ministry of Economy and Competitiveness (MINECO) of the Spanish Government, project no. PGC2018-093925-B-C32 (MINECO/FEDER), project no.
FJCI-2015-24144 (Subprograma Juan de la Cierva), the AGAUR (project no. 2017SGR1040) and by the URV (2017PFR-URV-B2-91) and is framed in CERCA Programme/Generalitat de Catalunya. We
thank to our collegue of IPHES, Josep Vallverdú for his support in the GIS software management.
References:[1] Saladié, P., Huguet, R., Rodríguez-Hidalgo, A., Cáceres, I., Esteban-Nadal, M., Arsuaga, J.L., Bermúdez de Castro, J.M., Carbonell, E., 2012. Intergroup cannibalism in the European Early
Pleistocene: The range expansion and imbalance of power hypotheses. Journal of Human Evolution. 63, 682–695.[2] Bello, S.M., Parfitt, S.A., Stringer, C.B., 2011. Earliest directly-dated human
skull-cups. PloS one. 6, e17026.[3] Boulestin, B., Coupey, A.-S., 2015. Cannibalism in the Linear Pottery Culture: The Human Remains from Herxheim. Archaeopress Publishing Limite[4] Saladié, P.,
2009. Mossegades d’omnívors. Aproximació experimental i aplicació zooarqueològica als jaciments de la Sierra de Atapuerca (Ph. D. Dissertation). URV, Tarragona.[5] Villa, P., Courtin, J., Helmer, D.,
Shipman, P., Bouville, C., Mahieu, E., 1986. Un cas de Cannibalisme au Néolithique. Gallia Préhistoire. 29, 143–171.
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Chronology, climate and environmental conditions during the Middle to Upper Paleolithic transition
in NW Spain with relevance to the debate on the disappearance of the Neanderthals
Ana B. Marín-Arroyo1
1 - Universidad de Cantabria, Instituto Internacional de Investigaciones Prehistóricas de Cantabria, Santander, Spain.
Today, it is accepted that during the Middle to Upper Paleolithic transition, when Neanderthals were replaced by Anatomically
Modern Humans (AMH), this was not an identical, simultaneous, continent-wide event. To what extent local and regional MIS3
climatic and environmental oscillations affected the extinction, in concert with the arrival of a new human species competing for
the same resources, is still poorly understood. To do so, regional and temporal variations need to be considered to comprehend
this evolutionary process. Results of a multidisciplinary pilot study, focused on radiocarbon dating, Bayesian modelling, zooarchaeology and stable isotopic analyses (δ13C, δ15N and δ34S) on anthropogenically manipulated horse and red deer remains from
Cantabrian Spain are presented. This region is especially relevant to investigate the causes of Neanderthal demise due to the persistence of several “Transition” sites. Recent methodological developments in radiocarbon dating [1,2] provide a temporal framework
for the replacement. Here, new AMS 46 dates, in combination with other available ultrafiltered dates from the region, allowed to
build up a complete Bayesian age model. According to it, the Mousterian disappeared in the region by 47.9–45.1ka cal BP, while
the Châtelperronian lasted between 42.6k and 41.5ka cal BP. The Mousterian and Châtelperronian did not overlap, indicating
that the latter might have been either intrusive or an offshoot of the Mousterian. The new chronology also suggests that the Aurignacian appeared between 43.3–40.5ka cal BP overlapping with the Châtelperronian and ended around 34.6–33.1ka cal BP,
after the Gravettian had already been established in the region. This evidence indicates that Neanderthals and AMH co-existed
for less than 1,000 years [3]. As to the palaeoenvironments experienced by both human species, multiple-isotopic analyses reveal
that after the Mousterian there were a change in environment towards more open vegetation, linked to wider climatic change [4,5].
High inter-individual nitrogen ranges were observed in both herbivores during the Mousterian, Aurignacian and Gravettian, which
could indicate that the animals were procured from areas isotopically different in nitrogen. However, sulphur values among sites
do not suggest local variability in the hunting areas exploited. Therefore, possible explanation is that the nitrogen ranges reflect
climatic fluctuations within the time of formation of the archaeological levels in question, as observed in pollen, marine and ice
cores. From the subsistence point of view, the new chronology incites a reconsideration of previous zooarchaeological data available
at the region.
The recently awarded and much broader ERC-funded SUBSILIENCE project aims to address further these initial results, by
targeting faunal assemblages of 20 key archaeological sites located in the southern European refugia: Serbia, Croatia, Italy and Spain.
By applying multidisciplinary techniques for reconstructing palaeoeconomic, palaeoclimatic and palaeoecological conditions, with
high-precision chronologies, to test hypotheses of Neanderthal extinction based on the interplay of rates of climate change, modern
human presence or absence and changing subsistence responses, based on correlations among these parameters.
Thanks to the Museo de Prehistoria y Arqueología de Cantabria, Museo Arqueológico de Bizkaia and the Gobierno Vasco for allowing us to sample and study material. This research has been supported by
grants from the Spanish Ministry of Economy and Competitiveness (RYC-2011-07690, HAR2012-33956, HAR2017-84997-P and the Santander Talent Attraction for Research (STAR1) and the
European Commission through FP7-PEOPLE-2012-CIG (Ref: 322112). The newest project will be funded by the European Research Council (ERC Consolidator Grant-818299).
References:[1] Higham, T., Douka, K., Wood, R., Ramsey, C.B., Brock, F., Basell, L. et al., 2014. The timing and spatiotemporal patterning of Neanderthal disappearance. Nature 512: 306–309.
pmid:25143113.[2] Wood, R., de Quirós, F.B., Maíllo-Fernández, J.M., Tejero, J.M., Neira, A., Higham, T., 2018. Castillo (Cantabria, northern Iberia) and the Transitional Aurignacian: Using radiocarbon
dating to assess site taphonomy. Quat Int. 474, 56-70.[3] Marín-Arroyo, A.B., Rios-Garaizar, J., Straus, L.G., Jones, J.R., de la Rasilla, M. et al., 2018. Correction: Chronological reassessment of the Middle
to Upper Paleolithic transition and Early Upper Paleolithic cultures in Cantabrian Spain. PLOS ONE 13(6): e0199954.[4] Jones, J., Richards, M.;, Straus, L., Reade, H., Altuna, J., Mariezkurrena, K.,
Marín Arroyo, A.B., 2018. Changing environments during the Middle-Upper Palaeolithic transition in the eastern Cantabrian Region (Spain): direct evidence from stable isotope studies on ungulate
bones. Scientific Reports 8: 14842.[5] Jones, J., Richards, M., Reade, H., Bernaldo de Quirós, F., Marín Arroyo, A.B., 2019. Multi-Isotope investigations of ungulate bones and teeth from El Castillo and
Covalejos caves (Cantabria, Spain): Implications for paleoenvironment reconstructions across the Middle-Upper Palaeolithic transition. Journal of Archaeological Science: Reports 23, 1029-1042.
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Functional analysis on the lithic assemblage from Layer I (the Bachokirian) at the onset of the Upper
Paleolithic in Bacho Kiro cave, Bulgaria.
Joao Marreiros1,5 , Naomi L. Martisius2 , Tsenka Tsanova3 , Shannon McPherron3 , Nikolay Sirakov4 , Jean-Jacques Hublin3
1 - TraCEr, MONREPOS. Archaeological Research Centre and Museum for Human Behavioural Evolution. marreiros@rgzm.de
· 2 - Department of Anthropology. University of California, Davis · 3 - Department of Human Evolution Max Planck Institute for
Evolutionary Anthropology · 4 - National Archaeological Institute with Museum, Bulgarian Academy of Sciences, Sofia, Bulgaria
· 5 - ICArEHB. FCHS, Universidade do Algarve
The Middle-Upper Paleolithic cave site of Bacho Kiro is well known for its so-called Bachokirian lithic industry at the base of the
Upper Paleolithic chrono-stratigraphic sequence. Since its excavation in the early 80’s [1], the Bachokiran has been described and
interpreted as a pre-Aurignacian industry that combines some Middle Paleolithic technological features (i.e. Levallois and hard
hammer percussion) with Upper Paleolithic tools types [2]. It is now understood as one of the key sites for understanding the
expansion of the recently reassessed Initial Upper Paleolithic (IUP) into Eurasia [3, 4]. Although often discussed, the nature and
significance of the techno-typological high variability within the IUP remains still unclear. Investigating how stone and bone tools
in the IUP were used and what they were used for may help to better understand the co-existence of Middle and Upper Paleolithic
technologies and typologies in the same archeological horizon. It will also help us to characterize human occupation dynamics during the onset of the IUP. Located in the Balkans, the site of Bacho Kiro represents one of the most important case studies in this
discussion. Since 2015, reopened excavations have uncovered new archeological materials from two main excavation areas, Niche
1 and the Main Sector, allowing detailed examination and re-analysis of both bone and lithic assemblages from well controlled
contexts. Here we present the preliminary results of lithic use-wear analysis from the Bachokirian Layer I (ex.11), uncovered on the
newly excavated material. Use-wear analysis on lithic tools was carried on a sample drawn to reflect the general technological characterization of the assemblage; therefore, the selected tools for use-wear analysis include artifacts from all different technological
categories, such as chips, flakes, blades and tool. Unmodified and retouched tools were also included. Our functional interpretations result from combining qualitative and quantitative analysis, and results from the lithic use-wear analysis show that evidence
for tool use is mainly present on blades with unmodified and retouched edges. While unmodified blades show traces diagnostic of
wood working, different types of retouched blades seem to have been designed and used intensively (e.g. long-term use) to work different materials, including bone. This is consistent with the bone tool assemblage, which includes complete tools, reworked pieces,
and waste fragments. All of these components are associated with manufacture, by scraping or grinding, using lithic implements.
Here we also aim to present how complementary analysis are being conducted on the rich bone industry in order to obtain a more
complete understanding of site occupation and function.
References:[1] Kozlowski, J.K. (Ed.),1982. Excavation in the Bacho Kiro cave, Bulgaria (Final Report). Paristwowe Wydarunictwo, Naukowe, Varsovia.[2] Tsanova, T., 2008. Les débuts du Paléolithique
supérieur dans l’Est des Balkans. Réflexion à partir de l’étude taphonomique et techno-économique des ensembles lithiques des sites de Bacho Kiro (couche 11), Temnata (couches VI et 4) et Kozarnika
(niveau VII). BAR International Series 1752.[3] Hublin, J.-J., 2012. The earliest modern human colonization of Europe. Proceedings of the National Academy of Sciences, 109(34), 13471–13472.[4] Kuhn,
S. L., Zwyns, N., 2014. Rethinking the initial Upper Paleolithic. Quaternary International, 347(1), 29–38.
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Postnatal developmental interactions between the hominoid cranial base, suprahyoid muscle complex
and the mandibular symphysis
Evita E. Müller1 , Sandra A. Martelli1
1 - UCL Department of Cell and Developmental Biology, Faculty of Life Sciences, London, UK · 2 - UCL Centre for Integrative
Anatomy (CIA), Department of Cell and Developmental Biology, Faculty of Life Sciences, London, UK
Postnatal development of the human mandibular symphysis is posited to link with variation in vocal tract anatomy, suprahyoid
muscles and hyoid position [1]. The distinct modern human pre/postnatal globularization phase of the brain/cerebellum [2] may
also contribute to this morphology. Stable neurovascular landmark configurations (LMs) of the hominoid cranial base [3] offer a
reliable approach to explore 3D relationships between Foramen magnum (FM) position variation as a proxy for cerebellar expansion, the hyomandibular complex (mandible, hyoid and suprahyoid muscles) and evolutionary shape variations of the cranial base
[4]. We hypothesize a postero-anterior direction of developmental events initiated by early cerebellar expansion. We measured 132
3D-(semi)landmarks describing cranial base, hyoid, mandibular and suprahyoid muscle insertion morphology in complete growth
series of 57 humans and 38 chimpanzees and partial growth series of 11 gibbons, 5 gorillas and 3 orangutans. (1) Partial least square
regressions (PLS) were used to assess relationships of growth patterns of the hyomandibular complex, the FM and the stable cranial
base LMs: Foramen ovale (FO) Foramen rotundum (FR) and internal acoustic meatus (IAM). (2) We explored inter-and intraspecific morphology variations with General Procrustes Analysis, Principal Components Analysis and MANOVA. (1) Inter-specific
PLS indicate a strong correlation (RV coeff=0.93, p< 0.001) between stable cranial base LMs, the hyomandibular complex and FM.
Intra-specific correlations are also strong (human RV coeff=0.739, chimpanzee RV coeff=0.724, both p<0.001) but ontogenetic
variations of the FM and hyomandibular complex differ within each species: The human FM shifts downwards in relation to the
cranial base and the mandibular symphysis rotates around the Foramen mentum (Fment) of the mandible. Hyoid position shifts
antero-inferior relative to FR and rotates parallel to the stable LMs. The posterior digastric insertion and mastoid process shift laterally whilst the anterior digastric insertion displaces anterior to Fment. The chimpanzee FM shifts postero-superior whereas both the
symphysis and Fment shift anterior relative to the cranial base. Hyoid orientation remains stable but it displaces postero-inferiorly
to the cranial base. Fment and anterior digastrics insertions both displace anteriorly to the stable LMs. With the exception of the
specialized gibbon hyoid shape (PC3=5.4%), other apes vary like chimpanzees. (2) We observe significant variation in cranial base
shape and size (PC1=40%, p<0.002) in very young children (<1 year) compared to older ones (>2 years). The inferior shift of the
FM is accompanied by a lateral shift of the mastoid and styloid processes and the carotid canals relative to the stable cranial base
LMs. In chimpanzees, the FM is the only variable neurovascular structure; styloid and mastoid processes and carotid canals retain
size and shape relative to each other and to the stable LMs. The hypothesis that globularization initiates postero-anterior knock-on
of developmental events seems plausible. Variation of the FM position due to cerebellar expansion, variation in inner ear position
[5] and size and shape of the internal carotid arteries could influence the position of neurovascular structures of the Pars petrosum
and the morphology of the tympanic plate, styloid and mastoid processes. Suprahyoid muscle insertions in turn have an effect on
the hyoid position and orientation. This leads to variations in how these muscles and the tongue, anchored to the hyoid, act on the
developing mandible, resulting in the uniquely modern human morphology. We consider posterior cranial base variation a good
candidate to explain morphological variations of the vocal tract and mandible between humans and apes. Understanding the posterior cranial base may facilitate predictions in fossil hominins for their suprahyoid muscle configuration and hyoid position and
orientation.
We thank C.E.P. Zollikofer and M. Ponce de Leon, Universität Zürich, F. Spoor, Natural History Museum London, P. O’Higgins, University of York and Takeshi Nishimura and the Digital Morphology
Museum at the Primate Research Institute, Kyoto University for access to comparative chimpanzee material and J. Hodler and his team at orthopaedic University hospital Zurich for CT scan access and
support. We are also very grateful to Frédéric Richard, Aix-Marseille Université, S. Blau and VIFM, Monash University Melbourne for providing the human CT scan data set.
References:[1] Coquerelle, M., Prados-Frutos, J.C., Benazzi, S., Bookstein, F.L., Senck, S., Mitteroecker, P., Weber, G. W., 2013. Infant growth patterns of the mandible in modern humans: a closer
exploration of the developmental interactions between the symphyseal bone, the teeth, and the suprahyoid and tongue muscle insertion sites. Journal of Anatomy 222, 178-192.[2] Gunz, P., Neubauer, S.,
Golovanova, L., Doronichev, V., Maureille, B., Hublin, J.-J., 2012. A uniquely modern human pattern of endocranial development. Insights from a new cranial reconstruction of the Neandertal newborn
from Mezmaiskaya. Journal of Human Evolution 62, 300-313.[3] Martelli, S.A., Dean, M.C., 2015. Stability of neurovascular vs. musculoskeletal landmarks on human and chimpanzee (Pan troglodytes)
cadavers - implications for interpreting fossil hominins. PESHE 4, 151.[4] Kimbel, W.H., Suwa, G., Asfaw, B., Rak, Y., White, T.D., 2014. Ardipithecus ramidus and the evolution of the human cranial
base. PNAS 111, 948-953.[5] Stössel, A., David, R., Gunz, P., Schmidt, T., Spoor, F., Hublin, J.-J., 2016. Morphology and function of Neandertal and modern human ear ossicles. PNAS 113, 11489-11494
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A comparative investigation into Neandertal bone tool manufacture and use
Naomi L. Martisius1
1 - Department of Anthropology, University of California, Davis, USA
The discovery that Neandertals made specialized bone tools [1], previously thought restricted to modern humans, adds to a list of
behaviors that both Neandertals and modern humans exhibited. Five nearly identical shaped and worn rib fragments interpreted
to be lissoirs (a term that means “smoothers” from the French typology), have been found in three separate archaeological deposits
at two late Middle Paleolithic sites in southwest France, Pech-de-l’Azé I and Abri Peyrony. Similar bone tools have been found
in a wide variety of contexts across time and space and are even used by craftspeople today. Modern lissoirs are used for working
leather, and because the bone tools in the Paleolithic show similar morphologies and wear signatures to the modern tools, it has
been proposed that the Paleolithic lissoirs were also for working animal skins. Little research has focused on the various aspects
of Paleolithic lissoir manufacture and use [2]. Here, I seek to form a higher-resolution picture of Paleolithic lissoir technology by
comparing the variation and standardization of the Middle Paleolithic lissoirs to those of the Upper Paleolithic.
A comparative approach is key for assessing whether or not the technologies in the different time periods and regions are similar
in terms of manufacture and use. I accomplish this using complementary qualitative and quantitative methods at both macro- and
microscopic scales. The artifacts in this study span a temporal range from the late Middle Paleolithic to the early Aurignacian and
through the final Gravettian, and they originate from sites in France (n=217) and Russia (n=6). The microscopic analyses confirm
that the Middle Paleolithic lissoirs are formal bone tools due to the presence of manufacturing traces on all five artifacts. Additional
evidence comes from a comparison of the Middle Paleolithic lissoirs to unmodified ribs preserved in the same layers, which show
distinctive surface textures. Upper Paleolithic lissoirs are typically made on split ribs and smoothed on all surfaces. Conversely, Middle Paleolithic tools are made on unsplit ribs, a variation only represented in approximately 6% of the Upper Paleolithic examples.
Techniques for shaping are consistent between Middle Paleolithic and Upper Paleolithic lissoirs and include scraping and grinding. Material wear is similar on a macroscopic scale, while microscopic wear across all artifacts is somewhat variable, but generally
indicates use on a soft, supple material such as animal skin. The results indicate that while Middle and Upper Paleolithic lissoirs
were used in similar ways, manufacturing procedures were sometimes different. Generally, Middle Paleolithic lissoirs were expediently made with little investment in the production process. In contrast, Upper Paleolithic lissoirs are often highly processed. This
comparative approach lends nuance to our understanding of the behavioral diversity in Neandertals and Upper Paleolithic human
groups.
This research was conducted as part of the author’s PhD dissertation, with equipment and facilities provided by the Department of Human Evolution at the Max Planck Institute for Evolutionary
Anthropology, the Max Planck Weizmann Center for Integrative Archaeology and Anthropology, the Préhistoire et Technologie UMR 7055 and the Maison Archéologie et Ethnologie, René-Ginouvès
(MAE), and the Department of Anthropology, University of California, Davis (UC Davis). Additional support comes from the Department of Anthropology, University of California, Davis, NSF-DDRI
(Award ID: 1550161), Chateaubriand Fellowship, Wenner-Gren Foundation (Gr. 9214.), NSF-GRFP (Award ID: 1650042), and NSF-GROW. Thanks to the Musée d’Archéologie Nationale (MAN), St
Germain-en-Laye, France, the Musée Nationale de Préhistoire (MNP), Les Eyzies, France, the Musée d’Abri Pataud, Les Eyzies, France, and the Institute for the History of Material Culture of Russian
Academy of Sciences, St Petersburg, Russia for allowing me access to their collections. Special thanks to Teresa E. Steele, Anna E. Goldfield, Jean-Jacques Hublin, Michel Lenoir, Shannon P. McPherron,
Isabelle Sidéra, Marie Soressi, and Nicolas Zwyns.
References:[1] Soressi, M., McPherron, S.P., Lenoir, M., Dogandzic, T., Goldberg, P., Jacobs, Z. et al., 2013. Neandertals made the first specialized bone tools in Europe. Proc Natl Acad Sci U S A.,
110(35):14186-90. Epub 2013/08/14. doi: 10.1073/pnas.1302730110. PubMed PMID: 23940333; PubMed Central PMCID: PMCPMC3761603.[2] Tartar, É., 2009. De l’os à l’outil: Caractérisation
technique, économique et sociale de l’utilisation de l’os à l’Aurignacien ancien: Étude de trois sites: l’Abri Castanet (secteurs nord et sud), Brassempouy (Grotte des Hyènes et Abri Dubalen) et Gatzarria
[PhD Thesis]: Université de Paris I-Panthéon-Sorbonne.
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Genomic analyses of the 34,000-year-old Salkhit individual from Mongolia.
Diyendo Massilani1 , Thibaut Devièse2 , Mateja Hajdinjak1 , Seonbok Yi3 , Jungeun Lee3 , Damdinsuren Tseveendorj4 ,
Byambaa Gunchinsuren4 , Tom Higham2 , Matthias Meyer1 , Janet Kelso1 , Ben Peter1 , Svante Pääbo1 , Laurits Skov1
1 - Max-Planck-Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Oxford Radiocarbon Accelerator Unit, Research
Laboratory for Archaeology and the History of Art, University of Oxford, Oxford, UK · 3 - Seoul National University, Seoul,
Korea · 4 - Institute of History and Archaeology, Mongolian Academy of Sciences, Ulaanbaatar, Mongolia
In recent years, the sequencing of many ancient early modern human genomes from West Eurasia has provided insights into the
human population history in Europe [1]. In contrast, only four genomes from early modern humans in Siberia and one in East Asia
have been generated, which limits our grasp of the genetic history of early East Eurasians [1]. Here, we present the genomic analyses of a hominin skull cap discovered in 2006 during mining operations in the Salkhit Valley, Northeastern Mongolia [2]. To our
knowledge, the specimen remains the only Pleistocene hominin found so far in the country. Discovered outside any archeological
context, the age and the ancestry of the specimen have been debated since its discovery and the presence of peculiar morphological
features has led to potential affiliation to archaic hominin groups [3], [4]. We used a compound-specific radiocarbon dating approach to determine the age of the Salkhit individual to 34,950 - 33,900 Cal. BP (at 95% probability), placing the specimen in the
Mongolian Early Upper Paleolithic period. We also determined its complete mitochondrial genome (mtDNA) and showed that it
belongs to the modern human haplogroup N which is widespread in Eurasia today [5]. Nuclear analyses of the specimen show that
the Salkhit individual was a female modern human. To investigate her relatedness to archaic hominin and ancient and present day
modern humans, we used hybridization capture of 3.9 million single nucleotide polymorphisms across the nuclear genome. We use
f3 and D statistics to show that she was closely related to the 40,000-year-old Tianyuan individual from China but shares more alleles with Western and North-Eastern Eurasians than does the Tianyuan individual. Using an admixture graph, the Salkhit individual
is positioned as an ancient East Asian with some genetic contribution from West Eurasian. This scenario underlies an unexpected
genetic link between East and West Eurasians after their major split. Using a new method to identify archaic introgressed DNA in
ancient genome data, we estimate Neandertal ancestry in the Salkhit individual to ∼2%, and show that this ancestry is contained
in longer DNA tracks than those of present-day Eurasians – as expected given the age of the specimen. We also show that approximately 0.2-0.3% of the Salkhit genome is derived from Denisovans and identified longer tracts (>0.2 cM) of Denisovan ancestry
in the Salkhit and other ancient East Eurasians genomes than in present-day East Eurasians genomes. This is the first evidence of
Denisovan ancestry in Upper Pleistocene modern humans in East Eurasia. It is in sharp contrast to West Eurasia where we found no
evidence for Denisovan introgression at the same resolution in early or later modern humans. The genome of the Salkhit individual
provides further evidence for a complex population history of Pleistocene modern humans across Eurasia involving population
substructure, migration and admixture. Those results emphasize the mosaic of events that shaped the genetic landscape of modern
human since the Upper Pleistocene.
Funding was provided by the Max Planck Society and the European Research Council under the European Union’s Seventh Framework Programme (FP7/2007-2013); ERC grant 324139 PalaeoChron
awarded to Professor Tom Higham and ERC grant 694707 100 Archaic Genomes awarded to Professor Svante Pääbo.
References:[1] Nielsen, R., Akey, J. M., Jakobsson, M., Pritchard, J. K., Tishkoff, S., & Willerslev, E., 2017. Tracing the peopling of the world through genomics. Nature, 541(7637), 302–310.[2]
Tseveendorj, D., Batbold, N., Amgalantugs, T., 2007. Studia Archaeologica - Instituti Archaeologici Academiae Scientiarum Mongolicae 3, 5-20.[3] Coppens, Y., Tseveendorj, D., Demeter, F., Turbat, T.,
Giscard, P.-H., 2008. Discovery of an archaic Homo sapiens skullcap in Northeast Mongolia. Comptes Rendus Palevol 7, 51-60.[4] Tseveendorj, D., Gunchinsuren, B., Gelegdorj, E., Yi, S., Lee, S.-H. 2016.
Patterns of human evolution in northeast Asia with a particular focus on Salkhit. Quaternary International 400, 175-179.[5] Devièse, T., Massilani D., Yi, S., Comeskey, D., Nagel, S., Nickel, B., Ribechini,
E., Lee, J., Tseveendorj, D., Gunchinsuren, B., Meyer, M., Pääbo, S., Higham T., 2019. Compound-specific radiocarbon dating and mitochondrial DNA analysis of the Pleistocene hominin from Salkhit
Mongolia. Nature Communications,10(1), 274.
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Carcass processing with bone tools: a multidisciplinary approach
Paula Mateo-Lomba1,2 , Andreu Ollé1,2 , Isabel Cáceres2,1
1 - IPHES - Institut Català de Paleoecologia Humana i Evolució Social, Tarragona, Spain · 2 - Àrea de Prehistòria, Universitat
Rovira i Virgili (URV), Tarragona, Spain
Strategies of anthropic exploitation of animal carcasses are in close relation with human evolution. Animals constitute a nutritional
source -meat, marrow and fat- and they also provide other organic elements as hide, bones, horns, antlers, etc. Bones have been
used as technological raw materials since the Early Pleistocene in Africa and since the Middle Pleistocene in Europe and Asia [1,
2]. According to previous studies, large taxa bones are chosen in order to shape tools in some sites and they may be related to in situ
butchering [3]. Nevertheless, the identification of bone artefacts is usually problematic due to the characteristics of the assemblage
and the presence of other agents -carnivores, trampling, etc.- that create pseudo-tools. In many cases, the criteria of identification
of bone tools in Middle Pleistocene sites is not clearly defined.
An experimental protocol was designed in order to explore this issue and develop an interdisciplinary methodology for the
recognition of unmodified and retouched bone tools. The first step was the anthropic bone breakage of green bovid bones. The
technique used was direct percussion on an anvil with two different quartzite percussors: a hammerstone and a chopper. The aim
was, first the nutritional marrow obtention and second, the technological exploitation of resulting long bones fragments. Then, after
the marrow’s removal, some of the obtained shaft fragments were used unmodified in skinning, defleshing and disarticulation activities on a red deer. Others were retouched by direct percussion with a quartzite hammerstone and then used for the same activities.
Selection criteria were related to variables as size and morphology of the tool and the working edge. Bone tools produced diverse
degree of success in the different activities involved in carcass processing. Skinning and disarticulation were proved as difficult tasks,
but we obtained appropriate results on defleshing and filleting with both simple and retouched bone tools.
This faunal assemblage -including unmodified and retouched bone tools, bone fragments resulted of bone breakage and butchered
red deer bones- is being studied with an interdisciplinary approach involving zooarchaeology and taphonomy, prehistoric technology and traceology. Data about selection criteria of experimental bones used as tools, such as dimensions and morphology, is going
to be convenient in the identification of archaeological bone artefacts. Thus, the created reference collection is used to establish
clear criteria for the characterization of anthropic bone breakage, as well as the resulting bone tools -simple or retouched- and the
presence of bone artefacts in osseous assemblages from European Middle Pleistocene sites. Results will increase our current knowledge on the early Palaeolithic bone tool use and on the hominins’ subsistence strategies.
This research is framed in the PGC2018-093925-B-C32 (MICINN-Feder), the 2017SGR1040 (AGAUR) and the 2018PFR-URV-B2-91 (URV) projects. Research at IPHES is framed in the CERCA
program.
References:[1] Backwell, L., d’Errico, F., 2008. Early hominid bone tools from Drimolen, South Africa. Journal of Archaeological Science 35, 2880-2894.[2] Patou-Mathis, M., 1999. Les outils osseux du
Paléolithique inférieur et moyen en Europe. Problèmes, méthodes et résultats préliminaires, in: Camps-Fabrer, J., Julien, M. (Eds.), Préhistoire d’os, Recueil d’ études sur l’industrie osseuse préhistorique
offert à Henriette Camps-Fabrer. Publications de l’Université de Provence, Aix-en-Provence, pp. 49-57.[3] Zutovski, K., Barkai, R., 2016. The use of elephant bones for making Acheulian handaxes: A
fresh look at old bones. Quaternary International 406, 227-238.
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Evidence of social support revealed by healed trauma in human foot bones from Manot Cave, an Early
Upper Paleolithic site
Hila May1,2 , Sarah Borgel1,2 , Bruce Latimer3,4 , Yvonne McDermott3,4 , Rachel Sarig2,5 , Ariel Pokhojaev1,2,5 , Talia
Abulafia6 , Mae Goder-Goldberger6 , Omry Barzilai7
1 - Department of Anatomy and Anthropology, Sackler Faculty of Medicine, Tel Aviv University, Israel · 2 - The Dan David
Center for Human Evolution and Biohistory Research, The Shmunis Family Anthropology Institute, Sackler Faculty of Medicine,
Steinhardt Museum, Tel Aviv University, Israel · 3 - Department of Anatomy, Case Western Reserve University School of
Medicine, Cleveland, USA · 4 - Department of Orthodontics, Case Western Reserve University School of Dental Medicine,
Cleveland, USA · 5 - Departments of Orthodontics and Oral Biology, the Maurice and Gabriela Goldschleger School of Dental
Medicine, Sackler Faculty of Medicine, Tel Aviv University, Israel · 6 - Department of Bible, Archaeology and Ancient Near East,
Ben-Gurion University of the Negev, Israel · 7 - Israel Antiquities Authority, Israel
Recent archaeological excavations at Manot Cave, an Early Upper Paleolithic (EUP) site in the Western Galilee, Israel, retrieved the
remains of a partial left foot of a young adult, including the talus, the calcaneus, the cuboid and the first, second and fifth metatarsals.
A healed fracture was observed on the second metatarsal. The pedal bones are dated to 38 and 34 kya. These bones most likely originated from a burial that partially slid down the talus, as all bones are from the left side, and all demonstrate a similar color and
taphonomic condition. Additional artifacts in close proximity to the bones include marine mollusks, [two Cowries shells (Erosaria
sp. And Zanaria pyrum) and Columbella rustica], and a large number of flint tools (including four el-Wad points, two of which were
made on non-local flint). The aims of the current study were to morphologically and metrically characterize the EUP foot bones,
and to investigate their population affiliations (Neanderthals vs. AMH and modern humans). Additionally, µCT images were used
to verify a suspected injury of the second metatarsal and to identify the type of and likely cause of the injury. The shape and size of
the Manot pedal bones indicate an overall modern morphology for all elements, however several Neanderthal-like characteristics
were also noted. Imaging analysis confirmed the existence of a healed traumatic fracture of the second metatarsal with the plantar
third of the base misaligned with the shaft, and a fracture line on the lateral side. Furthermore, a bone flake on the dorsomedial
side of the shaft indicated forced contact with the hallux. These features are consistent with a fracture known as ’Lisfranc’s fracture’,
most probably caused by an impact to the dorsum of the foot. This injury usually leads to ligamentous instability and collapse of
the transverse and longitudinal arches, causing severe walking difficulties. Full recovery requires rest and immobility for several
weeks. As suggested by previous studies examining healed trauma in prehistoric individuals, the long-term survival of individuals
with limited mobility required a supportive social system [1]. Accordingly, the survival of this individual indicates a supportive
community at Manot Cave.
This work was supported by the Dan David Foundation, The Shmunis Family, Anthropology Institute, Binational Science Foundation (grant no. 2015303), Israel Science Foundation (grant no. 2632/18),
The Leakey Foundation and the Shafran Family Foundation.
References:[1] Trinkaus, E., Zimmerman, M. R., 1982. Trauma among the Shanidar Neandertals. American Journal of Physical Anthropology 57, 61-76.
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Facial fluctuating asymmetry tracks genomic diversity among gorilla subspecies
Kate McGrath1,2 , Amandine B. Eriksen3 , Aida Gómez-Robles4 , Daniel García-Martínez1 , Jason S. Massey5 , Antoine
Mudakikwa6 , Tara S. Stoinski7 , Michael R. Cranfield8 , Emmanuel Gilissen9,10 , Matthew W. Tocheri11,12 , Shannon C.
McFarlin2,13 , Yann Heuzé1
1 - Université de Bordeaux, CNRS, PACEA, UMR5199, France· 2 - Center for the Advanced Study of Human Paleobiology,
Department of Anthropology, The George Washington University, USA · 3 - Department of Anthropology, University at
Buffalo, USA · 4 - Department of Anthropology, University College London, UK · 5 - Department of Integrative Biology and
Physiology, University of Minnesota Medical School, USA · 6 - Rwanda Development Board, Tourism and Conservation · 7 Dian Fossey Gorilla Fund International · 8 - Mountain Gorilla Veterinary Project · 9 - Royal Museum for Central Africa · 10 Université Libre de Bruxelles · 11 - Department of Anthropology, Lakehead University · 12 - Human Origins Program, National
Museum of Natural History, Smithsonian Institution · 13 - Division of Mammals, National Museum of Natural History,
Smithsonian Institution
Facial fluctuating asymmetry (FA) is the non-directional deviation from bilateral symmetry in the facial skeleton. It is interpreted
as an indicator of developmental instability, including exposure to environmental stressors and/or inbreeding. Genomic analyses
show that mountain gorillas exhibit tracts of homozygosity indicative of recent and extensive inbreeding, exceeding that observed
in all other gorilla subspecies, including closely related grauer gorillas and even the most inbred human populations [1]. Here, we
use geometric morphometric techniques to assess intra- and interspecific variation in facial asymmetry among three gorilla taxa
(Virunga mountain gorillas – Gorilla beringei beringei; grauer gorillas – G. beringei graueri; western lowland gorillas – G. gorilla
gorilla). We test whether mountain gorillas exhibit higher levels of facial FA compared to other taxa, reflecting genetic instability
in the population. We used Viewbox 4 software (dHAL) to place 156 homologous landmarks and curve semilandmarks on 48
3D models of crania derived from computed tomography and surface (laser and white structured light) scans. MorphoJ was used
to conduct separate Procrustes ANOVAs by taxon and sex, with the factor “individual” reflecting symmetric variation; the factor
“side” reflecting directional asymmetry (DA; consistent variation in one direction); and the interaction between “individual x side”
reflecting FA [2,3]. The effect of error was minimized via repeated measurements of all individuals, calculated as the residual variation in the Procrustes ANOVAs. We found that symmetric variation, DA, and FA are significant in all three taxa (p<0.001). We
followed Gomez-Robles et al. [4] to assess the proportion of shape variation explained by each variable among species and sexes.
Symmetric variation explains the highest proportion of the total variation in the sample, while FA explains the highest proportion
of asymmetric variation. As predicted, mountain gorillas have the highest proportion of FA among gorillas – more than twice as
much as western lowland gorillas – explaining 14.6% of total variation vs. 11.6% in grauer gorillas and 5.8% in western lowland
gorillas. In the principal component analysis of the asymmetric component of shape variation, we find that the range of variation in
mountain gorillas envelopes that of the other two taxa. The facial regions with the most extreme asymmetry are the brow and the
lower face, similar to the pattern that was previously reported for grauer gorillas [5]. In the intraspecific comparison, females have a
somewhat higher proportion of FA compared to males in the combined species sample (11.1% vs. 8.1%, respectively), while males
exhibit a higher proportion of DA compared to females (3.2% and 1.2%, respectively). It’s worth noting that while highly significant, the proportion of variation explained by DA is comparable to that explained by measurement error (ranging from 1.8-3.4%
in all analyses). The pattern reported here tracks what is known about gorilla genomic diversity: mountain gorillas, with a current
population size of about 1000 individuals, show the highest degree of facial FA among great apes, followed by grauer gorillas, and
finally western lowland gorillas. It is not yet clear to what extent environmental conditions might contribute to these results, as gorilla subspecies live in divergent habitats and exhibit different life history strategies. Future work will expand the sample to include
other gorilla populations, and in documented samples like the Virunga mountain gorillas, incorporate associated health, behavior,
and climate data to assess the relationships among environmental conditions, facial asymmetry, and fitness outcomes.
This project has received funding from the European Union’s Horizon 2020 research and innovation program under the Marie Sklodowska-Curie grant agreement No 798117, National Geographic
Society (8486-08), The Leakey Foundation, National Science Foundation (BCS 0852866, 0964944, 1520221)
References:[1] Xue, Y., Prado-Martinez, J., Sudmant, P.H., Narasimhan, V., Ayub, Q., Szpak, M., Frandsen, P., Chen, Y., Yngvadottir, B., Cooper, D.N. and De Manuel, M., 2015. Mountain gorilla
genomes reveal the impact of long-term population decline and inbreeding. Science 348(6231), 242-245.[2] Klingenberg, C.P., McIntyre, G.S., 1998. Geometric morphometrics of developmental
instability: analyzing patterns of fluctuating asymmetry with Procrustes methods. Evolution 52(5) 1363-1375.[3] Klingenberg, C.P., Barluenga, M., Meyer, A., 2002. Shape analysis of symmetric
structures: quantifying variation among individuals and asymmetry. Evolution 56(10), 1909-1920.[4] Gómez-Robles, A., Hopkins, W.D., Sherwood, C.C., 2013. Increased morphological asymmetry,
evolvability and plasticity in human brain evolution. Proceedings of the Royal Society B: Biological Sciences, 280(1761).[5] Heuzé, Y., Balzeau, A., 2014. Asymmetry of the midfacial skeleton of eastern
lowland gorillas (Gorilla beringei graueri) and potential association with frontal lobe asymmetries. Journal of Human Evolution 74, 123.
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The Middle Stone Age Site of Negus Kabri, Asbole, Ethiopia
Shannon P. McPherron1 , Steve Schwortz1 , Jonathan Wynn2 , Christopher Campisano3 , Alan Deino4 ,Zeresenay Alemseged5
1 - Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - National Science Foundation, Alexandria, USA ·
3 - Institute of Human Origins, School of Human Evolution and Social Change, Arizona State University, Tempe, USA · 4 Berkeley Geochronology Center, Berkeley, USA · 5 - Department of Organismal Biology and Anatomy, University of Chicago,
Chicago, USA
This paper describes the excavation, stratigraphic context, and lithic assemblage of a new Early Middle Stone Site from Negus Kabri.
Negus Kabri was discovered and excavated as part of the Asbole Research Project in the Afar region of eastern Ethiopia. The site
consists of a single artifact horizon rich in lithics but with poor faunal preservation. The geological context of the deposit plus site
formation data based on artifact breakage, edge damage, artifact orientations, and the ratio of large to small finds all suggest an intact deposit near the top of the Busidima Formation at the Bironita-Duma Ridge. Stratigraphically the deposits lie approximately
1m above a plateau-forming gravel, which in turn lies just above the widespread Bironita Tuff (0.64 Ma). The artifact horizon also
lies 10 meters below a local tephra layer, which we call the Negus Kabri Tuff and which yielded an 40Ar/39Ar date of 144 ± 23 ka.
The assemblage consists of over 3500 artifacts (> 25mm) of which over 3000 are flakes and flake fragments. The cores (N = 56) are
highly standardized and dominated by centripetal Levallois technology with a few discoidal cores, cores on flakes and other miscellaneous forms. Similarly, the flakes are dominated by Levallois and discoidal technologies with some blade forms and also some
bifacial thinning flakes on obsidian. The flakes tend to be broad and not elongated. Typologically, points are the most common
group of retouched artifacts, and these are made preferentially on Levallois flakes. The raw materials consist of coarse grained volcanics, some cryptocrystalline silicates, and fewer obsidian artifacts. The former are available today in the plateau forming gravels.
Based on cortex measures, the complete reduction sequence appears to be present for the coarsed grained volcanics. Again based
on cortex measures, the other types of stone appear to have been imported already reduced. This interpretation is supported as well
by the blank to tool and blank to core ratios which vary greatly by raw material type. For instance, the blank to tool ratio is seven
times greater in the coarse materials than in obsidian suggesting the import of completed tool forms in obsidian. As Levallois and
point technologies have long been considered a defining aspect of the Middle Stone Age in eastern Africa, this, along with the age
bracket, place Negus Kabri comfortably in the known Middle Stone Age variability of the region. Negus Kabri thus adds to the
relatively sparse dataset of Early Middle Stone Age sites in eastern Africa.
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Concerning body manipulation practice during the Stone Age: trepanations and ritual amputations
Maria Mednikova1
1 - Institute of archaeology of RAS
The practice of surgical body manipulations can be traced to the Palaeolithic, Mesolithic and Neolithic ages. The earliest case seems
to be the Upper Palaeolithic symbolic trepanation from Telmanovskaya site (Kostenki 8) in European Russia. The fragment of skull
was discovered by expedition of A. N. Rogachev (Leningrad Branch of Institute of Archaeology AS USSR) in 1959. Human fragmentary remains were found in the 2nd cultural layer of the Western dwelling. Special attention should be devoted to the cranial
fragment of adult individual (male?) pasted together from 3 pieces by restorers. Its maximal length was 83 mm, width 58 mm. In
the central part of the frontal bone is presented a lesion with diameter about 10 mm. Digital microfocus radiological examination
supports hypothesis of complete healing of bone tissue. During the Mesolithic age surgical operations could be used for passage
rites as proven by the case of woman 24-25 years buried the Mursak-Koba site (Crimea peninsula, excavated by S. N. Bibikov, A. N.
Zhirov, 1936). New radiological study confirms, that both little toes were amputated on her hands when she was teenager. Then
around 20 years old (being married?) she got an external, “symbolic” trepanation in the posterior part of the left parietal bone. The
osteological collection from the Museum of Man in Paris still has no analogies in the Old World regarding the representation of
ancient trepanations. New description of skulls with traces of intravital trepanations was provided [1]. Two categories of objects
from the Neolithic collection were described: trepanned skulls and bone plates (rondelles), which represent practice in Lozere and
Paris regions. We have evidence of a large group of people, who lived their lives after a most severe surgical intervention, which
could have led to their disability. Most likely these operations affected only the skull, as brain operations were not yet performed
at this time. But especially, given the size of trepanations, the risk of complications was enormous. Bleeding from the venous sinus,
diploe bleeding, infection, meningocele, cognitive deviations in case of an operator error - this is a list of dangers, the empirical
knowledge of which did not stop the Late Neolithic inhabitants of France from trepanning. It is a very special model of behavior,
which could become a connecting thread from childhood (or adolescence), including burial and the use of plates made from skulls
of successfully trepanned people.
I am very grateful to the Head of the Department of electronic devices of the St. Petersburg Electrotechnical University (LETI), Doctor of Technical Sciences N. N. Potrakhov and Associate Professor of
the Department, Candidate of Technical Sciences V.B. Bessonov for assistance in microfocus X-ray of samples from the Telmanovskaya site, Murzak-Koba and Vasilyevka, stored in the Kunstkamera RAS.
I am grateful to V. I. Khartanovich, former Head of the Department of Anthropology of the IEA, for permission to work with these unique materials. The author takes the opportunity to express gratitude
to Philippe Mennecier, Veronique Laborde, Tatiana Benfougal, Alan Froment for permission to work with the collection of the Museum of Man and for the invaluable help at different stages of the study.
References:[1] Mednikova M., 2018. Posle Broca. Trepanazii epokhi neolita iz kollekzii Prunieres d muzee cheloveka (After Broca. Trepanations of the Neolithic age from Prunieres collection in Museum
of Man). Moscow: Institute of archaeology RAS, Club Print. 208.
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Retrodeformation techniques and 3D morphometric analysis of an early Holocene South American
skull (Cuncaicha, Peru).
Lumila Paula Menéndez1,2,3 , Antonio Profico4 , Kurt Rademaker5 , Katerina Harvati3,6
1 - Konrad Lorenz Institute, Klosterneuburg, Austria · 2 - Universidad Nacional de La Plata, La Plata, Argentina · 3 - DFG Centre
for Advanced Studies ‘Words, Bones, Genes, Tools: Tracking linguistic, cultural and biological trajectories of the human past’,
Eberhard Karls University of Tübingen, Tübingen, Germany · 4 - Department of Archaeology PalaeoHub - University of York,
UK · 5 - Michigan State University, East Lansing, USA · 6 - Paleoanthropology, Senckenberg Centre for Human Evolution and
Palaeoenvironment, Eberhard Karls University of Tübingen, Tübingen, Germany
As a consequence of the taphonomic history, many fossils and relevant specimens present missing parts and post-depositional alterations. For that reason, in spite of the great effort invested in their recovery and preservation during the archaeological excavations,
they are left out from the morphometric analysis. Therefore, they cannot be used for discussing human variability and evolutionary processes. This is especially the case for South America, where the early Holocene specimens are scarce, and some of them are
incomplete and/or present some changes as a result of post-depositional alterations. We present here the first virtual reconstruction of an early Holocene South American skull that was recovered from the excavations at Cuncaicha rock shelter in the south
of Peru (9240-8770 calibrated years BP) [1]. The skull is composed of 20 fragments that were scanned in the Paleoanthropology
Department at the University of Tübingen. A virtual anatomical reconstruction was conducted by using Avizo and including skull
reference models from the Andes. As the cranial vault presents a strong alteration resulting in a lateral distortion that affects the
whole vault shape, retrodeformation techniques were applied for modeling post-depositional changes [2]. In spite of the large degree of completeness of the skull (approx. 80%), there are some missing parts that were estimated by mirroring them from the
opposite preserved side of the skull. This allowed conducting 3D morphometric analysis from the whole skull by comparing it with
other early and late Holocene specimens from South America (N=500), by taking into account the symmetric component only.
Shape changes were studied by running between-groups Principal Component Analysis. The results are discussed together with a
previous 2D morphometric study of the facial variation that allowed establishing associations with specimens from Lagoa Santa
in Brazil, supporting previous claims of morphological similarities among the early settlers of the continent [3]. Such craniofacial
patterns were interpreted as the retention of some ancestral features among some of the early South American populations.
The Cuncaicha fieldwork was funded by the Max Planck Institute for the Science of Human History in Jena, the Pontifical Catholic University of Lima, and the DFG Centre for Advanced Studies ‘Words,
Bones, Genes, Tools’ (DFG FOR 2237). The laboratory analyses were supported by an Alexander von Humboldt Foundation fellowship granted to Kurt Rademaker, the Deutsche Forschungsgemeinshaft
(FOR 2237, INST 37/706 to K. Harvati), and the Northern Illinois University. This particular project was funded by the DFG Centre for Advanced Studies ‘Words, Bones, Genes, Tools’ (DFG FOR
2237), directed by Katerina Harvati and Gerhard Jäger, the “Bridging Funds” Program of the University of Tübingen, granted to Lumila Menéndez, and a Postdoctoral Fellowship from the Konrad Lorenz
Institute.
References:[1] Rademaker, K., Hodgins, G., Moore, K., Zarrillo, S., Miller, C., Bromley, G.R., 2014. Paleoindian settlement of the high-altitude Peruvian Andes. Science 346(6208), 466-469.[2] Schlager,
S., Profico, A., Di Vincenzo, F., Manzi, G., 2018. Retrodeformation of fossil specimens based on 3D bilateral semi-landmarks: Implementation in the R package “Morpho”. PloS One, 13(3), e0194073.[3]
Menéndez, L.P., Rademaker, K., Harvati, K. Solving a Human Anatomy Puzzle: Virtual Reconstruction and Craniometric analysis of a Fragmented Facial Skeleton from Cuncaicha (Southern Peru).
Paleoamerica. Under Review.
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A deeper look into the Mousterian Hearths at Kebara Cave, Israel
Susan M. Mentzer12 , Paul Goldberg1 , Christopher E. Miller123
1 - Institut für Naturwissenschaftliche Archäologie (INA), Eberhard-Karls-Universität Tübingen, Tübingen, Germany · 2 Senckenberg Centre for Human Evolution and Paleoenvironment (HEP - Tübingen), Tübingen, Germany · 3 Sapien - CE Centre
for Early Sapiens Behaviour (SFF CoE) - University of Bergen, Norway
Aspects of use and control of fire by Neanderthals has generated heated discussions [1]. A crucial aspect to our understanding of
Neanderthal pyrotechnology is understanding the features related to fires that they left behind, including intact hearths and associated combustion residues that may have been modified syndepositionally by maintenance activities but also by post-depositional
reworking and chemical alteration. We may study burnt objects from a site (bone, lithics) but to obtain a more complete understanding of Neanderthal ‘fire use’, we must study in detail the primary/primeval aspects of Neanderthal pyrotechnology, the deposits themselves at a microstratigraphic scale [2]. At the site of Kebara Cave, hearths and burned residues have been previously
studied at the microstratigraphic scale using micromorphology and phytolith analyses [3], but direct links to concurrent macroscopic analyses, including identification of diagenetic minerals using FTIR have until recently been limited. This study links the
macroscopic to microscopic records by applying µ-XRF and µ-FTIR directly to micromorphological samples to characterize the
lithologies, composition, mineralogy, and structure of hearths. The work focuses on samples collected in 2006 after the main excavations (1982-1990) in order to evaluate their depositional and post-depositional histories and their reflection on Neanderthal
and modern human fire-making and use practices.
The site of Kebara, located along the western side of Mt. Carmel, ∼30 km south of Haifa, Israel, is formed in a Cretaceous limestone reef complex at an elevation of ∼ 60 m asl. Excavations from the 1930s to 1990s exposed deposits with Natufian, Kebaran,
Upper and Middle Palaeolithic (UP, MP) implements, and a Neanderthal skeleton. Burnt Mousterian flints yielded thermoluminescence (TL) dates between 48000 and 60000 BP, whereas numerous radiocarbon dates point to the transition from Middle to
Upper Palaeolithic between 49/48 and 47/46 k radiocarbon calibrated years before present [3].
Samples for this study were collected from MP and UP hearths in various locations and layers in the cave, and include single
hearth structures, thin superposed/stacked hearths, and ashy layered dumped hearth materials. They were removed as intact blocks
that were dried and impregnated with polyester resin, from which petrographic thin sections (50x75 mm) were made.
The integrated microscopic results show that broad spatial patterns in the chemical alteration of the deposits are generally confirmed; however, several samples show evidence of multiple phases of alteration that indicate shifting chemical environments. For
example, dahllite precipitation in voids parallel observations previously made at Tabun Cave, which suggest that at both sites, cycles
of renewed phosphatization may have occurred several millennia after the initially more “severe” diagenetic alteration. Bands and
areas that appear uniformly white in the field also contain multiple phases of diagenesis. The work also provides new information
about the dark, organic-rich layers, some of which form the basal portions of hearth sequences. These layers are enriched in copper
and in some cases may be associated with magnesium. Some dark layers exhibit evidence of phosphatization prior to the deposition
of overlying ashes.
The combined use of microstratigraphic documentation in the field, micromorphology, µ-XRF and µ-FTIR is a robust approach for deconstructing chemical partitioning within the thin section, which ultimately may reflect on human activities that
previously were not visible in the field or using only a petrographic microscope.
Alexander von Humboldt Society, Deutsche Forschungsgemeinschaft, US National Science Foundation, Matthias Czechowski
References:[1] Dibble, H.L., Sandgathe, D., Goldberg, P., McPherron, S., Aldeias, V., 2018. Were Western European Neandertals able to make fire? Journal of Paleolithic Archaeology, published online.[2]
Goldberg, P., Miller, C.E., Mentzer, S.M., 2017. Recognizing Fire in the Paleolithic Archaeological Record. Current Anthropology Volume 58, Supplement 16, S175–S190.[3] Bar-Yosef, O., Meignen, L.,
2007. Kebara Cave, Mt. Carmel, Israel: the Middle and Upper Palaeolithic archaeology, Part I. Peabody Museum of Archaeology and Ethnology, Harvard University, Cambridge.
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What about taphonomy for prehistoric stone tools? The effect of freeze and thaw cycles on use-wear and
residues
Marine Michel1 , Dries Cnuts1 , Veerle Rots1,2
1 - TraceoLab / Prehistory, University of Liège, Liège, Belgium, · 2 - Chercheur Qualifié du FNRS
Archaeological sites are submitted to various taphonomic processes that have been studied mainly in order to understand the formation processes of sites, modifications in the spatial distribution of lithic artefacts or bone materials at particular sites, or preservation
of bones and other organic material. Post-depositional phenomena may however also modify stone tools, altering their surface and
edges and thus affecting the functional wear that may be present [1]. Alterations of stone tools have been observed since the beginning of use-wear analysis. Indeed, alterations are known to possibly cover, destroy or mimic use-wear traces, thereby hampering a
reliable functional study and a loss of essential information [2]. Some time periods and regions prove to be more affected by alterations than others, while experiences have also shown that raw materials tend to react differently to specific taphonomic processes
[3]. An improved understanding of functional data, in particular for Palaeolithic archaeological assemblages, requires a better comprehension of alteration phenomena in order to strengthen interpretations of altered assemblages or even render their functional
data accessible. This study focuses on alterations produced by repeated freeze and thaw cycles which are frequently attested on Upper Palaeolithic sites in Europe. Thanks to a climate chamber, we succeeded in the reproduction of natural freeze and thaw cycles.
Flint tools, used on wood, meat, bone and hide were buried in water-saturated loess and submitted to repeated temperature fluctuations between -20°C and 20°C. Tools were excavated after 50 cycles. We obtained an alteration polish which is frequently observed
on prehistoric stone tools [4, 5] and which may hinder use-wear traces. The process also transformed and/or detached residues
from the tool surface. In some cases, the residues proved to protect the flint surface against alterations. The results of this methodological study support the relevance of further explorations of how freeze-thaw cycles affect and possibly transform use-wear traces
and residues. An improved understanding of these alterations not only improves present-day use-wear and residue methodologies,
but also paves the way for functional analyses of altered archaeological assemblages that are now often considered as having little
potential for functional studies.
This research was funded by the European Research Council under the European Union Seventh Framework Programme (FP/2007-2013) in the context of a starting grant (EVO-HAFT) attributed to V.
Rots (ERC Grant Agreement no. 312283) and by the University of Liège (Bourses non-FRIA, M. Michel). V. Rots is also indebted to the Fund for Scientific Research (FNRS-FRS). We sincerely thank all
members of TraceoLab for their help with the experiments and the analysis, particularly Christian Lepers for his contribution to the experimental set-up. We are equally grateful to Stephane Pirson for his
useful comments on ice-related phenomena.
References:[1] Plisson, H., 1983. De la conservation des micro-polis d’utilisation. Bulletin de la Société préhistorique française 80, 74-77.[2] Claud, E., 2008. Le statut fonctionnel des bifaces au
Paléolithique moyen récent dans le Sud-Ouest de la France. Bordeaux I.[3] Semenov, S.A., 1970. Prehistoric Technology. An experimental study of the oldest tools and artefacts from traces of manufacture
and wear? Translated by M. W. Thompson., Adams and ed. London.[4] Rots, V., 2013. Functional analysis of the lithics. In: Vermeersch, P.M., An Ahrensburgian site at Zonhoven-Molenheide (Belgium),
BAR International Series 2471: 81.[5] Rots, V., 2015. Hafting and the interpretation of site function in the European Middle Palaeolithic. Settlement Dynamics of the Middle Palaeolithic and Middle
Stone Age 4, 383-410.
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Biological evolution of Homo sapiens in response to medical and technological transitions: The shifting
trade-off model
Philipp Mitteroecker1
1 - Department of Theoretical Biology, University of Vienna
Throughout the history and prehistory of Homo sapiens, cultural transitions repeatedly altered lifestyle, the conditions of survival
and reproduction as well as the modes of biocultural inheritance. Cultural changes thus have been important drivers of biological
evolution in our species [1]. With the advancement of agriculture, housing, medicine, and other technologies, natural selection has
been continually reduced. Has this also reduced evolutionary change in our lineage? Do humans still evolve in modern industrial
societies, and if so, can we predict how human biology evolved in the last centuries or will continue to evolve? It is tempting to assume that evolutionary change in humans has reduced or even stopped as a result of reduced natural selection. For instance, David
Attenborough claimed that ”... we’ve stopped evolving ... as soon as we started being able to rear 95–99% of our babies that are
born.” [2]. I will show that this is not true: by shifting existing fitness trade-offs, reduced selection pressures have even triggered new
evolutionary changes. Many anatomical, physiological, and behavioral traits evolved by trading off fitness for different functions
or life stages. The resulting “evolutionary compromises” optimize average fitness in a population and may entail individuals that
appear to be maladapted for one or more of the involved functions. A typical example is pelvic form: a wide pelvis is beneficial for
childbirth but detrimental for pelvic floor stability; human pelvic form thus evolved as a compromise that trades off these two opposed selective forces [3]. Drawing form epidemiological and genomic data, I also show how such trade-off dynamics underlie the
evolution of sickle cell disease and autoimmune disorders in humans. In modern societies, such opposed selective forces have been
differently relaxed by technological or medical advances; this, in turn, has disrupted the evolutionary equilibriums and triggered
novel evolutionary changes [4]. I will outline this theory and use it to show how medical treatment of obstructed labor, anemia, and
autoimmune disorders has evolutionary affected human childbirth, sickle cell disease, and immune function. Furthermore, I will
extend this theory to the trade-off between ecological and social selection. In particular, I show how the antagonism of ecological
and sexual selection has determined the evolution of sexual dimorphism in human stature. Using global demographic and biometric
data, I demonstrate how the relaxation of ecological selection has altered the pattern of sexual dimorphism in human body height.
Outside of biology and medicine, researchers from various disciplines are wary of evolutionary considerations of human biology
and health owing to possible linkages to racist or eugenic standpoints [5]. At the end of my talk, I will thus briefly discuss ethical
and political challenges involved in these studies and address the question whether the human evolution community should engage
more in studies of modern human dynamics and evolutionary medicine.
PM was supported by the Austrian Science Fund (FWF grant P29397).
References:[1] Jablonka, E., Lamb, M.J., 2005. Evolution in Four Dimensions: Genetic, Epigenetic, Behavioral, and Symbolic Variation in the History of Life. MIT Press.[2]
https://www.radiotimes.com/news/2013-09-20/david-attenborough-were-lucky-to-be-living-when-we-are-because-things-are-going-to-get-worse/[3] Mitteroecker, P., Huttegger, S., Fischer, B.,
Pavlicev, M., 2016. Cliff edge model of obstetric selection in humans. PNAS 113(51), 14680-14685.[4] Mitteroecker, P., 2018. How human bodies are evolving in modern societies. Nature Ecology &
Evolution 3, 324-326.[5] Laubichler, M. D., Maienschein, J., 2010. Politics in Biology.in: Encyclopedia of Life Sciences. John Wiley & Sons, Chichester.
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New Excavations at Crvena Stijena, Montenegro: First Results
Gilliane Monnier1 , Gilbert Tostevin1 , Mile Baković2 , Nikola Borovinić2 , Carolina Mallol3 , Margarita Jambrina3 , Goran
Ćulafić4 , Goran Pajović5 , Eugene Morin6 , Elisabetta Boaretto7 , Paloma Vidal8 , Angel Carrancho9 , Dušan Mihailović10 ,
Robert Whallon11 , Norbert Mercier12 , Michael Morley13
1 - Dept. of Anthropology, University of Minnesota, USA · 2 - Center for Conservation and Archaeology, Montenegro · 3 Universidad de la Laguna, Tenerife, Spain · 4 - Natural History Museum, Montenegro · 5 - National Museum, Montenegro · 6 Dept. of Anthropology, Trent University, Canada · 7 - Kimmel Center for Archaeological Science, Weizmann Institute of Science,
Israel · 8 - Dept. of Prehistory, Archaeology, and Ancient History, University of Valencia, Spain · 9 - Dept. of History, Geography
and Communication, University of Burgos, Spain · 10 - Dept. of Archaeology, Faculty of Philosophy, Belgrade University, Serbia ·
11 - Museum of Anthropological Archaeology, University of Michigan, USA · 12 - Centre de Recherche en Physique Appliquée à
l’Archéologie, France · 13 - Centre for Archaeological Science, University of Wollongong, Australia
Crvena Stijena (‘Red Rock’) is a rock shelter in Montenegro with an exceptionally long and well-preserved sequence of archaeological deposits spanning the Middle Paleolithic to the Bronze Age. It is located in the Dinaric Alps in the southwestern part of the
country, 700 meters a.s.l. and 32 km from the present-day Adriatic coastline. Half of the sequence (10 meters in depth) is older than
40 kya, as it is capped by the well-dated Y5 tephra attributed to the Campanian Ignimbrite eruption [1]. The site was excavated in
the 1950s and 60s, during which a deep sounding was placed through the Paleolithic deposits. The resulting lithic collections have
made Crvena Stijena a type-site for the southern Balkans [2]. Subsequent excavations by Whallon and colleagues [3] from 20042015 produced the first extensive absolute chronology for the site, assessed the stratified hearths and macrobotanical remains, and
documented the extensive faunal record [4]. In 2017, a new collaboration was formed between the University of Minnesota, the
Center for Conservation and Archaeology (Ministry of Culture), Montenegro, and the National Museum of Montenegro. The
goal of this project is to excavate the Middle Paleolithic levels in order to characterize Neanderthal behavior, particularly with regards to pyrotechnology. We are testing the controversial hypothesis [5] that Neanderthals used fire only when it was available in
their environment. We are applying a number of analytical techniques to reconstruct pyrotechnological behaviors, such as micromorphology, mineralogical analysis of sediments and heat-altered artifacts, and archaeomagnetic analysis of combustion features.
Paleoenvironmental reconstruction is based upon faunal analysis, phytolith analysis, biomarker analysis from sediments, and charcoal analysis. Preliminary results from micromorphology indicate that the combustion features in the lower layers (e.g. XXIV) are
in situ and well preserved. They are composed almost entirely of fragmented, burnt bone; wood ash; and charcoal. FTIR analyses
support the identification of wood ash in the combustion features and demonstrate that some of the calcined bones were heated
above 500° C. Analysis of lipid biomarkers from the same combustion features suggests that terrestrial plants are the main source of
the charred matter. Anthracological analyses show that the charcoal is dominated by Pinus nigra-sylvestris (Black Scots Pine). The
overall species composition of the charcoal indicates that the wood comes from cryophilous pine forests, typical of mid-altitude
Mediterranean mountain pine forests. Analysis of the fauna shows extensive evidence of human interaction, with moderate to high
frequencies of cut-marks on a wide range of skeletal parts and on all of the main ungulate taxa. The ungulate fraction, dominated by
red deer, is remarkably consistent throughout the sequence. This suggests either that local ecological conditions were stable through
time, or that the layers accumulated fairly quickly. We are thus beginning to refine our understanding of local environmental conditions during the time of occupation of the site, and of Neanderthals’ responses to these conditions. The multi-analytical approach
to the archaeological record that we have deployed will allow us to document Neanderthal pyrotechnological behavior within its
ecological context, and develop a better understanding of the interaction between fire use and variation in site function as reconstructed from the lithic economy and faunal exploitation domains.
The authors wish to thank the villagers of Petrovići for their immense hospitality; the many talented students who assisted with fieldwork and labwork; and the Montenegrin Ministry of Culture, the
Montenegrin Academy of Sciences, the National Science Foundation (NSF-BCS 1758285), and the University of Minnesota Grant-in-Aid of Research, for funding and support.
References:[1] Morley, M. W., Woodward, J. C., 2011. The Campanian Ignimbrite (Y5) tephra at Crvena Stijena Rockshelter, Montenegro. Quaternary Research, 75(3): 683–696.[2] Mihailović, D.,
Whallon, R., 2017. Crvena Stijena revisited: The Late Mousterian assemblages. Quaternary International 450:36-49.[3] Baković, M., Mihailović, B., , Mihailović, D., Morley, M., Vušović-Lučić, Z.,
Whallon, R., Woodward, J., 2009. Crvena Stijena excavations 2004-2006, preliminary report. Eurasian Prehistory, 6(1–2), 3–31.[4] Whallon, R. (Ed.), 2017. Crvena Stijena in Cultural and Ecological
Context. Podgorica: National Museum of Montenegro, Montenegrin Academy of Sciences and Arts. Special editions (Monographies and Studies), Volume 138.[5] Dibble, H. L., Abodolahzadeh, A.,
Aldeias, V., Goldberg, P., McPherron, S. P., Sandgathe, D. M., 2017. How Did Hominins Adapt to Ice Age Europe without Fire?, Current Anthropology 58:S16, S278-S287.
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Basicranial ontogeny comparison in Pan troglodytes and Homo sapiens and its use for developmental
stage definition of KNM-ER42700
Tommaso Mori1 , Katerina Harvati1,2
1 - Paleoanthropology, Senckenberg Centre for Human Evolution and Paleoenvironment, Institute of Archaeological Sciences,
University of Tübingen, Tübingen, Germany · 2 - DFG Centre for Advanced Studies “Words, Bones, Genes, Tools: Tracking
linguistic, cultural and biological trajectories of the human past”, Institute of Archaeological Sciences, University of Tübingen,
Tübingen, Germany
Homo erectus sensu lato is the earliest fossil human species that shows modern human body proportions, an increase of brain size,
as well as various other derived features. Its vast time range and geographic distribution have been linked with its observed high
morphological variability. This variability, however, has also been interpreted in terms of taxonomic diversity, with some authors
proposing the presence of two species. Understanding the factors that affect this variation, including geography, time, sexual dimorphism and developmental changes, is therefore imperative for the interpretation of the Homo erectus hypodigm. A case in point is
the specimen KNM-ER 42700, whom taxonomy has been highly debated over the past years [1-2-3-5]. Recently a new reconstruction of the specimen was made[4]. One of the conclusive hypotheses that the authors suggested, after analyzing the endocranial
shape of this fossil, is that this individual had a probable age at death between Mojokerto and KNM-WT15000. In this study we
aim to develop a comparative basis for assessing the developmental stage of KNM-ER 42700 based on the ontogenetic pattern of
the ectocranial surface of the basicranium in modern humans and chimpanzees. A total of 33 landmarks were collected from an
ontogenetic sample of modern humans (80), chimpanzees (51), and twelve individuals classified as Homo erectus sensu lato Ontogenetic trajectories were analyzed, and common aspects were extracted for the purpose of discriminating age groups. A regression
of size on the extracted shape variables was used to investigate common ontogenetic allometry. The basicranial development of
chimpanzees and humans follows different trajectories; however, similarities are also present. The common shape component of
development extracted can be used to define age groups in both chimpanzees and modern humans. The extracted shape component
presents a similar ontogenetic and static-allometric pattern in these two species. The developmental stage of Homo erectus sensu lato
specimens was attributed following these common traits. Developmental stages of Homo erectus sensu lato were correctly assigned
for the specimens of known developmental stage. The component used for assessing developmental stage has an ontogenetic allometric component. However, this shape component can discriminate age group irrespective of size and is no longer related to
size when static allometry is considered. Adult Homo erectus sensu lato specimens were attributed to the adult category. KNMWT15000 fell with the late juvenile age group, while D2700 plotted in the region of overlap between the juvenile and adult age
groups and Mojokerto with the younger age groups, as predicted by their known developmental stages. KNM-ER42700 fell within
the adult variability despite its incompletely fused spheno-occipital synchondrosis. Our results indicate that KNM-ER42700 already attained an adult basicranial morphology. Thus, suggesting that its overall cranial morphology probably was not influenced
by a very young developmental stage as previously hypothesized.
References:[1] Baab, K.L., 2008. A re-evaluation of the taxonomic affinities of the early Homo cranium KNM-ER 42700. Journal of Human Evolution 55, 741-746; discussion 747-750.[2] Baab, K.L., 2016.
The role of neurocranial shape in defining the boundaries of an expanded Homo erectus hypodigm. Journal of Human Evolution 92, 1-21.[3] Bauer, C.C., Harvati, K., 2015. A virtual reconstruction and
comparative analysis of the KNM-ER 42700 cranium. Anthropologischer Anzeiger 72, 129-140.[4] Neubauer, S., Gunz, P., Leakey, L., Leakey, M., Hublin, J.-J., Spoor, F., 2018. Reconstruction,
endocranial form and taxonomic affinity of the early Homo calvaria KNM-ER 42700. Journal of Human Evolution.[5] Spoor, F., Leakey, M.G., Gathogo, P.N., Brown, F.H., Antón, S.C., McDougall, I.,
Kiarie, C., Manthi, F.K., Leakey, L.N., 2007. Implications of new early Homo fossils from Ileret, east of Lake Turkana, Kenya. Nature 448, 688.
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Postnatal crown formation time of three Neanderthals deciduous teeth from Northeastern Italy
Alessia Nava 1,2 , M. Christopher Dean 3,4 , Federico Lugli 5,6 , Alfredo Coppa 7 , Matteo Romandini 5 , Luca Bondioli 2 ,
Marco Peresani 8 , Stefano Benazzi 5,9
1 - DANTE Laboratory for the study of Diet and Ancient Technology, Sapienza University of Rome, Rome, Italy · 2 Bioarchaeology Service, Museo delle Civiltà, Rome, Italy · 3 - Department of Cell and Developmental Biology, University
College London, London, UK · 4 - Department of Earth Sciences, Centre for Human Evolution Research, Natural History
Museum, London, UK · 5 - Department of Cultural Heritage, University of Bologna, Ravenna, Italy · 6 - Department of
Chemical and Geological Sciences, University of Modena and Reggio Emilia, Modena, Italy · 7 - Department of Environmental
Biology, Sapienza University of Rome, Rome, Italy · 8 - Department of Humanities, Section of Prehistoric and Anthropological
Sciences, University of Ferrara, Ferrara, Italy · 9 - Department of Human Evolution, Max Planck Institute for Evolutionary
Anthropology, Leipzig, Germany
Differences in time of dental growth between Neanderthals and modern humans, as a proxy for ontogenetic diversity, have been
subject of intense debate [1] in the past decades using morphology, classic histology and virtual histology. Particular attention has
been paid to the permanent dentition while much less data is available for high resolution histomorphometry of Neanderthal deciduous dental crowns. Here we present preliminary results of the histomorphometrical analysis of three deciduous Neanderthal
tooth crowns from the same geographic area of Northeastern Italy, spanning chronologically between 70 and 40 ka BP. De Nadale
1 is a lower right deciduous first molar exfoliated crown, from the De Nadale Late Middle Palaeolithic cave located in the Berici
Hills (Vicenza, Northeastern Italy) with a minimum age of 70.2 ka BP [2]. Fumane 1 is a lower left deciduous second molar exfoliated crown, from the Mousterian levels of the Fumane cave in the Lessini Mountains (Verona, Northeastern Italy) dated before
47.6 ka cal BP [3]. Broion 1 is a still unreported upper deciduous left canine, possibly exfoliated, from the final Mousterian deposits
of Riparo Broion (Vicenza, Northeastern Italy), preliminarily dated before 40 ka BP. The three sites are situated within a ∼55 km
radius of each other. Sectioning, imaging and enamel histological analyses were conducted at Museo delle Civiltà (Rome). Teeth
were embedded in clean EpoThin (Buehler) resin, cut using a Low Speed Isomet microtome (Buehler) with water as lubricant and
polished using 1 µm diamond paste (DP-Suspension M, Struers). Final sections were 200-250 µm thick to allow both transmitted
light investigation and future LA-ICPMS chemical analysis. All the crowns are worn, making precise prenatal and total crown formation time estimates difficult. However, the neonatal line is present in all the three specimens, thus allowing a precise estimate
of the postnatal crown formation time. Preliminary assessment of the enamel daily secretion rates was performed and shown to
be very similar to the data reported in literature [4] for modern humans. The postnatal crown formation time of the deciduous
first molar De Nadale 1 lies within the modern human variability, while the deciduous canine Broion 1 and the second deciduous
molar Fumane 1 show a consistently shorter postnatal crown formation time when compared with the known archaeological [5]
and modern [4] human range of variability. Despite the small sample size, the results of this study suggest there may be significant
differences in some deciduous total crown formation times between Neanderthals and modern humans that may in the future contribute to the ongoing debate about ontogenetic diversity.
We thank the Soprintendenza Archeologica, Belle Arti e Paesaggio del Friuli Venezia-Giulia and the Soprintendenza Archeologica, Belle Arti e Paesaggio per le Province di Verona, Rovigo e Vicenza for
access to the fossil specimens. This study was supported by the European Research Council (ERC) under the European Union’s Horizon 2020 research and innovation programme (SUCCESS no.724046;
www. erc-success.eu/).
References:[1] Rosas, A., Ríos, L., Estalrrich, A., Liversidge, H., García-Tabernero, A., Huguet, R., Cardoso, H., Bastir, M., Lalueza-Fox, C., de la Rasilla, M., Dean, M.C., 2017. The growth pattern of
Neandertals, reconstructed from a juvenile skeleton from El Sidrón (Spain). Science 357(6357), 1282-1287.[2] Arnaud, J., Benazzi, S., Romandini, M., Livraghi, A., Panetta, D., Salvadori, P.A., Volpe, L.,
Peresani M., 2017. A Neandertal deciduous human molar with incipient carious infection from the Middle Palaeolithic De Nadale cave, Italy. American Journal of Physical Anthropology 162, 370-376.[3]
Benazzi, S., Bailey, S.E., Peresani, M., Mannino, M., Romandini, M., Richards, M.P., Hublin, J.J., 2014. Middle Paleolithic and Uluzzian human remains from Fumane Cave, Italy. Journal of Human
Evolution 70, 61-68.[4] Birch, W., Dean M.C., 2014. A method of calculating human deciduous crown formation times and of estimating the chronological ages of stressful events occurring during
deciduous enamel formation. Journal of Forensic and Legal Medicine 22, 127-144.[5] Nava, A., Frayer, D.W., Bondioli, L., 2019. Longitudinal analysis of the microscopic dental enamel defects of children
in the Imperial Roman community of Portus Romae (necropolis of Isola Sacra, 2nd to 4th century CE, Italy). Journal of Archaeological Science: Reports 23, 406-415.

136

Poster Presentation Number 21, Session 1, Th. 12:15-14:00

Brain lateralisation in humans and apes – insights from endocranial casts
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Theoretical Biology, University of Vienna, Austria
Brain lateralisation is commonly interpreted as crucial for human brain function and cognition. Several evolutionary hypotheses
have linked human brain asymmetry to handedness, tool use, and language, and brain lateralisation for sensorimotor functions is
widely assumed to provide increased neural capacity, key to the evolution of higher cognitive abilities in the human lineage. However, as comparative studies among primates are rare, it is not known which aspects of lateralisation are really uniquely human. Here,
we quantify aspects of brain shape asymmetry based on endocranial imprints of the braincase in humans, chimpanzees, gorillas, and
orangutans. Due to the tight interactions between the brain, connective tissues (meninges), and neurocranial bones during growth,
such endocasts closely reflect the size and outer shape of the brain, including the magnitude and pattern of brain asymmetry. We
use computed tomography scans of 228 individuals to generate digital endocasts and to measure 935 three-dimensional landmarks
and sliding semilandmarks for a geometric morphometrics analysis. Importantly, our methodological approach neither requires the
specification of an anatomical midplane (which itself can be asymmetric), nor an orientation or mapping to any reference system.
We show that the average pattern and magnitude of shape asymmetry is shared across humans and non-human apes. Most individuals of the analysed taxa display a combination of a left occipital and right frontal petalia (protrusions of the cerebral cortex into the
internal table of cranial bone), as previously described for humans. Additionally, this directional asymmetry pattern is associated
with differential projections of the temporal poles and cerebellar lobes. Our results emphasize the need to disentangle shape asymmetry from absolute size differences, which might have concealed the shared asymmetry pattern among hominids in earlier studies.
Individual variation in endocranial asymmetry around this average pattern is pervasive and most pronounced in humans. Chimpanzees show a reduced magnitude of both symmetric and asymmetric shape variation, which challenges interpretations of human
“uniqueness” inferred from a comparison with chimpanzees only. Humans, however, have a weakened and decoupled pattern of
directional asymmetry compared to non-human apes, the opposite of what we expected. Based on these findings, it is important
to note that a left occipital petalia combined with a right frontal petalia found on a fossil hominin endocast does not necessarily
imply a modern human pattern of brain lateralisation. Intriguingly, our findings suggest that instead of a unique spatial asymmetry
pattern with strong directionality, humans display a uniquely variable and decoupled pattern of – otherwise conserved – endocranial asymmetry. This likely reflects increased functional and developmental modularization of the human brain.
Supported by the Max Planck Society and the Austrian Science Fund (FWF P29397).
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Studying bone microstructure in primates: shedding light on some methodological constraints
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Behaviour does not fossilise, yet, with the help of advanced imaging techniques, such as μCT, we could reconstruct the locomotor
behaviour of extinct species. This approach is based on the complex relationship between mechanical loading and bone microstructural adaptations observed in extant primates, yet progress in this field is still hampered by methodological constraints and a lack
of a golden standard. Advances occur iteratively as each new study addresses the flaws of earlier protocols. Small methodological
studies could accelerate this process. Our study focusses on methodological influences on the quantification of bone parameters.
We obtained μCT data for the third metacarpal (MC3) and capitate of 9 bonobos (Pan paniscus), 5 gibbons (Hylobates lar) and 2
gorillas (Gorilla gorilla). Rather than using a cylindrical volume of interest (VOI), we used an in-house developed computer routine
to isolate the entire trabecular region. Following a protocol based on the ‘whole-epiphysis method’, we limited the ‘length’ of the
MC3 epiphyseal VOIs at the cut-off point where the epiphysis transitions into the diaphysis [1]. The images were then converted
from grayscale to binary by choosing a segmentation threshold for each bone. Using CTAn software, we quantified the microstructure of the entire capitate and both epiphyses of the MC3. We found that several relevant architectural parameters, such as degree
of anisotropy (DA), bone volume fraction (BV/TV), trabecular number (Tb.N) and trabecular thickness (Tb.Th), were sensitive
to methodological constraints. The whole-epiphysis method was created as an alternative to using a simple VOI, as it was found
that the size and location of these VOIs could influence the measured bone parameters, obscuring functionally relevant variation
and inhibiting interstudy comparison [2]. However, we found that constraints in the whole-epiphysis method could similarly limit
comparison between studies and between and within species. In this method, the cut-off point is determined by the external bone
shape, without considering the presence of a region containing both trabecular structures and a medullary cavity (low Tb.N, low
BV/TV, high DA). To qualitatively assess the influence of the cut-off point on the data, we varied the length of the distal epiphysis
of a Pan MC3 and confirmed that increasing the VOI length decreases the Tb.N and BV/TV and increases the DA. Scan resolution is another influence that could greatly impede interstudy comparisons. During the segmentation process, pixels on the bone
interface that partially contain bone are either considered bone or not-bone. At lower resolutions, these ‘partial pixels’ greatly affect
smaller architectural features such as thin trabeculae, intertrabecular spaces and pores. To investigate this effect, we scanned a gorilla capitate at 20μm and resized the image to 40μm, 60μm and 80μm, to obtain four scan resolutions. Prior studies have described
how a lower resolution decreases the Tb.N and increases the Tb.Th and DA by preferentially eroding the trabeculae that are not
aligned with the loading direction [3][4] (these thinner structures are more affected by partial pixels). We were able to confirm
this, but found that the Tb.Th is increased by an additional thickening effect, likely the deletion of pores and intertrabecular spaces.
We also found that the effect of resolution on BV/TV was determined by the difference in sensitivity with which Tb.Th and Tb.N
increase and decrease, respectively, as BV/TV is proportional to these parameters. Understanding the methodological influences
on bone microstructural analysis allows researchers to make more informed choices and provides a more solid basis for functional
interpretations. Until there is a uniform standard, more small-scale methodological studies are needed to bring us closer to our goal
of using fossil remains to ascertain the locomotor behaviour of extinct species.
This project was made possible with the assistance of the Anthropological Institute and Museum (AIM) in Zürich, the Royal Museum for Central Africa in Brussels, Hanniyeh Hemmatian, Karen Mys and
Timo Van Leeuwen.
References:[1] Tsegai, Z.J., Kivell, T.L., Gross, T., Huynh Nguyen, N., Pahr, D.H., Smaers, J.B., Skinner, M.M., 2013. Trabecular bone structure correlates with hand posture and use in hominoids. PLoS
ONE. 8, e78781.[2] Kivell, T.L., Skinner, M.M., Lazenby, R., Hublin, J.J., 2011. Methodological considerations for analyzing trabecular architecture: An example from the primate hand. Journal of
Anatomy. 218, 209–225.[3] Isaksson, H., Töyräs, J., Hakulinen, M., Aula, A.S., 2011. Structural parameters of normal and osteoporotic human trabecular bone are affected differently by microCT image
resolution. 167–177.[4] Kothari, M., Keaveny, T.M., Lin, J.C., Newitt, D.C., Genant, H.K., Majumdar, S., 1998. Impact of Spatial Resolution on the Prediction of Trabecular Architecture Parameters. 22,
437–443.
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Endostructural and periosteal variation in the humerus in juvenile Pleistocene individuals
Thomas O’Mahoney1 , Maria Mednikova2
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Neanderthal humeri are characterised as exhibiting considerable bilateral asymmetry, which is thought to reflect adaptation to unimanual tasks such as hide scraping [1], even though broad trends of cross-sectional geometry are considered to be comparable with
Upper Palaeolithic individuals. Juvenile remains however often exhibit considerable robusticity, though much of this is thought to
relate to greater body mass [2]. It can be said that Neanderthal arms seem to have grown at a faster rate than those of modern humans [2]. This presentation is a progress report on a project to characterise this phenomenon throughout ontogeny using a whole
bone approach, including data on specimens (Eleesivichi, Kostenki 12 and Jebel Irhoud 4) which have not previously had their
internal morphology examined in detail. CT and microCT scans of the humerus from Middle and Upper Palaeolithic juvenile hominins (n=14) were segmented through a machine–learning approach using the Weka segmentation toolbox in ImageJ [3]. Two
of the humeri (Irhoud 4 and Weimar Ehringsdorf G6) were both partially covered in breccia and also required extensive virtual
re-alignment of fragments in Avizo after segmentation due to crushing during fossilisation and manual reconstruction artefacts.
The cortical bone was then manually separated from the trabecular bone for subsequent analyses, due to the irregular nature of
this during growth. Variation in endostructural and periosteal growth of the humerus was characterised from CT and microCT
scans using a whole bone approach, known as morphometric mapping [4]. Briefly, using a custom Matlab script, properties of cortical thickness and periosteal curvature are automatically extracted at a high density from every cross section between the 20-80%
margins. These are then unwrapped into false colour maps which are then compared using conventional multivariate statistics. Cortical bone thickness and cross-sectional properties (including J, Imax/Imin and %Cortical Area) along the length of the shaft were
compared with a sample of Holocene individuals as a baseline. It was found that Neanderthal endostructural properties mainly
aligned with modern human individuals who were older dentally, suggesting a more rapid development. Upper Palaeolithic individuals were more in line with Holocene individuals. Of particular interest are Weimar Ehringsdorf G6 and Irhoud 4, which both
exhibit massively thick cortices along the entire shaft. Elliptical Fourier descriptors of the external periosteal contours (following
the methodology in [4]) were compared with Holocene Agrarian groups (n=95 individuals) and Terminal Pleistocene individuals
from Taforalt and Afalou Bou-Rhummel (n=18) using Principal components Analysis and Discriminant Function Analysis. It was
found that Neanderthals occupied a different portion of shape space. This suggested a slightly modified growth trajectory in our
Neanderthal sample. Upper Palaeolithic individuals aligned more closely with later Pleistocene individuals. This was confirmed
through a phenotypic trajectory analysis, using the methodology outlined in [5], which demonstrated that Neanderthals, agrarian
groups and hunter-gatherers all followed different growth trajectories, both in terms of direction and size. Future work will concentrate on augmenting our Palaeolithic sample to see if the tendencies discussed here are truly reflective of broader trends.
W. Sellers, C. Brassey and J. Gardiner for assistance and advice with coding; A.T. Chamberlain and P. O’Higgins for methodological and statistical advice. NESPOS society e.V. and V.I. Khartanivich,
KunstKamera for access to samples; J.- J. Hublin and H. Temming for providing access to the MicroCT of Irhoud 4. N.N. Potrakhov, V.B. Bessonov and A.V. Obodovsky from the First Electrotechnical
University, St Petersburg for assistance in scanning the Kostenki and Eleesivichi remains.
References:[1] Shaw, C.N., Hofmannm C.L., Petraglia, M.D., Stock ,J.T., Gottschall, J.S., 2012. Neandertal Humeri May Reflect Adaptation to Scraping Tasks, but Not Spear Thrusting. PLoS ONE 7(7):
e40349. https://doi.org/10.1371/journal.pone.0040349[2] Cowgill, L. W., 2010. The ontogeny of Holocene and Late Pleistocene human postcranial strength. American Journal of Physical Anthropology,
141(1), 16-37.[3] Arganda-Carreras, I., Kaynig, V., Rueden, C., Eliceiri, K.W., Schindelin, J., Cardona, A., Seung, H.S., 2017. Trainable Weka Segmentation: a machine learning tool for microscopy pixel
classification, Bioinformatics, 33(15):01, 2424-2426, https://doi.org/10.1093/bioinformatics/btx180[4] Morimoto, N., De León, M. S. P., Zollikofer, C. P., 2011. Exploring femoral diaphyseal shape
variation in wild and captive chimpanzees by means of morphometric mapping: a test of Wolff ’s law. The Anatomical Record: Advances in Integrative Anatomy and Evolutionary Biology, 294(4),
589-609.[5] Adams, D. C., Collyer, M. L., 2009. A general framework for the analysis of phenotypic trajectories in evolutionary studies. Evolution: International Journal of Organic Evolution, 63(5),
1143-1154.
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Moving around and settling down – a methodological framework for analyzing hunter-gatherer land sse
Taylor Otto1,2 , Gerd-Christian Weniger1,2
1 - CRC 806, Institute of Prehistoric Archaeology, University of Cologne, Cologne, German · 2 - Neanderthal Museum,
Mettmann, Germany
Modelling land use has always been a challenge to archaeologists examining prehistoric hunter-gatherer lifeways. The complex relationships between subsistence, culture and environment are eagerly discussed and modeled individually, but seldom are all these
concepts brought together in a comprehensive characterization of hunter-gatherer land use. Such a characterization is, however,
necessary in order to compare elements such as settlement pattern and mobility for prehistoric societies over temporal and regional
borders. In the framework of the Collaborative Research Centre 806 of the University of Cologne, this project was initiated to set
up a multi-proxy methodology for comprehensive, reproducible characterizations of pre-agricultural land use strategies. Based on
Binfordian and Optimal Foraging theories, this contribution describes how the multitude of different archaeological and spatial
analytical methods can be applied to archaeological datasets. We present a roadmap showing how to analyze, infer and predict certain concepts of hunter-gatherer land use, such as mobility or procurement strategy. This allows us to discuss how the input data
– site locations, assemblage data, environmental data – not only directly determines the types of analyses that can be undertaken,
but also how the reliability of the results changes throughout different modelling steps. After presenting the analyses we can apply
to each different kind of dataset, we assess the quality of this roadmap, pointing out the ways biases in the input data can influence
the analysis result and the interpretations drawn from them. Such an approach not only leaves us with clear-cut expectations for
hunter-gatherer land use, but also allows us to judge the reliability of these expectations and therefore enables comparisons to other
prehistoric societies. By examining land use using such a framework, we will be able to piece together the multifaceted picture of a
crucial and, until now, rather enigmatic aspect of hunter-gatherer lifeways.
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The most recent Neandertal remains in Italy
Gregorio Oxilia1 , Matteo Romandini1,2 , Simona Arrighi1 , Federica Badino1,3 , Eugenio Bortolini1 , Carla Figus1 , Federico
Lugli1,4 , Giulia Marciani1 , Jessica C. Menghi Sartorio2 , Sara Silvestrini1 , Daniele Panetta5 , Marcello Piperno6 , Sahra
Talamo7,8 , Marco Peresani2 , Carmine Collina6 , Stefano Benazzi1,7
1 - Department of Cultural Heritage, University of Bologna, Ravenna, Italy · 2 - Dipartimento di Studi Umanistici, Sezione di
Scienze Preistoriche e Antropologiche, Università degli Studi di Ferrara, Ferrara, Italy · 3 - C.N.R. - Istituto per la Dinamica dei
Processi Ambientali, Milano, Italy · 4 - Department of Chemical and Geological Sciences, University of Modena and Reggio
Emilia, Modena, Italy · 5 - Institute of Clinical Physiology e CNR, Pisa, Italy · 6 - Museo Civico Archeologico Biagio Greco,
Mondragone, Italy · 7 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig,
Germany · 8 - Department of Chemistry “G. Ciamician”, University of Bologna, Bologna, Italy
Italy preserves several archaeological sites with deposits dated to the Middle-to-Upper Paleolithic transition, and for this reason,
it plays an important role in understanding the biocultural processes that characterized the disappearance of the Neandertal and
the success of the newcomers modern humans. However, any conclusive statements is hampered by the paucity of well-preserved
human remains dated to the transitional period. Indeed, as far as Italy is concerned, between 50-40 thousands years ago (kyr), only
five human teeth have been discovered: one Neandertal and two modern human teeth respectively from the final Mousterian and
the Uluzzian deposits of Grotta del Cavallo (Lecce); two modern human teeth from Riparo Bombrini (Ventimiglia) and Grotta
di Fumane (Verona), respectively. In this study we present two new human deciduous teeth retrieved from the deposits of Riparo
Broion (Longare, Vicenza) and Roccia San Sebastiano (Mondragone, Caserta). Specifically, the tooth from Riparo Broion, hereafter called Broion 1, was retrieved from layer 11 top, square AA3a. Radiocarbon dating is in progress, but layer 11, attributed to a
final Mousterian, is below the Uluzzian layer 1g, recently dated ∼40 kyr BP [1]. The tooth from Roccia San Sebastiano [2], hereafter called San Sebastiano 1, comes from layer 34, sector E14-E15. Radiocarbon dating of the entire stratigraphy is in progress, but
preliminary evidence based on the archaeological sequence and lithic assemblages, suggests that layer 34 includes a final Mousterian
lithic production. High-resolution microCT images of the teeth were obtained by Xalt micro-CT scanner, and three-dimensional
digitals models were reconstructed using semiautomatic segmentation. Both teeth were morphologically described and morphometrically analysed using crown diameter measurements. Moreover, for San Sebastiano 1 we investigated the crown and cervical
outlines and lateral enamel thickness. The results were compared with a sample of Neandertal, Upper Paleolithic modern human
(UPMH) and recent modern human (RMH) teeth collected from the scientific literature. In terms of morphology, Broion 1 is a
upper left deciduous canine with a strong buccal bulging of the crown and a concave lingual side with a cervical eminence. As far as
San Sebastiano 1 is concerned, the tooth is a lower left second deciduous molar characterized by an enlargement of the bucco-distal
side of the crown, and an anterior fovea bordered distally by a mid-trigonid crest. Overall, morphological description and morphometric analysis align both teeth to Neandertal. Archaeological information and paleoanthropological analysis point out that the
Neandertal teeth Broion 1 and San Sebastiano 1 represent, along with the deciduous tooth Cavallo D (from the final Mousterian
deposit of Grotta del Cavallo) [3], the most recent Neandertal remains in Italy currently known.
This project has received funding from the European Research Council (ERC) under the European Union’s Horizon 2020 research and innovation programme (grant agreement No 724046 – SUCCESS;
http://www.erc-success.eu/). Research at Cave of Roccia San Sebastiano is financed by the municipality of Mondragone (Caserta, Italy) and is coordinated by Museum Biagio Greco of Mondragone with
the support of “Soprintendenza Archeologia, Patrimonio, Belle arti di Caserta e Benevento”. Research at Riparo Broion is coordinated by the Ferrara University and the Bologna University in the
framework of a project supported by the Ministry of Culture - Veneto Archaeological Superintendency, public institutions (Veneto Region - Department for Cultural Heritage, Longare Municipality),
institutions (Leakey Foundation, Spring 2015 Grant; Fondazione CariVerona; Istituto Italiano Preistoria e Protostoria), associations and private companies.
References:[1] Peresani, M., Bertola, S., Delpiano, D., Benazzi, S., Romandini, M., 2019. The Uluzzian in the north of Italy: insights around the new evidence at Riparo Broion. Archaeological and
Anthropological Sciences. https://doi.org/10.1007/s12520-018-0770-z.[2] Collina, C., Fiore, I., Gallotti, R., Pennacchioni, M., Piperno, M., Salvadei, L., Tagliacozzo, A., 2008. Il gravettiano di Roccia
San Sebastiano (Mondragone, Caserta). In: Il Tardoglaciale in Italia (BAR Interantional Series 1859), 133-143.[3] Fabbri, P. F., Panetta, D., Sarti, L., Martini, F., Salvadori, P. A., Caramella, D., Fedi, M.,
Benazzi, S., 2016. Middle paleolithic human deciduous incisor from Grotta del Cavallo, Italy. American Journal of Physical Anthropology. 161, 506-512. doi:10.1002/ajpa.23044
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A notch in the hallux. Presence of pseudoepiphysis in the hallucal metatarsals from Sima de los Huesos
Middle Pleistocene site (Atapuerca, Burgos)
Adrián Pablos1,2 , Carlos Lorenzo3,4 , Juan Luis Arsuaga2
1 - Centro Nacional de Investigación sobre la Evolución Humana-CENIEH, Burgos, Spain · 2 - Centro Mixto UCM-ISCIII de
Investigación sobre Evolución y Comportamiento Humanos, Madrid, Spain · 3 - Àrea de Prehistòria, Fac. Lletres, Universitat
Rovira i Virgili, Tarragona, Spain · 4 - Institut Català de Paleoecologia Humana i Evolució Social (IPHES), Tarragona, Spain
The presence of pseudoepiphysis in the non-epiphyseal end is a commonly reported trait in the hallucal metatarsals in recent populations. It is habitually represented by notches or clefts in the distal end of hallucal metatarsals, or in the proximal ones of the lateral
metatarsals [1, 2]. This kind of non-metric structures generally has no influence over the longitudinal growth of the bone because
they are remnants of a physeal structure, mostly incapable of producing longitudinal growth of the bone, due to the penetration of
bone tissue through the physeal cartilage up to the epiphyses [2]. Sometimes this is related to pathological conditions, but frequently
is clear that these structures represent normal stages in the physeal invasion of the primary centre into the head hallucal metatarsals
as an isolated bone variant in healthy children [1]. The notches normally appear between the ages of 3 and 4 years and the final
disappearance of these notches is related to the formation of the adult morphology of the metatarsals that occurs at around 15-16
years old. They can remain potentially identifiable until the completion of fusion of the cartilage and subsequent disappearance of
the pseudoepiphysis due to alignment with the rest of the bone forming a completely normal adult morphology [1]. The presence
of pseudoepiphysis in different consanguine individuals [3], suggests this character as a possible epigenetic trait. In the Middle
Pleistocene site of Sima de los Huesos (SH) nearly 7,000 human fossil fragments, belonging to at least 28 individuals, have been
recovered up to date. Using a variety of techniques, the hominin-bearing layer could be assigned to a period around 430 thousand
years ago. Morphologically, these fossils represent an ancestral European population that evolved into the Neandertals [4]. From
this sample, five immature hallucal metatarsals have been recovered. Two of them (AT-863 – left and AT-977 – right) display a physeal notch in the dorsal area of the non-epiphyseal distal end, i.e. pseudoepiphysis. They belonged to different individuals due to
the different morphology and general size inside the variation of SH. The morphology of the proximal metaphysis of these two first
metatarsals with a centrally located raised mound on the metaphyseal surface of the diaphysis suggests a biological age around of
12 years old for these two individuals. In recent populations the presence of pseudoepiphysis in the hallucal metatarsal is relatively
frequent and it could be considered an epigenetic non-pathological trait. In our comparative samples (Hamann-Todd Osteological
collection – recent, and San Pablo Medieval collection) the presence of pseudoepiphysis is identified in one of 14 and in eight of
15 individuals respectively. This study offers the first, and oldest, evidence of presence of pseudoepiphysis in the hominin fossil
record. The existence of pseudoepiphysis in two of five different immature individuals in the SH sample, and the inexistence of this
trait in the hominin fossil record, takes us to propose this character as a non-metric or epigenetic trait in this Middle population
Pleistocene as proposed by Manzi et al. [5] for the SH crania, suggesting all the individuals in SH could belong to a single biological
population with phenetic relationships between and/or within populations.
We are deeply grateful to the Atapuerca research and excavation team, especially those people involved in the Sima de los Huesos site excavation. Without their work, help, effort and advice studies like
this would not be possible. We are indebted to many people who have allowed access to some important skeletal collections, especially Y. Haile-Selassie and L. Jellema of the Cleveland Museum of Natural
History (CMNH) for access to the Hamann-Todd Osteological Collection and J. M. Carretero of the University of Burgos (UBU) for access to the San Pablo Medieval collection. Fieldwork at Atapuerca
was funded by the Junta de Castilla y León and Fundación Atapuerca. This research was supported by the Spanish project PGC2018-093925-B-C33. We would like to thank also the BBP/R3 and “Grupo
de Bioacústica Evolutiva y Paleoantropología (BEP)” research groups.
References:[1] Scheuer, L., Black, S., 2000. Developmental Juvenile Osteology. London: Academic Press, 1–587.[2] Ogden, J.A., Ganey, T.M., Light, T.R., Belsole, R.J., Greene, T.L., 1994. Ossification
and pseudoepiphysis formation in the “nonepiphyseal” end of bones of the hands and feet. Skeletal Radiology. 23(1): 3-13.[3] de Jong, T.R., Melenhorst, W.B.W.H., Houpt, P., 2014. Complete
pseudoepiphyses with associated enhanced growth in hands and feet: A report of 2 Siblings—Case report. The Journal of Hand Surgery. 39(3): 488-492.[4] Arsuaga, J.L., Martínez, I., Arnold, L.J.,
Aranburu, A., Gracia-Téllez, A., Sharp, W.D., Quam, R.M., Falguères, C., Pantoja-Pérez, A., Bischoff, J., Poza-Rey, E., Parés, J.M., Carretero, J.M., Demuro, M., Lorenzo, C., Sala, N., Martinón-Torres, M.,
García, N., Alcázar de Velasco, A., Cuenca-Bescós, G., Gómez-Olivencia, A., Moreno, D., Pablos, A., Shen, C.-C., Rodríguez, L., Ortega, A.I., García, R., Bonmatí, A., Bermúdez de Castro, J.M.,
Carbonell, E., 2014. Neandertal roots: Cranial and chronological evidence from Sima de los Huesos. Science. 344(6190): 1358–1363.[5] Manzi, G., Gracia, A., Arsuaga, J.L., 2000. Cranial discrete traits in
the Middle Pleistocene humans from Sima de los Huesos (Sierra de Atapuerca, Spain). Does hypostosis represent any increase in ”ontogenetic stress” along the Neanderthal lineage? Journal of Human
Evolution. 38(3): 425-446.
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Human-environment interaction in the Upper Palaeolithic of the Southern Levant
Hannah Parow-Souchon1
1 - William F. Albright Institute of Archaeological Research, Jerusalem, Israel
Human adaptation to the environment and the resulting settlement patterns are a major point in the understanding of huntergatherer economy and subsistence, and rarely more so, than in environments including different ecotones as the Southern Levant.
For the timeframe of the Upper Palaeolithic the results of a geoarchaeological study are presented investigating these processes on
two different scale levels. A dataset of 129 inventories of published Upper Palaeolithic sites from the Southern Levant is used to
model the settlement patterns. As an essential source-critical step an evaluation of the preservational conditions for Late Pleistocene
sites is conducted though the analysis of geomorphological maps. Geomorphological and climatic results are used to reconstruct
the Late Pleistocene Levantine environment, which presents itself as dominated by rising water tables and abundant fluvial sedimentation. The spatial distribution of the sites is mapped in relation to the major resources (water and raw material) to understand
guiding factors in site locality choice. The Late Pleistocene Levantine environment is thus argued to be characterised by a mosaic
landscape of patches with high resource availability and areas with resource depletion. Multivariate statistical evaluation is used to
test the explanatory value of different environmental factors on the variability in the archaeological dataset. Particularities in site
locality choice for the different cultural units are highlighted. The settlement patterns of Pleistocene hunter-gatherers are reconstructed and evaluated through an assessment of the different inventories in terms of the representation of the operational chains,
the diversity of the tool assemblages, the working time invested in the production of the lithic assemblages, the caloric yield of the
faunal inventories and tool curation. In general, the Upper Palaeolithic of the Levant is characterised by a stable residential mobility
system adapted to the patchy but abundant distribution of resources. Only at the beginning and end of the analysed timeframe a
specialisation of the inventories is notable. A stable use of the environment can be contrasted to a highly dynamic cultural development as reconstructed from sites from the Wadi Sabra in Southern Jordan. In the Wadi Sabra sites, the reconstruction of operational
chains can highlight a potential knowledge transfer of carinated technology leading to increasing techno-typological variability in
Post-Aurignacian industries.
Funding for this research has been provided by the German Research Foundation (DFG) in the framework of the CRC 806-Our Way to Europe.
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Living archaeology: Revealing plant technology in wild chimpanzees
Alejandra Pascual-Garrido1 , Katarina Almeida-Warren1,2
1- Primate Models for Behavioural Evolution Lab, Institute of Cognitive and Evolutionary Anthropology, University of Oxford ·
2 - Interdisciplinary Center for Archaeology and Evolution of Human Behaviour (ICArEHB), Universidade do Algarve, Faro,
Portugal
Archaeological evidence of how early humans selected and used raw materials for stone tools informs us about the evolutionary
origins of human technology. However, organic materials, especially from plants, that likely were used by our ancestors hardly ever
preserve. Thus, significant amounts of information about the origins of human technology remains invisible in the archaeological
record. Studies of chimpanzee technology can provide valuable comparative insights. This study pioneers the use of traditional
archaeological methods to study the use of plants associated to termite-fishing technology in three different populations of wild
chimpanzees living in environments equivalent to early hominin habitats. Source plant species, raw material types, and locations
relative to targeted termite mounds were recorded for populations at Gombe, Issa, and Mahale in west Tanzania. Results show that:
a) chimpanzees selected particular plant species and tool materials for the manufacture of their tools; b) some source species were
exploited at all three sites, perhaps for their especially suitable physical properties, like bark that is easy to peel off; c) chimpanzees
living in a drier more open environment travelled almost double the distance to obtain their tool material and utilized sources
more intensively, and d) the sourcing of tool material by chimpanzees leaves a scar on the source plant that can be studied well
beyond the time of use. That populations selected different raw materials, despite similar raw materials available, may reflect cultural differences between chimpanzee groups. This study highlights how archaeological methods can reveal ”invisible” aspects of
technological behaviours. Albeit the ”archaeology of the perishable” is still in its infancy, it may ultimately improve reconstructions
of organic-based tool use in our ancestors.
We are grateful for: permission to conduct research in Gombe Stream National Park, Mahale Mountains National Park, and Issa valley by Tanzania National Parks (TANAPA), Tanzania Wildlife
Research Institute (TAWIRI), and Tanzanian Commission for Science and Technology (COSTECH); field assistance at Issa from Shedrack Lucas, Patrick Hassan, Godfrey Stephano, Mashaka Kalutwa,
Busoti Juma, Mlema Juma, Msigwa Rashid, Sebastian Ramirez-Amaya, and Eden Wondra, at Mahale by Shaka and Singa Kabugonga, and at Gombe by Matendo Msafiri Katoto, Nasibu Zuberi Madumbi
and Nuhu Japhary Buke; logistical support from Jane Goodall Institute, Greater Mahale Ecosystem Research and Conservation Project and Mahale Mountains Chimpanzee Research Project; plant
identifications by Frank Mbago, Botany Department, University of Dar es Salaam, Tanzania; termite identifications by Rudolf H. Scheffrahn, University of Florida, USA. Special thanks go to Anne Pusey,
Anthony Collins, Deus Mjungu, Michio Nakamura, and Alex Piel for aiding logistics in the field; APG was supported by a Leverhulme Trust Early Career Fellowship and received further funding for
fieldwork from The Boise Trust Fund, University of Oxford.
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Temporal lobe morphology in Neanderthals and modern humans
Alannah Pearson1 , P. David Polly2 , Emiliano Bruner3
1 - School of Archaeology and Anthropology, The Australian National University, Canberra, Australia · 2 - Department of Earth
and Atmospheric Sciences, Indiana University, Bloomington, USA · 3 - Centro Nacional de Investigacion sobre la Evolucion
Humana, Burgos, Spain
Paleoneurological investigations into Homo neanderthalensis have largely been confined to the cranial vault with the cranial base
often highly fragmentary or incomplete, limiting interpretations of the temporal lobes. Tentative interpretations from fragmentary
basicrania, extrapolation and comparison with extant Homo sapiens suggest H. neanderthalensis possessed a temporal lobe that was
wider but not longer than H. sapiens. The temporal lobe occupies the bony region of the basicranium, the middle cranial fossa,
with the close spatial proximity of the fossa and temporal lobe reciprocally influenced by changes to basicranial size and shape.
Description of sulcal imprints preserved on the surface of the fossa note the difference between H. sapiens and H. neanderthalensis,
specifically the position of the inferior temporal sulcus and fusiform gyrus, corresponding to superolateral expansion of the temporal lobe in H. sapiens. In this study, Computed tomography (CT) scans were used to generate 3D digital crania in five specimens
from H. neanderthalensis (La Chapelle aux saints 1, La Ferrassie 1, La Quina 5, Tabun 1, Gibraltar 1) and a comparative sample of
extant H. sapiens (n = 40). Three linear dimensions were digitally measured on the endocranial surface of the fossa, approximating
temporal lobe boundaries. We examined fossa dimensions relative to cranial length and width in the five fossil specimens of H.
neanderthalensis and the average values for extant H. sapiens. Comparisons of relative fossa proportions indicate our results agree
with previous findings that H. neanderthalensis had relatively wider temporal lobe (mediolaterally) not relatively longer (anteroposteriorly) compared to H. sapiens. Despite the limitations of small fossil sample size preventing statistical analyses, these results
agree with previous findings that compared to H. sapiens, the temporal lobe in H. neanderthalensis was relatively wider but not
longer.
Funding supporting this work: A.P. acknowledges funding by the Australian Government Research Training Program Scholarship and E.B. was funded by the Spanish Government
(#CGL2015-65387-C3-3-P). We acknowledge the Museum National d’Historie Naturelle, Paris (MNHN) care of P. Mennecier and A. Froment; The Natural History Museum, London (NHM) care of R.
Kruszynki and C. Stringer; NESPOS Society e.V. care of J.J. Hublin and the Anatomisches Institut, Universität Leipzig; University of Pennsylvania Museum of Archaeology and Anthropology and the
Open Research Scan Archive (ORSA) care of J. Monge and P. T. Schoenemann (NSF proposal # 0447271).

145

Pecha Kucha Presentation Session 6, Friday 11:25

Contextualising Neanderthal behaviour during MIS 3 and 4 at La Ferrassie, France: Seasonal
palaeotemperature reconstructions from oxygen stable isotopes
Sarah Pederzani1,2 , Vera Aldeias1,3 , Harold Dibble1,4,5,† , Paul Goldberg6,7 , Jean-Jacques Hublin1 , Stéphane Madelaine8,12 ,
Shannon McPherron1 , Dennis Sandgathe10,11 , Teresa E. Steele1,9 , Alain Turq8,12 , Kate Britton1,2
1 - Department of Human Evolution, Max-Planck-Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Department
of Archaeology, University of Aberdeen, Aberdeen, UK · 3 - Interdisciplinary Center for Archaeology and Evolution of Human
Behaviour, University of Algarve, Faro, Portugal · 4 - Department of Anthropology, University of Pennsylvania, Philadelphia,
USA · 5 - Institute for Human Origins, Arizona State University, Tempe, USA, · 6 - CAS, SEALS, University of Wollongong,
Wollongong, Australia · 7 - Institute for Archaeological Sciences, Eberhard Karls University Tübingen, Tübingen, Germany · 8 Musée national de Préhistoire, Les Eyzies-de-Tayac, France · 9 - Department of Anthropology, University of California, Davis,
Davis, USA · 10 - Department of Archaeology, Simon Fraser University, Burnaby, Canada · 11 - University of Pennsylvania
Museum of Archaeology and Anthropology, Philadelphia, USA · 12 - CNRS, University of Bordeaux, Pessac, Musée de
Sauveterre-la-Lémance, France · †- Deceased
Exploration of the relationship between paleoclimate and hominin behaviour is central to Palaeolithic Archaeology and the study
of past human lifeways. In particular, past climatic conditions have featured heavily in discussion around hominin adaptive behaviours. However, the palaeoclimate record for MIS 3 and 4 remains sparse for much of Europe and is almost exclusively derived
from broad regional or global scale proxies, which can be difficult to correlate directly to hominin activity records at individu-al
sites. Palaeotemperature information gleaned from oxygen isotopic analyses of faunal remains pro-vides an opportunity to gain insights into sub-annual resolution seasonal temperature cycles on a smaller, more local level that, significantly, can be linked directly
to archaeological contexts. Here we present high resolution seasonal temperature data to contextualize Neanderthal activity during
MIS 3 and 4 at the site of La Ferrassie, southwest France. Summer and winter palaeotemperatures are obtained from oxygen isotope
analyses of sequential enamel samples from Bos/Bison (aurochs/bison) teeth from Layers 2 (MIS 4), 5A and 5B (MIS 3). Carbon
and nitrogen isotope ratios of bone collagen from Layer 2 through 5B are used to corroborate diachronic trends seen in the δ18O
data. Oxygen iso-tope results indicate mild interstadial conditions in all analysed layers, with pronounced diachronic changes in
seasonality (summer to winter temperature difference). We observe warm temperatures, moderate seasonality and increased forest
cover for Layers 5A and 5B, which most likely date to Greenland Interstadial 12, matching results from other records showing a
pronounced warm phase in southwest France phase during this time. We observe a cooling trend in summer and winter conditions
from Layer 5A to 5B. In the lithic technology, these layers show a shift towards increasing numbers of discoidal flakes at the expense of Levallois flakes and facetted platforms. Whether this shift in tech-nology is related to changes in mobility as a response
to changing environmental conditions (e.g. [1]) is a point to be further investigated. At the same time, despite geological features
such as cryoturbation indicating cold conditions during the formation of Layer 2, stable iso-tope results do not indicate overall
cold conditions or prevalence of sub-zero winter temperatures. We interpret these discrepancies as potentially inherent differences
between anthropogenic and non-anthropogenic markers of climatic conditions that may indicate preferential use of the site during
warm phases of the Layer 2 formation time in MIS 4, but further exploration of this issue is necessary.
Thanks are due to Birke Brumme, Manuel Trost, Sven Steinbrenner, Paulina Dittmann and Wolfram Meier-Augenstein for technical assistance as well as Sahra Talamo and Aurélien Royer for valuable
discussion. This research was funded by the Max-Planck-Society.
References:[1] Delagnes, A., Rendu, W., 2011. Shifts in Neandertal mobility, technology and subsistence strategies in western France. Journal of Archaeological Science. 38, 1771–1783.
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Gene flow between hominins was common
Benjamin Peter1
1 - Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany
In recent years, genetic data has been generated from an increasing number of Neandertal, Denisovan and early modern human
specimens. Because of meiotic recombination, each individuals’ genome is a mosaic of its ancestors’, and the length and frequency
of these ancestry tracts is highly informative about a populations’ gene flow history: the longer an introgressed tract, the more recent
the gene flow. Here, I am presenting results from a newly developed Empirical Bayes method to identify these ancestry tracts from
ancient DNA. In contrast to methods developed for the same purpose in modern DNA, my approach explicitly models that ancient
DNA is sparse, and frequently contaminated. Formally, I use a Hidden-Markov-Model along an individual’s genome. The hidden
states reflect the ancestry at a particular region in the genome, and I link sequencing read data to the hidden states by combining
a genotype likelihood model (to allow for contamination) with a modified Balding-Nichols model (to allow for genetic drift and
uncertainty in ancestry). Using simulations, I find that the method remains accurate at coverages as low as 0.1x and empirically
I find introgressed Neandertal tracts in the 0.3x Denisova 2 genome with a contamination rate of 85% [1]. Applying this model
to all published low-coverage Denisovan genomes reveals that the two oldest individuals (Denisova 2 and Denisova 8)[1,2] have
12% and 10% Neandertal ancestry, respectively. This ancestry is found in genomic tracts of up to 20,000,000 base pair length,
strongly suggesting that this Neandertal ancestry is less than 30 generations old. The tract locations are not overlapping more than
expected by chance, which indicates that the introgression events were distinct, which is consistent with dating results placing these
specimens several tens of thousands of years apart[3]. Also adding Denisova 11 (confirmed as an F1-offspring with this method), I
find that all Denisovans that are dated to be older than 90,000 years old have a substantial number of recent Neandertal ancestors,
suggesting that Neandertals and Denisovans interacted recurrently for several tens of thousands of years. In addition, I find tracts
of Denisovan ancestry in a high-coverage Neandertal (Denisova 5), showing that offspring was fertile in both directions. However,
as I do not find evidence of gene flow in a much younger Denisovan specimen (Denisova 4), this gene flow might not have been
persistent. In modern humans, the comparatively large number of genotyped specimens from Western Eurasia allows me to use my
method to improve the timing of the gene flow from Neandertals into early modern humans: As expected, Neandertal ancestry
tracts are commonly shared between individuals, and become shorter over time. Modelling this decay using a Bayesian mixture
model allows me to estimate the distribution of times when Neandertal ancestry entered the modern human population. I find
that the introgression history can be broadly subdivided into three distinct phases: In a first phase, up to until 55 kya ago, low levels
of gene flow are present. The majority of Neandertal ancestry entered the modern human population in the relatively short second
phase, between 48kya and 55kya. The final phase is gene-flow events private to modern humans in Europe, and ends at around
40kya. Overall, I show that gene flow between modern humans, Neandertals and Denisovans was frequent, but not ubiquitous.
While Denisovans and Neandertals interacted for tens of thousands of years, the impact on later Neandertal and Denisovan genetic diversity appears minimal. On the other hand, the inferred timing of gene flow, and the absence of evidence for gene flow from
modern humans into Neandertals is consistent with a model where the origin of modern human Neandertal ancestry is largely due
to the range expansion of modern humans into Eurasia, with a partial absorption of the (likely smaller) local Neandertal population
[4].
References:[1] Slon, V., Viola, B., Renaud, G., Gansauge, M. T., Benazzi, S., Sawyer, S., Prüfer, K. et al., 2017. A fourth Denisovan individual. Science advances, 3(7), e1700186.[2] Sawyer, S., Renaud, G.,
Viola, B., Hublin, J. J., Gansauge, M. T., Shunkov, M. V., Pääbo, S. et al., 2015. Nuclear and mitochondrial DNA sequences from two Denisovan individuals. Proceedings of the National Academy of
Sciences, 112(51), 15696-15700.[3] Douka, K., Slon, V., Jacobs, Z., Ramsey, C. B., Shunkov, M. V., Derevianko, A. P., Comeskey, D. et al., 2019. Age estimates for hominin fossils and the onset of the
Upper Palaeolithic at Denisova Cave. Nature, 565(7741), 640.[4] Excoffier, L., Foll, M., Petit, R.J., 2009. Genetic consequences of range expansions. Annual Review of Ecology, Evolution and Systematics
40: 481-501.
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Analysis of Nuclear DNA Sequences from the Neandertals of Hohlenstein-Stadel and Scladina Caves
Stéphane Peyrégne1 , Viviane Slon1 , Fabrizio Mafessoni1 , Cesare de Filippo1 , Mateja Hajdinjak1 , Sarah Nagel1 , Birgit
Nickel1 , Elena Essel1 , Adeline Le Cabec2 , Kurt Wehrberger3 , Nicholas J. Conard4 , Claus Joachim Kind5 , Cosimo Posth6 ,
Johannes Krause6 , Grégory Abrams7 , Dominique Bonjean7 , Kévin Di Modica7 , Michel Toussaint8 , Janet Kelso1 , Matthias
Meyer1 , Svante Pääbo1 , Kay Prüfer1
1 - Department of Evolutionary Genetics, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 3 - Museum Ulm,
Ulm, Germany · 4 - Department of Early Prehistory and Quaternary Ecology, University of Tübingen, Tübingen, Germany · 5 State Office for Cultural Heritage Baden-Württemberg, Germany · 6 - Max Planck Institute for the Science of Human History,
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The recent recovery of the mitochondrial genome from an early European Neandertal from Hohlenstein-Stadel Cave (HST) in
Germany revealed that it shared a most recent common ancestor with other Neandertal mitochondrial genomes around 270,000
years ago. This is the deepest divergence between Neandertal mitochondrial genomes observed to date [1]. We have retrieved nuclear DNA sequences from HST, as well as from another early Neandertal found in Scladina Cave in Belgium, both dated to around
120,000 years ago [1, 2]. We show that both individuals are genetically closer to later Neandertals who lived in Europe until their
disappearance - about 40,000 years ago - than to a roughly contemporaneous Neandertal from Denisova Cave in the Altai Mountains, Siberia. Moreover, the HST and Scladina individuals are also closer to Neandertals who later occupied the Altai region,
suggesting that the Neandertals that migrated to Siberia between 120,000 and 90,000 years ago [3] were closely related to the HST
and Scladina Neandertals. Their population split times from this genetically closer group of European and Asian Neandertals suggest that late Neandertals traced at least part of their ancestry back to Neandertals who predated them in Europe by at least 80,000
years. The old mitochondrial common ancestor of HST with other Neandertals is incompatible with HST’s close relationship to
these Neandertals based on his nuclear sequences and the estimated long-term small population size of Neandertals. Instead, this
mitochondrial genome may represent ancestry from an isolated Neandertal population, suggesting the existence of deep population
substructure among Neandertals. An alternative explanation may be the replacement of the mitochondrial DNA in Neandertals
by gene flow from a source related to early modern humans [1, 4] more recently than 270,000 years ago. If several mitochondrial
lineages were introduced into Neandertal populations by such gene flow, then the deeply divergent mitochondrial genome in HST
may represent a remnant of this introgressing population.
We thank B. Schellbach and A. Weihmann for DNA sequencing, I. Bünger and R. Schultz for their technical support, A. Huebner and E. Macholdt for their assistance with the BEAST analyses, B. Evans,
T. Lauer, B. M. Peter, A. Schuh, P. Skoglund, M. Slatkin and B. Vernot for helpful discussion. This study was funded by the Max Planck Society and the European Research Council (grant agreement
number 694707 to Svante Pääbo).
References:[1] Posth, C., Wißing, C., Kitagawa, K., Pagani, L., van Holstein, L., Racimo, F., Wehrberger, K., Conard, N.J., Kind, C.J., Bocherens, H., Krause, J., 2017. Deeply divergent archaic
mitochondrial genome provides lower time boundary for African gene flow into Neanderthals. Nature Communications 8, 16046.[2] Toussaint, M., Bonjean, D., 2014. The Scladina I-4A Juvenile
Neandertal. Palaeoanthropology and Context. ERAUL, Andenne.[3] Slon, V., Mafessoni, F., Vernot, B., de Filippo, C., Grote, S., Viola, B., Hajdinjak, M., Peyrégne, S., Nagel, S., Brown, S., Douka, K.,
Higham, T., Kozlikin, M.B., Shunkov, M.V., Derevianko, A.P., Kelso, J., Meyer, M., Prüfer, K., Pääbo, S., 2018. The genome of the offspring of a Neanderthal mother and a Denisovan father. Nature 561,
113–116.[4] Meyer, M., Arsuaga, J.L., de Filippo, C., Nagel, S., Aximu-Petri, A., Nickel, B., Martínez, I., Gracia, A., Bermúdez de Castro, J.M., Carbonell, E., Viola, B., Kelso, J., Prüfer, K., Pääbo, S., 2016.
Nuclear DNA sequences from the Middle Pleistocene Sima de los Huesos hominins. Nature 531, 504-507.
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Neanderthals lithic toolkits in high mobility context: an overview from Teixoneres Cave (Spain)
Andrea Picin1 , M. Gema Chacón2,3,4 , Bruno Gómez de Soler3,4 , Ruth Blasco5 , Florent Rival2,3,6 Jordi Rosell2,3
1 - Max Planck Institute for Evolutionary Anthropology, Department of Human Evolution, Leipzig, Germany · 2 - Institut Català
de Paleoecologia Humana i Evolució Social (IPHES), Tarragona, Spain · 3 - Àrea de Prehistoria, Universitat Rovira i Virgili
(URV),Tarragona, Spain · 4 - UMR7194 – HNHP (CNRS – MNHN –UPVD – Sorbonne Universités), Paris & Musée de
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Studies on lifestyle of modern hunter-gatherers have provided pivotal insights on the human land use and the strategies applied for
the acquisition of resources [1]. Climatic and ecological settings are two of the main causes influencing the productivity of the environment and, therefore, the mobility and dispersal of foragers groups. Generally, in territories with relative scarce biotic resources
hunter-gatherers tends to move frequently whereas, in plentiful environments, they are less mobile and tend to camp near ecotones
where resources from several habitats can be gathered at the same time [1]. In hunter-gatherers, carrying capacities are limited and
the patchy distribution of food sources affects greatly the composition of the toolkit. In high mobility context, the personal gear
of foragers groups should emphasize portability and limit the material waste. Several researches investigated the patterns of artefacts mobility and transport during the Middle Paleolithic [2][3]. These data indicate that, within retouched tools, flakes and cores
were also moved from the place of production showing a high flexibility in how Neanderthals organize their technology during
the displacements across the territory, and minimize the risk of shortage of lithic gears. Generally, these transported artefacts are
isolate items or stone tools produced in allochthonous raw materials. However, the recurrent use of local and semi-local raw materials by Neanderthals could hamper the accurate identification of the toolkit composition because some transported items could
be interpreted as part of the knapping events carried out at the site. This paper aims to explore the Neanderthals mobile toolkits
from unit III of Teixoneres Cave (Moià, Spain), radiocarbon dated from >51,000 to 44,210 cal. BP (68.2%) [4]. Multidisciplinary
studies on the archaeological record indicate that Neanderthals settlements at the site were of short-term and space out by the
visiting of carnivores, mostly hyenas [5]. Preliminary surveys of the raw material distributions indicates the presence of cobbles of
quartzite, sandstone and quartz found in secondary context in the nearby Mal stream, whereas outcrops of chert, limestone, hornfels and quartzite are found in primary and secondary positions at ∼ 10-15 km east of the site. Other sources of quartz and chert
in secondary contexts are located at ∼ 8 km south and at ∼ 15 km northwest of the cave. The technological analysis on the lithic
assemblages of unit IIIa and IIIb reveals the use of two main strategies. Prepared core technologies and curated artefacts are common in chert and metamorphic rocks whereas the local quartz nodules are exploited opportunistically using the tranche de saucisson
method. These different approaches in the reduction of the raw materials allow a clear differentiation between the artefacts of the
mobile toolkit and the lithic items used during the domestic activities. The reconstruction of the operative chains in chert and
metamorphic rocks reveal the transport at the site of flakes, retouched tools and configured cores that were used on site for short
knapping sequences. The amount of cortical items is very low suggesting that the early phases of core configurations occurred in
other locations. This pattern in raw material transport and exploitation is very different from the neighboring Middle Paleolithic
sites where bigger amounts of chert nodules are transported inside the natural shelters. The study evidences also the production of
pointed blanks on local quartz and the frequent import of Mousterian points and convergent tools. These latter artefacts are rare
in the Northeast of the Iberian Peninsula indicating an extended network with groups from the northern Pyrenees and southern
France.
Excavations at Teixoneres Cave are supported by the project ”Neandertals i carnívors: una història compartida” funded by the Generalitat de Catalunya (Ref No. CLT009/18/00055). J. Rosell and R.
Blasco develop their work within the Spanish MINECO/FEDER projects CGL2015-65387-C3-1-P, CGL2016-80000-P and CGL2015-68604-P, and F. Rivals, M.G. Chacón and A. Picin within the
Spanish MINECO project HAR2016-76760-C3-1-P. J. Rosell, R. Blasco and F. Rivals are also supported by the Generalitat de Catalunya project 2017 SGR 836. The research of M. G. Chacón, B. Gómez
de Soler, J. Rosell and F. Rivals is funded by “CERCA Programme/Generalitat de Catalunya”.
References:[1] Kelly, R.L., 1983. Hunter-gatherer mobility strategies. Journal of Anthropological Research 39, 277-306.[2] Picin, A., Carbonell, E., 2016. Neanderthal mobility and technological change
in the northeastern of the Iberian Peninsula: The patterns of chert exploitation at the Abric Romaní rock-shelter. Comptes Rendus Palevol 15, 581-594.[3] A., Roebroeks, W., Bourguignon, L., Faivre, J.-P.,
2013. The fragmented character of Middle Palaeolithic stone tool technology. Journal of Human Evolution 65, 641-655.[4] Talamo, S., Blasco, R., Rivals, F., Picin, A., Gema Chacón, M., Iriarte, E., Manuel
López-García, J., Blain, H.-A., Arilla, M., Rufà, A., Sánchez-Hernández, C., Andrés, M., Camarós, E., Ballesteros, A., Cebrià, A., Rosell, J., Hublin, J.-J., 2016. The Radiocarbon Approach to Neanderthals
in a Carnivore Den Site: a Well-Defined Chronology for Teixoneres Cave (Moià, Barcelona, Spain). Radiocarbon 58, 247-265.[5] Rosell, J., Blasco, R., Rivals, F., Chacón, M.G., Arilla, M., Camarós, E.,
Rufà, A., Sánchez-Hernández, C., Picin, A., Andrés, M., Blain, H.-A., López-García, J.M., Iriarte, E., Cebrià, A., 2017. A resilient landscape at Teixoneres Cave (MIS 3; Moià, Barcelona, Spain): The
Neanderthals as disrupting agent. Quaternary International 435 Part A, 195-210.
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Open-air sites reveal evidences about Lower Palaeolithic hominin foraging activities
Antonio Pineda1,2 , Palmira Saladié1,2,3
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Pleistocene fossil concentrations excavated in open-air contexts are usually the result of the participation of one or various processes
or agents (either physical or biological) involved in the transport and accumulation of several remains in a specific place, until forming archaeological deposits. In some open-air sites, however, we do not find a main actor in the accumulation of the remains and
the formation of the deposits. These palimpsests could be the result of the successive accumulation of multiple independent events,
which contribute to the deposition of different materials in a greater or less amount of time. The late Early Pleistocene site of Barranc de la Boella (Tarragona) and the late Middle Pleistocene site of Torralba (Soria) are two Iberian archaeological sites which
formation seems to be the result of this type of accumulation processes. These archaeological sites have different taphonomic histories, although they share palaeoecological and taphonomic features, such as its formation in fluvio-deltaic contexts, the evidences of
carnivore activity or the identification of the presence of hominin populations through the abundant lithic stone tools recovered,
although the evidences of anthropization of faunal remains is scarce or practically null. Taphonomic analyses suggest that we are in
front of discrete occupations in these sites, in which hominins would not have played a main role in the formation of osteological
accumulations. We propose that these deposits do not correspond to places of activity of the Lower Paleolithic hominin populations, but could correspond to places of transit where they would have transited. These areas would be part of the wide territory of
domination, control and use that these hominins populations would have exploited within their foraging strategies and different
activities of acquisition of resources. These evidences would highlight the importance of patterns of mobility (both at a regional
and macro-regional scale) and use of the landscape that these hominins would have during their foraging activities since Lower
Pleistocene chronologies.
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Birth seasonality in the Baka pygmies
Laura Piqué-Fandiño1 , Miquel Hernández1 , Fernando V Ramirez Rozzi2
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There are evidences on marked birth seasonality in several populations across the world. However, fewer studies focus on birth
seasonality of smaller hunter-gatherer population. The aim of this study is to characterise the seasonal pattern of births in a huntergatherer pygmy group, the Baka, living in southeast Cameroon. A secondary aim is to determine the factors that drive the fluctuations in the birth rate of this population. Data on births has been collected through continuous field studies from 2007 to 2018 and
comprises written birth records from 1980 to 1982 and from 1987 to present, a total of 1067 registered births. Meteorological data
has been provided by the World Meteorological Organization. Birth peaks are found in May and October, with their respective conception peaks in August and January. The seasonal pattern found has no statistical significance, despite presenting amplitude values
higher than 15%. Two environmental factors are often associated with birth rate in foraging and agricultural societies, temperature and rainfall. Although it appears to be a relation between births and temperatures in the Baka, the oscillation of this weather
variable throughout the year is so small that it cannot be considered as a driving factor for birth patterns. There are two rainfall
peaks: May and September-October. These months correspond with the months of more births and less conceptions. Similar birth
patterns, and an association with rainfall, have been also observed in other populations, such as in Ngisonyoka population in Kenya
[3], in Tanzania [2] or Lese farmers and Efe pygmies in Democratic Republic of Congo [1]. Even so, the advanced factors that relate
rainfall and conception and births in other populations, such as farming seasons, food scarce or worsening of health, often cannot
be applied for our study sample [4]. Other cultural factors, like marriages or holidays, which can drive seasonality of births in other
populations are also ruled out as a main factor for birth pattern in the Baka pygmies. Instead we propose 3 nonexclusive hypotheses
to explain the relation observed between rainfall and birth seasonality: - Activity: during rainy seasons Baka tend to live in nearby
forest. They are more likely to spend more hours of the day transporting the gathers and hunts to the village, instead of having more
leisure time. - Nutritional status: the primordial carbohydrates source of Baka is wild yam Dioscorea spp.. During dry season its
reserves are at maximum, which could provide an improved nutritional status that could translate to higher conception frequency.
- Convenient timing: it is probably more convenient and comfortable for Baka women to give birth in nearby camps, or at the village during rainy seasons, rather than in further camps in drier seasons. Studies characterising birth seasonality in hunter-gatherer
groups are highly insufficient, especially for comparison. It is interesting to note that the Efe pygmies did not present seasonality
in births [1], while having a similar lifestyle to the Baka. Possible differences in growth pattern, in childcare [4], as well as diverse
climatic conditions, could possibly explain these differences.
References:[1] Bailey, R. C., Jenike, M., Ellison, P. T., Bantley, G. R., Harrigan, M. A., Peacock, N. R., 1992. The ecology of birth seasonality among agriculturalists in central Africa. Journal of Biosocial
Science 24(3), 393–412.[2] Bantje, H., 1987. Seasonality of births and birthweights in Tanzania. Social Science and Medicine 24(9), 733–739.[3] Leslie, P. W., Fry, P. H., 1989. Extreme seasonality of births
among nomadic Turkana pastoralists. American Journal of Physical Anthropology 79(1), 103–115.[4] Ramirez Rozzi, F. V., 2018. Reproduction in the Baka pygmies and drop in their fertility with the
arrival of alcohol. Proceedings of the National Academy of Sciences of the United States of America 115(27), 1–9.
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Temporal changes in human mandibular size and shape throughout the Terminal Pleistocene-Holocene
Levant
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1 - Department of Anatomy and Anthropology, Sackler Faculty of Medicine, Tel Aviv University, Ramat Aviv, Israel · 2 - Shmunis
Family Anthropology Institute, Dan David Center for Human Evolution and Biohistory Research, The Steinhardt Museum of
Natural History, Sackler Faculty of Medicine, Tel Aviv University, Ramat Aviv, Israel · 3 - The Maurice and Gabriela Goldschleger
School of Dental Medicine, Sackler Faculty of Medicine, Tel Aviv University, Ramat Aviv, Israel
The transition to food production, exploitation of ’secondary’ products (e.g., milk), and advances in cookware technology have affected all aspects of human life. It has been hypothesized that the impact of dietary changes, particularly, the decreased functional
demands on the masticatory apparatus due to developments in food preparation techniques and softening of the food resulted in a
reduction of alveolar bone size and changes in mandibular shape [1-3]. Previous studies have supported this hypothesis by demonstrating that mandibular shape is associated with masticatory muscle cross-sectional area (CSA, a surrogate for muscle force) [2,3].
Accordingly, larger CSAs are associated with a wider, more trapezoidal ramus, massive coronoid, rectangular body and a more
curved basal arch. Whereas mandibles with small CSA are characterized by a tall and narrow ramus (more like a parallelogram)
with a pointed coronoid, triangular body and a more triangular basal arch [3]. It has been shown previously that agriculturalists
(softer diet) had relatively short and broad mandibles with a tall, angled ramus and coronoid process, whereas hunter-gatherer populations (harder diet) have relatively long and narrow mandibles with a short, upright ramus and coronoid process [4]. In the present
study, we aimed to focus on subtle temporal morphological changes of the mandible during the terminal Pleistocene-Holocene
Levant and examine whether they were associated with reduced loadings on the masticatory system. By using a three-dimensional
geometric morphometric (GM) approach we examined the mandibular shape of four Levantine prehistoric populations: Natufian hunter-gatherers (14,900-11,750 cal BP; n=10), Pre-pottery Neolithic early farmers (12,175-8,450 cal BP; n=6), Chalcolithic
farmers (6,500-5,500 cal BP; n=9), Roman-Byzantine (n=16), and a modern population (n=63). Changes in mandibular form
and shape were analyzed using the Procrustes-based geometric morphometric method. Univariate and multivariate analyses were
carried out to examine differences in size and shape between the studied populations. Our results reveal considerable temporal
changes in mandibular shape throughout the Holocene Levant, mainly between the pre-agricultural population (the Natufian)
and the succeeding ones, and between the post-industrial population (the Modern) and the pre-industrial populations. We have
followed changes in mandibular size and shape during the entire Holocene, including modern populations, in a restricted geographical region. A tendency for a reduction in mandibular size was identified between the pre-agricultural population and the farmers.
Most regions of the mandible underwent shape changes. These results are supported by previous studies demonstrating similar variations in mandibular shape between hunter-gatherers and farmers in other geographical regions [4,5]. In conclusion, substantial
changes in mandibular shape occurred throughout the Holocene Levant, especially following the agricultural revolution. These
changes can be explained by the “masticatory-functional hypothesis”.
The authors wish to thank the Dan David Foundation and the Israeli Science Foundation for their financial support.
References:[1] Carlson, D. S., Gerven, D. P. Van, 1977. Masticatory function and post-Pleistocene evolution in Nubia. American Journal of Physical Anthropology. 46, 495–506.[2] Toro-Ibacache, V.,
Muñoz, V.Z., O’Higgins, P., 2016. The relationship between skull morphology, masticatory muscle force and cranial skeletal deformation during biting. Annals of Anatomy-Anatomischer Anzeiger. 203,
59–68.[3] Sella-Tunis, T., Pokhojaev, A., Sarig, R., O’Higgins, P., May, H., 2018. Human mandibular shape is associated with masticatory muscle force. Scientific Reports. 8, 6042.[4] von
Cramon-Taubadel, N., 2011. Global human mandibular variation reflects differences in agricultural and hunter-gatherer subsistence strategies. Proceedings of the National Academy of Sciences. 108,
19546–19551.[5] Katz, D. C., Grote, M. N., Weaver, T. D., 2017. Changes in human skull morphology across the agricultural transition are consistent with softer diets in preindustrial farming groups.
Proceedings of the National Academy of Sciences. 114, 9050–9055
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Palaeogenomic investigations at the Troisième caverne of Goyet, Belgium
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The main excavations at the Troisième caverne of Goyet in Belgium were conducted by Edouard Dupont in 1868 who identified
Palaeolithic human occupations later attributed to the Middle and Upper Palaeolithic. These are represented by an archaeological record that spans the Mousterian, Lincombian-Ranisian-Jerzmanowician, Aurignacian, Gravettian, and Magdalenian, and then
extends into the Neolithic and historic periods. Due to the lack of detailed documentation of the excavated materials, their association to a specific chronocultural context has been challenging. Morphometric and taphonomic analyses, combined with direct
radiocarbon dating as well as isotopic and genetic analyses, were used to assign human remains to either late Neanderthals or ancient modern humans from different chronocultural groups. In 2016 the first palaeogenetic investigation of Neanderthal specimens
from Goyet was published [1]. Taxonomic assignment was confirmed by performing hybridization capture of the mitochondrial
DNA (mtDNA) and later inspecting diagnostic mutations at nucleotide positions that distinguish modern humans from Neanderthals. Moreover, a phylogenetic reconstruction placed seven nearly complete mtDNA sequences from Goyet within the diversity of late Neanderthal mtDNA. An around two-fold coverage nuclear genome was later sequenced from one of those individuals
(Goyet Q56-1) [2], revealing a high genetic similarity to other late Neanderthals that is well correlated to their geographical distance. Analyzing modern human remains retrieved at Goyet, mtDNA genomes were initially reported for two specimens directly
dated to the Aurignacian, five to the Gravettian, and one to the Magdalenian [3]. Aurignacian-related individuals were particularly intriguing as they were found to carry mtDNA haplogroup M, which is almost entirely absent in present-day Europeans. For
Gravettian- to Magdalenian-related individuals, the shift from U2/U5 to U8 haplogroups was detected locally - as in other regions
of Central Europe - likely influenced by the genetic bottleneck during the Last Glacial Maximum (LGM). Furthermore, nuclear
sequences of five modern human individuals from Goyet were produced through genome-wide targeted enrichment [4] revealing
local replacement between Aurignacian- and Gravettian-related populations. However, the genetic component associated with a
35,000-year-old individual (Goyet Q116-1) reappeared after the LGM, first in Spain and then in other European regions including in a Magdalenian-related individual from Goyet (Goyet Q-2). This individual was later found to be the best proxy for a genetic
component that was largely displaced in Europe from around 14,000 years ago onwards while surviving in high proportion among
Mesolithic individuals from Iberia [5]. Here we present new palaeogenetic data of Neanderthal and modern human individuals
from this iconic site. First, we expand the molecular taxonomic identifications with three additional Neanderthal specimens and
reconstruct their partial mtDNA genomes. Those confirm the general picture of a limited genetic diversity for late Neanderthals,
which is also apparent among the Goyet Neanderthals. Second, working on modern human remains, we produced new mtDNA
and nuclear data from four Gravettian specimens. They belong to mtDNA haplogroups U2 and U5, further extending the observation of both mtDNA types being largely present in pre-LGM Europe. Moreover, their nuclear genomes provide additional evidence
for the genetic affinity between Gravettian-related groups across Europe, from the present-day regions of the Czech Republic to
Belgium and Southern Italy. In conclusion, the deep temporal range covered by the human remains from the Troisième caverne of
Goyet provides the unique opportunity to describe within a single archaeological site the major genetic transformations that took
place in Europe throughout the Middle and Upper Palaeolithic.
References:[1] Rougier, H., Crevecoeur, I., Beauval, C., Posth, C., Flas, D., Wissing, C., Furtwangler, A., Germonpre, M., Gomez-Olivencia, A., Semal, P., van der Plicht, J., Bocherens, H., Krause, J., 2016.
Neandertal cannibalism and Neandertal bones used as tools in Northern Europe. Sci Rep 6, 29005.[2] Hajdinjak, M., Fu, Q., Hubner, A., Petr, M., Mafessoni, F., Grote, S., Skoglund, P., Narasimham, V.,
Rougier, H., Crevecoeur, I., Semal, P., Soressi, M., Talamo, S., Hublin, J.J., Gusic, I., Kucan, Z., Rudan, P., Golovanova, L.V., Doronichev, V.B., Posth, C., Krause, J., Korlevic, P., Nagel, S., Nickel, B.,
Slatkin, M., Patterson, N., Reich, D., Prufer, K., Meyer, M., Paabo, S., Kelso, J., 2018. Reconstructing the genetic history of late Neanderthals. Nature 555, 652-656.[3] Posth, C., Renaud, G., Mittnik, A.,
Drucker, D.G., Rougier, H., Cupillard, C., Valentin, F., Thevenet, C., Furtwangler, A., Wissing, C., Francken, M., Malina, M., Bolus, M., Lari, M., Gigli, E., Capecchi, G., Crevecoeur, I., Beauval, C., Flas,
D., Germonpre, M., van der Plicht, J., Cottiaux, R., Gely, B., Ronchitelli, A., Wehrberger, K., Grigorescu, D., Svoboda, J., Semal, P., Caramelli, D., Bocherens, H., Harvati, K., Conard, N.J., Haak, W.,
Powell, A., Krause, J., 2016. Pleistocene Mitochondrial Genomes Suggest a Single Major Dispersal of Non-Africans and a Late Glacial Population Turnover in Europe. Curr Biol 26, 827-833.[4] Fu, Q.M.,
Posth, C., Hajdinjak, M., Petr, M., Mallick, S., Fernandes, D., Furtwangler, A., Haak, W., Meyer, M., Mittnik, A., Nickel, B., Peltzer, A., Rohland, N., Slon, V., Talamo, S., Lazaridis, I., Lipson, M.,
Mathieson, I., Schiffels, S., Skoglund, P., Derevianko, A.P., Drozdov, N., Slavinsky, V., Tsybankov, A., Cremonesi, R.G., Mallegni, F., Gely, B., Vacca, E., Morales, M.R.G., Straus, L.G.,
Neugebauer-Maresch, C., Teschler-Nicola, M., Constantin, S., Moldovan, O.T., Benazzi, S., Peresani, M., Coppola, D., Lari, M., Ricci, S., Ronchitelli, A., Valentin, F., Thevenet, C., Wehrberger, K.,
Grigorescu, D., Rougier, H., Crevecoeur, I., Flas, D., Semal, P., Mannino, M.A., Cupillard, C., Bocherens, H., Conard, N.J., et al., 2016. The genetic history of Ice Age Europe. Nature 534, 200-205.[5]
Villalba-Mouco, V., van de Loosdrecht, M.S., Posth, C., Mora, R., Martinez-Moreno, J., Rojo-Guerra, M., Salazar-Garcia, D.C., Royo-Guillen, J.I., Kunst, M., Rougier, H., Crevecoeur, I.,
Arcusa-Magallon, H., Tejedor-Rodriguez, C., Garcia-Martinez de Lagran, I., Garrido-Pena, R., Alt, K.W., Jeong, C., Schiffels, S., Utrilla, P., Krause, J., Haak, W., 2019. Survival of Late Pleistocene
Hunter-Gatherer Ancestry in the Iberian Peninsula. Curr Biol 29, 1169-1177 e1167.
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Lithic economy and hominin landscape use in the early Acheulean of Koobi Fora, Kenya
Darya Presnyakova1
1 - Department of Early Prehistory and Quaternary Ecology, University of Tübingen, Schloss Hohentübingen, Tübingen,
Germany
The emergence of the Acheulean is understood to mark a key adaptive shift in several dimensions of hominin behaviour. This shift
is represented archaeologically by evidence for the expansion of hominin foraging ranges involving increased mobility and tool
transport distances, variability in strategies of stone raw material procurement and use and increased spatial and temporal depths
of planning in the organization of stone tool production. Very little archaeological data, however, has been published to support
these inferences for Acheulean sites older than 1 Ma (hereafter Early Acheulean sites). This may be due to a host of factors including (1) the paucity of localities that are geologically suitable to investigate Early Acheulean landscape use and (2) the emphasis
in Early Acheulean studies on the origins and production patterns of large bifacial cutting tools (hereafter ‘LCTs’), the marker of
the Acheulean techno-complex. We need to understand how early Acheulean hominins organized and economized their technology on a landscape scale, to make quantitative assessments about how shifts in hominin cognition are manifested archaeologically.
Very few contexts exist that are conducive to such studies. One of these is a set of spatially separated semi-contemporaneous early
Acheulean (∼1.4 Ma) sites in Koobi Fora, east Turkana, Kenya, consisting of the localities of FxJj65, FxJj63, FxJj37 and FxJj21.
The expansive lateral exposures of fluvial sediments, as well as the associated tephrostratigraphy of the Koobi Fora Formation provide the landscape context that enables these comparative analyses. Here I present analyses of variability within and between the
stone artefact assemblages at the Early Acheulean localities of FxJj65, FxJj63, FxJj37 and FxJj21, focusing on two quantitative proxies for hominin landscape use. Namely, (1) variation in LCT manufacture and maintenance patterns across the landscape based
on 3D Geometric Morphometrics (‘3DGM’) [1] and (2) geographic variation in Early Acheulean flake production and discard
patterns based on a logistic predictive model [2]. One trajectory of changes in LCT size and shape is present across all four localities, implicating a single system of lithic economy for early Acheulean LCT production at Koobi Fora. This reduction trajectory is
differentially represented among the four sites, which implies a spatially structured fragmentation of LCT manufacture and maintenance patterns across the landscape [3]. The flake analyses provide an independent perspective on Acheulean hominin landscape
use, and imply a depth of planning in early Acheulean hominins wherein technological activities were undertaken in substantial
anticipation of future needs.
I thank Prof. Jack Harris, Dr. Purity Kiura, Dr. Emmanuel Ndiema, and John Mwangi for their support during data acquisition at the National Museum of Kenya. This study was funded by the Deutsche
Akademische Austauschdienst (DAAD) and the Universitätsbund of Tübingen University grants.
References:[1] Presnyakova, D., Braun, D.R., Conard, N.J., Feibel, C., Harris, J.W.K., Pop, C.M., Schlager, S., Archer, W., 2018. Site fragmentation, hominin mobility and LCT variability reflected in the
early Acheulean record of the Okote Member, at Koobi Fora, Kenya. Journal of Human Evolution. 2018, 1–22.[2] Presnyakova, D., Archer, W., Braun, D.R., Flear, W., 2015. Documenting Differences
between Early Stone Age Flake Production Systems: An Experimental Model and Archaeological Verification. PloS one. 10, 1–26.[3] Hallos, J., 2005. ‘“15 Minutes of Fame”’: Exploring the temporal
dimension of Middle Pleistocene lithic technology. Journal of Human Evolution. 49, 155–179.
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Endomaker: an algorithm for fast, accurate, fully automatic extraction of endocasts and their volumes
from digital models of the skull
Antonio Profico1 , Costantino Buzi2 , Marina Melchionna3 , Alessio Veneziano4 , Pasquale Raia3
1 - PalaeoHub, University of York, UK · 2 - Dipartimento di Biologia Ambientale, Sapienza Università di Roma, Italy · 3 Dipartimento di Scienze della Terra, dell’Ambiente e delle Risorse, Università di Napoli Federico II, Naple, Italy · 4 - Elettra
Synchrotron Trieste, Basovizza, Trieste, Italy
Reproducing cranial endocasts is the main goal for researchers interested in vertebrate brain evolution. Recent developments in 3D
digital modelling enabled to overcome the complex and somewhat risky manual production of physical casts. Yet, even the most recent, cutting-edge methods still require somewhat long processing times and usually cannot deal with complex-shaped endocranial
cavities. These problems limit both the statistical power and phylogenetic scope of brain shape and size evolutionary investigations.
To fix these problems, we developed endomaker, a fully automatic tool for extracting endocasts from digital models of the skull and
calculate their volume by using an innovative automatic voxel-based method. We compared endomaker to manual segmentation and
other endocast producing software and illustrate how to apply the tool on vertebrate skulls widely differing in size and shape. In this
communication, we show the versatility of endomaker by applying it on different shaped, different sized primate skulls including a
modern human and a human fossil specimen (Petralona, Homo heidelbergensis). Our results show how the surface of the endocast
obtained via endomaker fits the endocranial surface of the skull much more precisely than the one obtained with other software.
Endocranial volume estimates under endomaker are as precise as with the use of other sophisticated approaches. Crucially, both
endocast production and its volume estimation are indefinitely faster under endomaker. Besides being faster and more precise than
competing software, endomaker is versatile enough that it works with disparate file formats such as .stl, .ply, or .obj and on all operating systems. This is favourable since digital models come into different forms and must be translated into a suitable format prior
to use with any software other than endomaker. With that, endomaker is the first software ever capable to process single-handedly
entire libraries of skull meshes and their endocranial volume estimates in a few minutes, with minimal user preparation.endomaker
and example data are fully available in the Arothron R package.
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The biomechanical importance of the scaphoid-centrale fusion during simulated knuckle-walking and
its implications for the locomotion of the last common ancestor of humans and African apes
Thomas A. Püschel1 , Jordi Marcé-Nogué2,3 , Andrew T. Chamberlain4 , Alaster Yoxall5 , William I. Sellers4
1 - Primate Models for Behavioural Evolution Lab, Institute of Cognitive and Evolutionary Anthropology, School of
Anthropology, University of Oxford, Oxford, UK · 2 - Center of Natural History (CeNak), Universität Hamburg, Hamburg,
Germany · 3 - Institut Català de Paleontologia Miquel Crusafont, Universitat Autònoma de Barcelona, Barcelona, Spain · 4 School of Earth and Environmental Sciences, University of Manchester, UK · 5 - Art and Design Research Centre, Sheffield
Hallam University, Sheffield, UK
Bipedalism with an upright posture is one of the main defining traits of the earliest hominins. This locomotor behavior prominently contrasts with those observed in other African apes, which mostly exhibit diversified quadrupedal locomotor behaviors.
Using the extant great apes as analogs, numerous different locomotor modes have been proposed to characterize the ancestral condition prior to the adoption of the strict bipedal locomotion seen in the human lineage. Among the ancestral proposed locomotor
modes, knuckle-walking, a characteristic terrestrial quadrupedal locomotion exhibit by African apes, has played a central role. This
is because it represents the most parsimonious of the alternative hypotheses since both chimpanzees and gorillas exhibit this locomotor behavior. The knuckle-walking hypothesis states that the last common ancestor (LCA) of gorillas, chimpanzees, and humans
exhibited this locomotor mode, whereas vertical climbing, a common behavior observed in all of the extant apes, would be considered ancestral to knuckle-walking. Nonetheless, both phyletic and functional analyses of the earliest hominin fossils suggest
that hominin bipedality might have evolved from a locomotor mode that does not have a modern analog among the great apes
(i.e., careful climbing, clambering, and bridging). In addition, some authors point out that knuckle-walking could have evolved
independently in the African great apes, which would imply a homoplasic evolution of this locomotor behavior in chimpanzees
and gorillas. Other studies have argued the opposite by pointing out that the observed differences in knuckle-walking between
these two genera can be explained by differences in positional behavior, kinematics, and the biomechanics of weight-bearing, without implying two independent origins of knuckle-walking. Due to the importance of this matter, several studies have focused on
the analysis of the hominoid wrist because it represents the key anatomical location that could help to elucidate the locomotor
mode of the LCA. Among the scarce osteological synapomorphies of humans and African apes, the fusion of the os centrale to the
scaphoid in the wrist has been long recognized. The scaphoid-centrale fusion in the African hominoid carpus has been interpreted
as a functional adaptation to the stresses exerted on this joint during quadrupedal locomotion, particularly accentuated in knucklewalking. The functional hypothesis has led to the suggestion that the fusion is evidence for a knuckle-walking common ancestor
of the hominine clade. However, the exact functional significance of scaphoid-centrale fusion remains unclear. We address this
question by carrying out finite element simulations of the hominoid wrist during knuckle-walking. We virtually generated fused
and unfused morphologies of our hominoid sample depending on the species to compare biomechanical performance. The unfused morphologies comprised three bony elements (i.e., capitate, scaphoid, and centrale) connected by the scaphocentralecapitate
ligament, whereas the fused morphology involved the scaphoid (or fused scaphoid-centrale) and capitate connected by the scaphocapitate ligament. A structural static analysis was performed to evaluate the biomechanical behavior of the scaphoid, capitate, and
centrale during the stance phase of knuckle-walking using finite element analysis. We tested the hypothesis that fused scaphoidcentrale morphologies better withstand the loads derived from a knuckle-walking scenario. The obtained results show that indeed
fused morphologies better resist the loads derived from knuckle-walking, particularly in the Homininae. Hence, these results support the biomechanical aspect that is required to relate the fusion of scaphoid and the centrale as an adaptation for knuckle-walking.
We thank the Digital Morphology Museum KUPRI and Morphosource for providing the sample. This work was supported by the NERC NE/R011168/1. T.A.P was funded by the Leverhulme Trust Early
Career Fellowship, ECF-2018-264. J.M-N was supported by the DFG, German Research Foundation, KA 1525/9-2 and acknowledges the CERCA programme (Generalitat de Catalunya).
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Unveiling traces of the Neanderthal gut microbiome by shotgun metagenomics of feces-containing
sediment from El Salt (Alicante, Spain)
Simone Rampelli1∗ , Silvia Turroni1∗ , Carolina Mallol2,3 , Cristo Hernandez2 , Bertila Galvan2 , Ainara Sistiaga4,5 , Elena
Biagi1 , Annalisa Astolfi6 , Patrizia Brigidi1 , Stefano Benazzi7 , Cecil Lewis8 , Christina Warinner9 , Courtney Hofman8 ,
Stephanie Schnorr10,11‡ , Marco Candela1‡
1 - Unit of Microbial Ecology of Health, Department of Pharmacy and Biotechnology, University of Bologna, Bologna, Italy · 2 Department of Geography and History, University of La Laguna, La Laguna, Spain · 3 - Archaeological Micromorphology and
Biomarker Research Lab, University of La Laguna, La Laguna, Spain · 4 - Earth, Atmospheric and Planetary Sciences
Department, Massachusetts Institute of Technology, Cambridge, USA · 5 - Palaeoproteomics Laboratory, University of
Copenhagen, Copenhagen, Denmark · 6 - “Giorgio Prodi” Cancer Research Center, University of Bologna, Bologna, Italy · 7 Department of Cultural Heritage, University of Bologna, Ravenna, Italy · 8 - Laboratories of Molecular Anthropology and
Microbiome Research and Department of Anthropology, University of Oklahoma, Norman, USA · 9 - Department of
Archaeogenetics, Max Planck Institute for the Science of Human History, Jena, Germany · 10 - Konrad Lorenz Institute for
Evolution and Cognition Research, Klosterneuburg, Austria · 11 - Department of Anthropology, University of Nevada, Las
Vegas, USA · * These authors contributed equally to this work · ‡ These authors co - led this work
A wealth of data is being accumulated showing that the gut microbiome has co-evolved with humans through the fulfillment of
strategic roles for our biology [1]. However, most studies on putative ancestral microbiome traits have been limited to inferences
from contemporary populations adhering to traditional subsistence strategies [2,3], and little or no information on the symbiont
gut-microbial communities of ancient humans is available. To bridge this gap, here we characterized seven sediment samples from
stratigraphic unit X of El Salt Middle Paleolithic open-air site (Alicante, Spain), which has yielded Neanderthal fossil remains and
a rich sequence of well-preserved human occupation deposits dating to MIS 3, around 50 kya. Previous work on these samples
showed presence of several millimetric phosphatic coprolites and fecal lipid biomarkers, such as coprostanol and 5ß-stigmastanol,
with proportions strongly suggesting a human origin [4]. Ancient DNA was extracted from this material and subjected to shotgun
Illumina sequencing, resulting in >90 M high-quality paired-end sequences. Based on our findings, bacterial species belonging to
families known to be part of a putatively core human gut microbiome are variably represented across the site layers. Interestingly,
these include several members of Lachnospiraceae and Ruminococcaceae, which are well-known short-chain fatty acid producers in
modern human guts and have been repeatedly proposed as biomarkers of a healthy gut microbiome. By reconstructing ancient bacterial profiles from El Salt Neanderthal feces-containing sediment, we propose the existence of a core human intestinal microbiome
with recognizable coherence between Neanderthals and modern humans, which may help elucidate ancient human dietary and behavioral patterns as they relate to an association with the environment. The identification of ancient microbial gut constituents
could provide information about evolutionary symbioses that are crucial to development of healthy metabolic and immunological
functions. Further analyses of other Neanderthal in situ occupation sedimentary contexts are necessary to corroborate and expand
our results. This study shows the high potential of combining multidisciplinary biomolecular and geoarchaeological approaches to
the investigation of Paleolithic sites to advance our understanding of human biological and cultural evolution.
References:[1] Davenport, E.R., Sanders, J.G., Song, S.J., Amato, K.R., Clark, A.G., Knight, R., 2017. The human microbiome in evolution. BMC Biology 15, 127.[2] Ayeni, F.A., Biagi, E., Rampelli, S.,
Fiori, J., Soverini, M., Audu, H.J., Cristino, S., Caporali, L., Schnorr, S.L., Carelli, V., Brigidi, P., Candela, M., Turroni, S., 2018. Infant and adult gut microbiome and metabolome in rural Bassa and urban
settlers from Nigeria. Cell Reports 23, 3056-3067.[3] Rampelli, S., Schnorr, S.L., Consolandi, C., Turroni, S., Severgnini, M., Peano, C., Brigidi, P., Crittenden, A.N., Henry, A.G., Candela, M., 2015.
Metagenome sequencing of the Hadza hunter-gatherer gut microbiota. Current Biology 25, 1682-1693.[4] Sistiaga, A., Mallol, C., Galván, B., Summons, R.E., 2014. The Neanderthal meal: a new
perspective using faecal biomarkers. PLoS One 9, e101045.
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Testing the utility of different ASUDAS dental trait combinations for biodistance analysis
Hannes Rathmann1 , Hugo Reyes-Centeno1
1 - DFG Center for Advanced Studies “Words, Bones, Genes, Tools”, University of Tübingen, Tübingen, Germany
In archaeological and paleontological contexts, dental morphology is widely used for biodistance analysis in order to reconstruct
modern human population history [1] and hominin phylogenies [2]. Dental variation is routinely characterized using non-metric
traits with reference to the Arizona State University Dental Anthropology System (ASUDAS) [3]. This system catalogues a large
number of standardized crown and root shape variants that are thought to evolve in a neutral genetic manner. However, there is
disagreement on whether certain traits preserve neutral genetic signatures to a greater degree than other traits [4]. For this reason,
identifying traits and trait combinations that are most useful for reconstructing neutral genetic affinities is of upmost importance
for future dental biodistance research. Here, we systematically test the utility of different dental trait combinations by quantifying
the correlation between neutral genomic markers and dental morphological variation in modern human populations. Specifically,
we assess the utility of a particular trait combination by estimating dental distance values (Euclidean squared) between 20 worldwide
populations, and by comparing them to neutral genetic distance values (Delta-mu squared) among the same, or closely matched,
populations. Our analysis, based on 27 ASUDAS dental traits for more than 30,000 individuals and 645 microsatellite loci for
4,391 individuals, tests the differential correlation of 134,217,727 possible dental trait combinations. Our results show that different traits and trait combinations are differentially correlated with neutral genomic variation (with a range from r = -0.11 to r
= 0.79). In general, increasing the number of traits leads to a logarithmic increase in the correlation between genomic and dental
distances until it reaches a plateau at approximately r = 0.5. At the same time, increasing the number of traits reduces the variance
of dental distance estimates. These findings support the claim that dental distances based on many traits are, in general, more robust
than those based on only a few traits [5]. Nevertheless, we found that the highest correlations between genomic and dental variation
were achieved by using a rather limited number of specific and highly diagnostic traits (from 7 to 14). We argue that these traits
should be prioritized in future dental biodistance analyses, when possible. Our results serve to develop accurate inferences about
neutral genetic relationships among modern human populations with the use of dental non-metric traits. They have implications
for drawing interpretations from the archaeological and fossil records, as well as for the evolutionary mechanisms responsible for
human dental morphological diversity.
This work is funded by the German Research Foundation (DFG FOR 2237: Project “Words, Bones, Genes, Tools: Tracking Linguistic, Cultural, and Biological Trajectories of the Human Past”). We thank
Patrícia Santos for assistance with data preparation.
References:[1] Matsumura, H., Oxenham, M.F., 2014. Demographic transitions and migration in prehistoric East/Southeast Asia through the lens of nonmetric dental traits. Am. J. Phys. Anthropol. 155
(1), 45–65.[2] Irish, J.D., Guatelli-Steinberg, D., Legge, S.S., Ruiter, D.J. de, Berger, L.R., 2013. Dental morphology and the phylogenetic “place” of Australopithecus sediba. Science 340 (6129),
1233062.[3] Turner, C., Nichol, C., Scott GR., 1991. Scoring procedures for key morphological traits of the permanent dentition: The Arizona State University dental anthropology system, In: Kelley, M.,
Larsen, C. (Eds.), Advances in dental anthropology. Wiley-Liss: New York, 13–32.[4] Park, J.-H., Yamaguchi, T., Watanabe, C., Kawaguchi, A., Haneji, K., Takeda, M., Kim, Y.-I., Tomoyasu, Y.,
Watanabe, M., Oota, H., Hanihara, T., Ishida, H., Maki, K., Park, S.-B., Kimura, R., 2012. Effects of an Asian-specific nonsynonymous EDAR variant on multiple dental traits. J. Hum. Genet. 57 (8),
508–514.[5] Scott, G.R., Turner II, C.G., Townsend, G.C., Martinón-Torres, M., 2018. The Anthropology of Modern Human Teeth, 2nd edition ed. Cambridge University Press, 242.

158

Poster Presentation Number 125, Session 1, Th. 12:15-14:00

Fire on the rocks - establishing prehistoric heating of non-flint rocks through feldspar luminescence
analysis (pIRIR)
F.H. Reidsma1 , E.A.L. Pop1,2,5 , T. Reimann3 , B. Guralnik3 , R. Sohbati4 , A. Versendaal3 , J. Wallinga3 , C.E.S. Arps2 , S.
Gaudzinski-Windheuser5 , W. Roebroeks1
1 – Faculty of Archaeology, Leiden University, The Netherlands · 2 – Naturalis Biodiversity Centre, Leiden, The Netherlands · 3 –
Netherlands Centre for Luminescence dating, Wageningen University, Wageningen, The Netherlands · 4 – Nordic Laboratory for
Luminescence Dating, Aarhus University, Aarhus, Denmark · 5 – Römisch - Germanisches Zentralmuseum MONREPOS
Archaeological Research Centre and Museum for Human Behavioural Evolution, Monrepos, Germany
Throughout (pre)history, non-flint rocks have been used in combination with fire to structure fireplaces, to retain heat, to boil liquids and prepare food. They constitute an important find category for the reconstruction of past fire functions, potentially providing
insights into aspects of fire-related human behaviour that cannot be obtained from other fire proxies. Thus far the identification of
heated non-flint rocks in archaeological contexts largely depends on visual (macroscopic) assessment, using criteria widely assumed
to be diagnostic for thermal alteration. However, visual identification can be subject to observer bias, and some heat-induced traces
can be quite difficult to distinguish from other types of weathering. This can particularly be an issue for older sites where non-flint
rocks occur in small numbers (as opposed to e.g. Holocene North American sites with large piles fire-cracked rocks) and where those
rocks may have been used for other, non-fire-related, tasks as well. Here we present feldspar luminescence analysis as an objective
way to identify heated non-flint rocks and as a way to test whether macroscopic assessment provides a reliable indication of former
heating. For this purpose, non-flint manuports with and without inferred macroscopic traces of heating, originating from the Last
Interglacial, Middle Palaeolithic site Neumark-Nord 2 (Germany), were submitted to feldspar luminescence analysis (pIRIR) and
results compared to the visual assessment. In addition, the feasibility of the method was tested by analysing heated and unheated
experimental pieces. Feldspar luminescence analysis was applied to a cross-section of different rock types from the Neumark-Nord
2 assemblage. From each stone a core was taken and divided into slices, after which at least one sample from the outside and one
sample from the centre of the stone was analysed to obtain a heating-depth-profile. This allowed distinction between optical resetting (of the outer part) and thermal resetting (of the inner part of the stone). Results show good agreement between macroscopic
traces and luminescence signals for the (presumed) unheated pieces. However, visual assessment of heat alteration overestimated
the actual amount of heated non-flint rocks. Luminescence analysis has so far identified two heated rocks at Neumark-Nord 2,
making them (to our knowledge) the oldest unambiguously heated stones at a Palaeolithic site. Despite the variety of rock types
tested, the low sample size per rock type, and some methodological constraints, this preliminary study demonstrates the potential
of luminescence analyses in the identification of heated rocks–and their prehistoric applications like hot-stone cooking. The study
also warns against the use of macroscopic assessment and the use of inferred diagnostic criteria without further confirmation by
independent, quantitative methods.
This research was generously supported by a Centre for Archaeology, Art history and Science (CAAS) student research grant, a Stichting Nederlands Museum voor Anthropologie en Praehistorie
(SNMAP) innovative research grant, the Koninklijke Nederlandse Akademie van de Wetenschappen (KNAW) Academy-assistant program, and funds from the NCL and the KNAW Professorship prize
awarded to W. Roebroeks.
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Bones of predation at Gorongosa National Park: insights into Plio-Pleistocene hominin resource
exploitation
Isabella Reynard1 , René Bobe1 , Susana Carvalho1,2
1 - Primate Models for Behavioural Evolution Lab, Institute of Cognitive & Evolutionary Anthropology, University of Oxford,
Oxford, UK · 2 - Centre for Functional Ecology, Universidade de Coimbra, Coimbra, Portugal
A major problem in the archaeology of early hominins is the inference of foraging and dietary patterns from faunal remains. For
example, the shift in early hominin diets from one largely based on fruits, nuts, and various forms of vegetation to one that included
a significant component of animal resources has been inferred from the characteristics of archaeological bone assemblages: skeletal
element representation, bone surface modification, animal tooth marks, stone-tool cut marks, etc. But the problem of equifinality
– with different processes leading to similar patterns – makes these inferences problematic [1]. Here we present the first results
obtained from the application of a novel set of methodologies that combines ethological and taphonomic data to study predation
events on the floodplains of Gorongosa National Park, Mozambique. The geographic location of Gorongosa in the East African
Rift System and its complex vegetation mosaic offer a unique environmental and ecological analogue for the context of the earliest
Plio-Pleistocene archaeological sites in eastern Africa. The lead author collected data over 18 days directly documenting 7 predation events and following the fates of 11 mammal carcasses. Our results show that carrion was available from cranial contents and
metapodials of fresh carcasses shortly after carnivore feeding, and that bone marrow remained relatively unexploited. Our analysis of bone surface modification highlights the ambiguity of attributing some types of bone surface marks exclusively to hominin
tool use. We remark on the importance of studying overlooked species in the context of carcass modification and consumption,
emphasizing the role vultures, marabou storks, and crocodiles. Furthermore, ethological data in the form of systematic scans of
the Gorongosa floodplain revealed patterns of primate behaviour in relation to predators and carcasses. Baboons tended to avoid
“zones of risk”, i.e. areas where carcasses or predators were in close proximity. The baboon avoidance of carcasses points to an awareness of the dangers in terms of possible predator confrontation, but also of the risk of disease. We suggest, as others have done [2],
that bone marrow was a resource likely to have been exploited by hominins as a relatively hygienic and reliable source of fat and
energy. To test this conclusion, we encourage the collection of experimental data over longer time scales, and the use of microscopic
analysis of marks made by vultures, marabou storks, and crocodiles. This study shows that the combination of direct ethological
observations and taphonomic methods in the analysis of modern bone assemblages may provide fresh insights into the behaviour
of early hominins and other vertebrates in the consumption of animal resources.
We would like to thank the Paleo-Primate Project Gorongosa at Gorongosa National Park for making this research possible.
References:[1] Sahle, Y., El Zaatari, S., White, T. D., 2017. Hominid butchers and biting crocodiles in the African Plio-Pleistocene. Proceedings of the National Academy of Sciences Dec 2017, 114 (50)
13164-13169; DOI: 10.1073/pnas.1716317114[2] Thompson, J. C., Carvalho, S., Marean, C. W., Alemseged, Z., 2019. Origins of the Human Predatory Pattern: The Transition to Large-Animal
Exploitation by Early Hominins. Current Anthropology 60, no. 1 (February 2019): 1-23. https://doi.org/10.1086/701477
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First observations on some traits of the oral cavity in the Neanderthal from Altamura
Alessandro Riga1,2 , Marco Boggioni3 , Andrea Papini3 , Costantino Buzi4 , Antonio Profico4 , Fabio Di Vincenzo4 , Jacopo
Moggi-Cecchi1 , Giorgio Manzi4
1 Department of Biology, University of Florence, Florence, Italy · 2 Laboratory of Archaeoanthropology, SABAP - FI, Scandicci
(FI), Italy · 3 School of Paleoanthropology, Perugia, Italy · 4 Dipartimento di Biologia Ambientale, Sapienza Università di Roma,
Roma, Italy
The Murgia plateau (Apulia, southern Italy) is a geographic area rich of karstic formations such as dolines, blind valleys and caves.
One of these formation is the Lamalunga cave, part of a wider karstic complex. During a speleological survey in 1993, in a small
chamber, delimited by speleothemes, speleologists found a hominin specimen with the skull stuck in the walls of the chamber and
other bones laying on the ground and covered by calcareous concretions. Anthropologists visited the cave in the following years and
revealed that the specimen, most likely in primary deposition, preserves most of the bones in excellent state and probably represents
one of the most complete fossil hominins in Europe. Observations of the skeletal features suggested the presence of mixed archaic
and Neanderthal derived traits, placing the specimen in the variability of the European Late-Middle Pleistocene. A few years ago,
the extraction of a scapula fragment, allowed the conduction on new analysis that on the one hand confirmed the attribution to
the Neanderthal hypodigm (morphometric analyisis and ancient DNA), and on the other, dated the specimen between 130.1 ±
1.9 ka and 172 ± 15 ka. Recently, in the context of a broader project financed by the PRIN program of the Italian government, it
has been possible taking more precise observations on several features of the specimen. In this work, we present preliminary observations on the dentition and the oral cavity of the Neanderthal from Altamura, made possible also by the use of a fiberscope, which
allowed observing some hidden parts of the mandible and of the palate. The dentition of the specimen is almost complete, except
for two teeth (upper right P3 and upper left M1) lost in vitam and four teeth (lower right I1 and P3 and lower left I1 and I2) lost
post-mortem. Dental wear is marked. The inversion of the compensation curve of Wilson in M1s and M2s is clear, supporting the
hypothesis that the individual is an adult. The general state of the periodontal bone is difficult to assess because it is covered by a calcite layer; however, no periodontal pockets are visible, except in correspondence of one of the lost teeth. Therefore, the high extent
of root exposure might be related to bone resorption and/or compensative eruption linked to the marked dental wear. A frontal
x-ray image on the skull revealed the presence of a periapical lesion in the upper right central incisor. Some features we observed, i.e.
taurodontism and the presence of a retromolar space confirm, along with the cranial general morphology and the morphometric
analysis of the scapula, the attribution to the Neanderthal hypodigm. Also, a well-developed palatine torus is documented, a feature
whose occurrence in Neanderthals, to the best of our knowledge, has not been described so far.
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Cardiac output and metabolic levels in human evolution
Luis Ríos1 , Ricardo Sanjurjo2 , Meg M. Sleeper3 , Marietta D. Danforth4 , Hayley W. Murphy4 , Ilana Kutinsky4 , Antonio
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The metabolic rate of modern humans is larger than that from great apes, and it has been hypothesized that this metabolic increase
would be related to the expensive growth of our larger brain, and to the features of our modern life history, with new growth stages,
high reproductive success and longevity [1]. We propose that an increase in the metabolic rate of the organism would be related to
an increase in its total blood supply. In evolutionary biology, the distal blood supply of specific organs like the brain or limbs has
been studied in different species in relation to growth, maintenance or locomotion. We propose to turn this perspective around
and study the total proximal blood supply within human evolution. This supply is the cardiac output, the product of the amount
of blood pumped from a ventricle in a single heartbeat and the number of heart beats per minute. There are several techniques for
its measurement, and the determination of the diameter of the aorta is considered one of them. The impression left by the aorta on
the vertebral bodies (aortic impression or AI) was measured through surface area bilateral asymmetry on processed photographs
(Adobe Photoshop CS6, ImageJ) of vertebrae of modern humans (N=48), chimpanzees (N=10), gorillas (N=5) and orangutan
(N=3) specimens, including one Neandertal and one H. erectus individuals. Body weight and aortic root diameter (sinus of Valsalva) data from living samples of humans (N=1132) and great apes (chimpanzees, N= 87, gorillas, N=51) were also gathered and
compared. Significant asymmetry towards a smaller left area of the vertebral surface was observed in modern human females and
males (segments T7-L2 and T5-T11, respectively), while in the great ape sample no significant asymmetry was observed, although
due to the limited sample size our results are preliminary. Asymmetry values were significantly larger in modern humans in comparison with great apes for the segment T6-T11. The pattern of asymmetry observed in modern humans fits the known trajectory
of the descending aorta (DAo), confirming that the vertebral asymmetry is caused by this artery. The presence of the AI in modern
humans and its absence in great apes could be explained by different factors, including a closer spatial association between the DAo
and the vertebral bodies in modern humans due to differences resulting from thorax size and shape in great apes, and/or an increase
in the blood flow or diameter of the DAo in modern humans. With regard to the latter explanation, it has been assumed that measurements of external arterial dimensions can indicate the rate of blood flow within them [2], and data from living modern humans
and great apes indicate that in modern humans the aortic root is larger than in chimpanzees and similar to gorillas, with significantly
larger body weights. The relation of body weight and aortic root is similar to the relation between total energy expenditure and fat
free mass, and to the relation between basal metabolic rate and body mass in humans and great apes that reflect the raised metabolic
activity of modern humans [1]. In this proposed scenario, large brained hominins with a growth pattern and a life history pattern
similar to modern humans, such as Neandertals [3], would also present an AI. The T6-T7 thoracic vertebra from a young adult
Neandertal from El Sidrón site [4] presents a clear AI, while a preliminary study of published photographs of the thoraco-lumbar
spine of KNM WT 15000 [5] would indicate that no AI is present in this young H. erectus. Our results support the hypothesis that
the appearance of the modern human life history and our larger brains would be linked to a change in the cardiovascular system
that would have allowed for an increase in the cardiac output of the organism.
The authors would like to thank Judit Alves Cardoso and Susana Garcia, who granted access to the documented modern human collection curated at the Museo Nacional de Historia Natural, Lisbon,
Portugal; to Javier Quesada, who granted access to the great ape skeletons curated at the Natural Sciences Museum of Barcelona; and to the curators of the mammals collection at the Estación Biológica de
Doñana (CSIC), who granted access to the great ape skeletons.
References:[1] Pontzer, H., Brown, M. H., Raichlen, D. A., Dunsworth, H., Hare, B., Walker, K., Luke, A., Dugas, L.R., Durazo-Arvizu, R., Schoeller, D., Plange-Rhule, J., Bovet, P., Forrester, T.E.,
Lambert, E.V., Thompson, M.E., Shumaker, R.W., Ross, S.R. 2016. Metabolic acceleration and the evolution of human brain size and life history. Nature 533, 390-392.[2] Wu, C., Honarmand, A.R.,
Schnell, S., Kuhn, R., Schoeneman, S.E., Ansari, S.A., Carr, J., Markl, M., Shaibain, A. 2016. Age-Related Changes of Normal Cerebral and Cardiac Blood Flow in Children and Adults Aged 7 Months to 61
Years. Journal of the American Heart Association 5, e002657.[3] Rosas, A., Ríos, L., Estalrrich, A., Liversidge, H., García-Tabernero, A., Huguet, R., Cardoso, H., Bastir, M., Lalueza-Fox, C., de la Rasilla,
M., Dean, C. 2017. The growth pattern of Neandertals, reconstructed from a juvenile skeleton from El Sidrón (Spain). Science 357, 1282-1287.[4] Bastir, M., García-Martínez, D., Ríos, L., Higuero, A.,
Barash, A., Martelli, S., García Tabernero, A., Estalrrich, A., Huguet, R., de la Rasilla, M., Rosas, A. 2017. Three-dimensional morphometrics of thoracic vertebrae in Neandertals and the fossil evidence
from El Sidron (Asturias, Northern Spain). Journal of Human Evolution 108,47-61.[5] Meyer, M.R., Haeusler, M. 2015. Spinal cord evolution in early Homo. Journal of Human Evolution 88, 43-53.
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Lithic technology as evidence for higher order intentionality and Theory of Mind
Wilson Riphenburg1 , Thomas Wynn1 , Frederick L. Coolidge1
1 - University of Colorado, Colorado Springs, USA
Theory of mind (ToM) is one’s ability to imagine another’s thoughts. It is an ability that modern humans rely on continually like
even driving an automobile in traffic. ToM is a recursive ability; one’s thoughts could include an understanding of what others know
about one’s thoughts. This recursiveness yields increasingly inclusive ‘orders of intentionality.’ First order intentionality is Mary’s
own mental state: “I am angry”; in second order intentionality, John knows that Mary is angry; in third order, Mary knows that
John knows that Mary is angry, and so on. Modern adults regularly handle four orders of intentionality and sometimes five. Unique
among primates, most humans are conscious of possessing a full theory of mind; even at their best, great apes are “just able to achieve
second order intentionality” in some circumstances [1, 2]. In the present paper, we propose to use features of the archaeological
record to trace the evolution of this important ability. Oldowan stone tools may provide the earliest ToM clues. These hominin
stone knappers struck sharp flakes from stone cores and used the flakes to butcher scavenged carcasses. The intentional manufacture of these flakes via percussion indicates an egocentric, goal directed activity that may have required some concept of self [3].
A model [4] was proposed for the evolution of teaching in which orders of intentionality played a key role. It was suggested that
novice knappers learned through demonstration, a form of teaching that requires advanced ToM because the demonstrator must
understand the novice’s ignorance and desire to learn. Others [5] suggest that veridical copying, in which the novice attended to the
motor procedures of a knowledgeable individual and duplicates those procedures, would be sufficient. This would have required
only chimpanzee-level perspective taking, i.e., an ability to imagine what another sees. This is not full ToM, let alone the 3rd order intentionality that [4] envision. The teardrop-shaped Acheulean handaxe, with its large geographic and temporal distribution,
may suggest a standardization of conceptualization, that in turn, required that Acheulean knappers to have had a collective understanding of both the handaxe’s purpose and the manufacturing process. Such a shared intention would implicate second order
intentionality. Further, the pervasiveness of Acheulean material culture indicates a kind of group or social knowledge – widespread
replication of teardrop-shaped tools necessitates transmission of knowledge across time and space. Indeed, social learning must
have been present, likely in the form of imitation. Other work [2, 3] focuses not on social learning, but on identity development.
This model incorporates the perspective of embodied/extended cognition, in particular the role that material culture plays in communicating information about identity. When evidence suggests that a stone knapper attempted to manipulate how he or she was
seen (and the tools assessed) by others, then 3rd order intentionality was likely in play. In particular, gigantic handaxes may have
gone beyond the purely functional and may indicate social signaling. The neuroaesthetic implications of ‘overdetermined’ handaxes
also corroborates this assessment. Overdetermination occurs when handaxe makers paid more attention to appearance (including
bilateral symmetry or even intentional asymmetry like S-twists) than was necessary for function. This was almost certainly done
to impress others. To produce a display object, the maker clearly knew that others would not only see it, but would judge it, and
took this external perspective into account when making the artifact. And it was not just ‘others see me,’ it must have included what
others knew about what the maker knew, something similar to: “I alter what I do because you know the prototype against which I
must conform my efforts”, and we are proposing that it serves as good evidence for 3rd order intentionality.
References:[1] Dunbar, R., 2007. The social brain and the cultural explosion of the human revolution. In: P. Mellars, K. Boyle, O. Bar Yosef, & C. B. Stringer (Eds.), Rethinking the human revolution.
Cambridge: Cambridge University Press, 91-99.[2] Cole, J., 2017. Accessing hominin cognition: Language and social signalling in the Lower to Middle Palaeolithic. In: T. Wynn & F. L. Coolidge (Eds.),
Cognitive Models in Palaeolithic Archaeology. Oxford: Oxford University Press, 157-196.[3] Cole, J., 2014. The identity model: A theory to access visual display and hominin cognition within the
Palaeolithic. In: R. Dunbar, C. Gamble, & J. Gowlett (Eds.), Lucy to Language: The Benchmark Papers. Oxford: Oxford University Press, 90-107.[4] Gärdenfors , P., Högberg, A., 2017. The archaeology of
teaching and the evolution of Homo docens. Current Anthropology, 58(2), 188-208.[5] Tennie, C., Premo, L. S., Braun, D., McPherron, A., 2017. Early stone tools and cultural transmission: Resetting the
null hypothesis. Current Anthropology, 58(5), 652-672.
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Morphometric variation of the cerebellar area in modern humans and chimpanzees
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Some modern human higher cognitive functions, e.g. language, have recently been attributed to the cerebellum. However, it is unclear when during hominin evolution these higher cognitive functions were acquired. Inferences about the evolution of hominin
cognitive function can only be based on indirect evidence, such as fossil endocasts, which represent the imprint of the brain and
surrounding meninges on the endocranium, and the comparison of extant species. Therefore, there is considerable debate about
whether the morphology of brain components evolved according to natural selection for functional optimization, or whether developmental constraints of conserved neurogenetic scheduling cause a predictable external morphology, with changes in function
being achieved purely by internal reorganization [1,2]. Here, we aim to test whether the endocranial morphology of the modern
human cerebellar area is the result of developmental constraints on evolution or whether, alternatively, it has been affected by natural selection for functional optimization. If cerebellar shape is ontogenetically constrained, adult shape can be predicted by its size.
An allometric relationship in adults would suggest evolution along developmental constraints, whereas the lack of an allometric relationship would point to natural selection for functional optimization. Furthermore, shared ontogenetic shape trajectories among
modern humans and chimpanzees, as well as ontogenetic shape changes mirroring adult interspecific shape differences, would also
be consistent with ontogenetic constraints on cerebellar evolution. In contrast, no shared ontogenetic trajectories or differences in
the ontogenetic shape changes compared to the adult interspecific shape differences would suggest evolution affected by natural
selection for functional optimization. We tested these hypotheses using geometric morphometrics based on a sample of virtual endocasts from 61 modern humans and 94 chimpanzees. A set of 109 landmarks and semi-landmarks was digitized on the posterior
cranial fossa of each individual. Individuals were assigned to four dental age groups based on the development of their maxillary
dentition, ranging from complete deciduous dentition, erupted first molar, erupted second molar to erupted third molar. First,
results show that adult size is significantly associated with adult shape which is consistent with ontogenetic constraints on cerebellar evolution. However, size only predicts a small percentage of adult cerebellar shape (4.99 % and 7.69 % of variance explained
in modern humans and chimpanzees, respectively). Second, the late ontogenetic shape trajectories between modern humans and
chimpanzees differ and thereby suggest evolution affected by natural selection for functional optimization. Nevertheless, chimpanzee development appears to mirror evolutionary shape changes, reflecting a shift in proportions between the anterior part of
the posterior cranial fossa relative to the posterior expansion of the lateral cerebellar hemispheres. This pattern is also seen in the
interspecific, as well as intraspecific, shape differences between modern human and chimpanzee adults. In hominin evolution, the
posterior expansion of the lateral cerebellar hemispheres is proposed to be associated with higher cognitive functions, especially
language [3,4] and a larger capacity for cognitive information processing [5]. As neither hypothesis could be completely rejected,
the observed shift in proportions could indicate an evolutionarily conserved developmental pattern enhanced by natural selection
for functional optimization.
We would like to thank all institutions that provided CT scans for this research: the Smithsonian’s Division of Mammals and Human Origins Program for the scans of USNM specimens, the Primate
Research Institute at the Kyoto University (KUPRI), and the Senckenberg Research Institute in Frankfurt am Main. In addition, we would like to acknowledge the assistance of the Paleoanthropology
High Resolution Computing Tomography Laboratory at the Eberhard-Karls-Universität Tübingen in scanning the modern human sample.
References:[1] Pélabon, C., Firmat, C., Bolstad, G.H., Voje, K.L., Houle, D., Cassara, J., Le Rouzic, A., Hansen, T.F., 2014. Evolution of morphological allometry. Annals of the New York Academy of
Sciences 1320: 58-75.[2] Wagner, G.P., 1988. The Significance of Developmental Constraints for Phenotypic Evolution by Natural Selection. Springer Berlin Heidelberg, Berlin, Heidelberg, 222-229.[3]
Weaver, A.H., 2001. The Cerebellum and Cognitive Evolution in Pliocene and Pleistocene Hominids. Ph.D. Dissertation, University of New Mexico.[4] White, D.D., 2005. Size and Shape of the
Cerebellum in Catarrhine Primates and Plio-Pleistocene Fossil Hominins: A Paleoneurological Analysis of Endocranial Casts. Ph.D. Dissertation, University at Albany.[5] Kochiyama, T., Ogihara, N.,
Tanabe, H.C., Kondo, O., Amano, H., Hasegawa, K., Suzuki, H., Ponce De León, M.S., Zollikofer, C. P.E., Bastir, M., 2018. Reconstructing the Neanderthal Brain Using Computational Anatomy.
Scientific Reports 8: 6296.
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It is well known the dearth of paleoanthropological record in Central and West Africa, being the fossils of Iwo Eleru (Nigeria, 1611 Ka) and those of Ishango (Democratic Republic of the Congo, 20 Ka) the most outstanding. In order to try to complete this
gap in the human fossil record in Africa, a project of archaeo-paleontological surveys has been undertaken in Equatorial Guinea
territories (latitudes 4 ° N and 2 ° S, and longitudes 5 ° and 12 ° E), an ideal place to this aim by its geographical position and its
ecological context [1, 2]. There are two main objectives pursued. On the one hand, the search for fossils of hominids that help us
to understand the divergence and evolution in the lineage of the great African apes: gorillas, chimpanzees and hominins. On the
other hand, the investigation of the conservation patterns of early human occupations of the African rainforests. We present here
the results of the year 2017 campaign, carried out in the estuary of the Muni River (continental region of Equatorial Guinea), and
composed by the concurrence of several rivers: Mandyani and Congüe by the North, and the Mitong and Utanboni by the East.
Previously, as the result of the 2014 campaign, 8 new surface sites in the Niefang region were found with diagnostic archaeological
materials from the Middle Stone Age (MSA), characterized by polyhedral quartzite and flint cores, flakes from core preparation
and bifacial reduction [4]. These sites are located in the surroundings of Mosumu, an area previously studied [5], which confirms
the presence of archaeological deposits of the MSA. Subsequent works by Alejandro Terrazas and his team from the UNAM verify
these findings. The fieldwork methodology includes the location on a geological map of places and areas with sediments of age
and sedimentary conditions that seem favourable a priori for the conservation of fossils. Once in situ, an exhaustive and systemic
examination of clearings and slopes, as a result of roads and forest tracks, is carried out the systematic monitoring of clearings and
slopes of roads and forest tracks. A total of 50 outcrops were detected with GPS geolocation, which were sampled, photographed
and annotated as Muni Point, with successive numbering. The 8 routes followed were subsequently projected onto maps. The most
outstanding places in relation to Quaternary sediments correspond to the location Muni 19, where the contact of the Cretaceous
with Pleistocene detrital sediments is appreciated. Besides, in Muni 14, we found lithic tools next to charcoal remains. A clear example of the so-called stone lines was seen in Muni 24, where materials corresponding to very crude stone manufacturing industries
were collected. Those tools are similar to those previously referenced by Claretian scholars in the colonial period. In Muni 28 we
find clear terrace sediments that contrast with the surrounding lateritic soils. Finally, in Muni 39 flint flakes of clear human manufacture were collected. In the vicinity fragments of ceramics were also found, although their synchronic association of both types
of elements is uncertain. As for Miocene sediments, these emerge in the form of terraces at points Muni 18, 43 and 44, on road
slopes, located on the edge of the granitic craton that connects to Monte Mitra and Monte Allén natural reserves. Those Miocene
sediments, despite being favourable paleontologically facies, no presence of macrofossils was detected [2]. Surveys carried out in
the Rio Muni estuary in 2017 confirm the abundance of lateritic soils, with little stratigraphic development. However, prehistoric
occupations of low intensity, possibly of the MSA, were detected although their attribution is still uncertain. The presence of lithic
instruments on fluvial terraces, including large-scale elements on flakes and almond-shaped bifacial tools expands the technical
repertoire of the continental region of Equatorial Guinea previously described [3, 4].
We want to thank EcoGuinea and BBPP, Ricardo Domínguez Llosa (FAOGQ) and the Spanish Cultural Center in Malabo for their support in many aspects. These expeditions have been founded by the
project CGL2016-75109-P of the Ministry of Science, Innovation and Universities of Spain.
References:[1] Rosas, A., 2015. Primera expedición paleoantropológica a Guinea Ecuatorial. Naturalmente 3, 30-36.[2] Rosas, A., Fero, M., García-Tabernero, A., 2019. Segunda expedición
paleoantropológica a Guinea Ecuatorial. El estuario del Río Muni. Naturalmente 21, 26-32.[3] Roberts, P., Petraglia, M., 2015. Pleistocene rainforests: barriers or attractive environments for early human
foragers? World Archaeology 47, 718-739.[4] Terrazas, A., Rosas, A., 2016. A New Approach to the Middle Stone Age from Continental Equatorial Guinea: A Preliminary Fielwork Report. Nyame
Akuma 85, 129-139.[5] Mercader, J., Martí, R., 1999. Middle Stone Age Sites in the tropical forests of Equatorial Guinea Nyame Akuma 51, 14-24.
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Trou Magrite is a cave site located at Pont-à-Lesse in the Lesse Valley, commune of Dinant, Belgium. It has been known since E.
Dupont conducted excavations at the site in 1867 [1]. The most recent fieldwork was done by L. Straus and M. Otte in 1991-92
[2]. Trou Magrite yielded rich lithic assemblages, osseous artifacts, mobiliary art, and numerous faunal remains. Several human remains were also recovered and identified as Palaeolithic humans by E. Dupont but have been only partially published thus far. The
archaeological record covers a broad time range spanning from the Middle and Upper Palaeolithic to the Mesolithic, Neolithic, and
Iron Age. An important Middle Palaeolithic collection is present, probably representing several occupation phases during the Late
Pleistocene [2]. Unfortunately, although E. Dupont conducted excavations that can be characterized as modern for that time, the
materials from the different so-called “fauna-bearing levels” that he defined in the field were mixed post-excavation [3]. In 2015,
we initiated a multidisciplinary re-assessment of the human and faunal collections from Trou Magrite in order to update the inventory of human remains already identified, check for the presence of human remains that may have been previously overlooked, and
verify their chronocultural context. We revised the already known human collection, conducted a systematic sorting of the faunal
material, and combined the use of morphometrics, taphonomy, stable isotopes, dating, and genetic analyses to perform taxonomic
and chronocultural identifications. Here we present two previously unidentified Neandertal fossils that we isolated from the Trou
Magrite faunal material excavated by E. Dupont in the 19th century. They represent two different individuals: an adult/adolescent,
represented by an upper right permanent canine, and a neonate, represented by the diaphysis of a left femur. Whereas no endogenous DNA was recovered from the tooth, the palaeogenetic analyses of the neonate femur confirmed its Neandertal status and
indicate its sex to be male. We will present the biological characteristics and mitochondrial DNA phylogenetic position of the Trou
Magrite Neandertals, in particular with regard to the other Northern European Neandertals. Our project adds Trou Magrite to the
list of Belgian sites that have yielded Neandertal fossils and helps to emphasize the importance of the Mosan Basin in Neandertal
studies.
We thank the curators who gave us access to the collections in their care (A. Folie and I. Jadin at the Royal Belgian Institute of Natural Sciences, N. Cauwe at the Royal Museums of Art and History, P.
Noiret at the University of Liège, and C. Jungels at the Préhistomuseum). This research was funded by the College of Social and Behavioral Sciences of CSUN and the CSUN Competition for Research,
Scholarship and Creative Activity Awards.
References:[1] Dupont, E., 1867. Découverte d’objets gravés et sculptés dans le Trou Magrite à Pont-à-Lesse. Bulletins de l’Académie royale des Sciences, des Lettres et des Beaux-Arts de Belgique 24,
129-132.[2] Otte, M., Straus, L.G. (Dir.), 1995. Le Trou Magrite : Fouilles 1991-92. Résurrection d’un Site Classique en Wallonie. ERAUL 69, Liège.[3] Jimenez, E.-L., Smolderen, A., Jadin, I., Germonpré,
M., 2016. Exhumation de la collection faunique d’Edouard Dupont provenant du Trou Magrite (Pont-à-Lesse). Quelles données et quelles perspectives pour une collection du XIXe siècle ? Notae
Praehistoricae 36/2016, 167-190.
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Identification of a Middle Aurignacian layer at Les Cottés (Vienne, France) and evidence for
apprenticeship in a lithic dumping area
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Les Cottés cave located in the Center-West part of France (Vienne), is one of the rare Palaeolithic sites which contains a stratigraphical and chronological sequence from the Middle to Upper Paleolithic transition [1, 2]. Seven layers attributed to three main
cultural units, with well preserved lithics and faunal remains, are identified through the sequence located in front of the cave: Mousterian (US 08), Châtelperronian (US 06), Protoaurignacian (US 04lower), Early Aurignacian (US 04upper and US 03), Middle
Aurignacian (US 02) and indeterminate Upper Palaeolithic (US 01) [3]. The Les Cottés chrono-cultural sequence allows a detailed
analysis of technical behaviors for each unit as sterile layers often separate them, which limits taphonomical issues.
Here, we will focus on US 02, which sealed the entire sequence. US 01, above, revealed less than one hundred lithics and is
spatially restricted to 2 square meters. An updated typo-technological analysis, based on the study of 3 129 lithics allows us to
classify US 02 as a Middle Aurignacian. Only known in a handful of sites from South-West France [e.g. 4], the Middle Aurignacian, considered as a short event, is chronologically situated between the Early Aurignacian and Recent/Evolved Aurignacian. Its
technical features are as follows: abundance of end-nosed scrapers, rare retouched bladelets, few Aurignacian retouched blades as
well as absence of busqued burins or carinated burins. The technology for blade production is similar to what is known for the
Early Aurignacian. The US 02, not only Middle Aurignacian, shows evidence for different savoir-faire in the process for blade and
bladelet production: experienced and inexperienced knappers did contribute to the lithic assemblage from US 02. These evidences
(mainly cores with obvious technical mistakes) are associated in a dumping area, where broken blades, discarded cores and discarded
stone-tools are found. The last stratigraphical Aurignacian layer, US 02, from Les Cottés cave provides: 1. evidence for a short event
attributed to the Middle Aurignacian techno-complex, 2. evidence for use of the site by individuals of different age classes and their
equal contribution to the lithic assemblage and 3. evidence for the use of Les Cottés cave entrance as a dumping area.
Fieldworks at Les Cottés are funded by the French Ministère de la Culture, DRAC-SRA Poitou-Charentes and the Max Planck Society (Germany). Fieldworks are supervised by Prof. Marie Soressi
(Leiden University).
References:[1] Talamo, S., Soressi, M., Roussel, M., Richards, M., Hublin, J.-J., 2012. A radiocarbon chronology for the complete Middle to Upper Palaeolithic transitional sequence of Les Cottés
(France). Journal of Archaeological Science 39, 175-183.[2] Jacobs, Z., Li, B., Jankowski, N., Soressi, M., 2015. Testing of a single grain OSL chronology across the Middle to Uppper Palaeolithic transition
at Les Cottés (France). Journal of Archaeological Science 54, 110-122.[3] Roussel, M., Soressi, M., 2014. Une nouvelle séquence du Paléolithique supérieur ancien aux marges sud-ouest du Bassin parisien:
Les Cottés dans la Vienne. In: P. Bodu et al. (Eds), Le Paléolithique supérieur ancien de l’Europe du Nord-ouest. Réflexions et synthèses à partir d’un projet collectif de recherche sur le centre et le sud du
Bassin parisien. Société préhistorique française, Paris, 283-298.[4] Delporte H., 1984. L’Aurignacien de La Ferrassie. In: Delporte H. (Ed.), Le grand abri de La Ferrassie, fouilles 1968-1973. Editions du
laboratoire de Paléontologie humaine et de Préhistoire, études quaternaires 7, Université de Provence, Paris, 145-234.
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Trabecular and cortical bone structure correlate differently with terrestrial mobility in the human first
metatarsal. Implications for behavioural inferences in the fossil record
Jaap P.P. Saers1 , Timothy M. Ryan2 , Jay T. Stock3
1 - PAVE Research Group, Department of Archaeology and Anthropology, University of Cambridge, UK · 2 - Department of
Anthropology, Pennsylvania State University, USA · 3 - Department of Anthropology, Western University, London, Canada
Numerous studies have demonstrated the plasticity of both cortical and trabecular bone structure in response to mechanical loading
throughout life. We examined variation in cortical and trabecular bone structure in the first metatarsal of four modern human
populations to assess how both tissues correlate with terrestrial mobility level. We compare two mobile populations (Black Earth
n=13, Jebel Moya n=10) to two sedentary populations (Kerma n=9, St. Johns n=16). First metatarsals were µCT-scanned and
we calculated the ratio of maximum to minimum second moment of area (Ix/Iy), cross-sectional area (CSA), and polar section
modulus (Zpol) at 5% increments along the cortical shaft. Trabecular bone volume fraction (BV/TV), trabecular thickness, and
degree of anisotropy (DA) were calculated in two volumes of interest (VOIs) in the head and two in the base. Biomechanical
properties were standardized for variation in body mass where necessary. Trabecular bone volume fraction strongly correlates to
terrestrial mobility with mobile populations possessing significantly greater BV/TV throughout the four VOIs with no effect on
the degree of anisotropy. Cortical bone properties do not strongly correspond to inferred terrestrial mobility in the four populations.
The only significant difference is that the Jebel Moya sample has significantly greater cross-sectional area of the shaft between 40
and 60 percent bone length than Kerma. The only significant correlations between cortical and trabecular bone properties were
between mean trabecular thickness and CSA and Zpol. No significant correlations were found between cortical properties between
40 and 60 percent bone length and trabecular structure in pooled and individual populations. Several mechanisms potentially
underlie the absence of significant correlations between both tissues. Trabecular and cortical bone remodel in response to different
magnitudes/frequencies of loading, with trabecular bone responsive to substantially lower strains at high frequencies. Cortical
bone remodeling dramatically reduces after the adolescent growth spurt whereas trabecular structure remodels at a higher rate
throughout adulthood. As such, it is possible that cortical bone represents loading during adolescence whereas trabecular bone may
indicate activity levels closer to death. Sex differences in the norms of reaction to loading in cortical bone may also contribute, as
males show greater variation than females in cortical but not trabecular bone. These results suggest that first metatarsal trabecular
structure may be a strong proxy for population-wide mobility levels in past populations. Surprisingly, no significant correlations
were found between trabecular and cortical bone properties, despite both tissues being experimentally shown to adapt to mechanical
loading. Tightly controlled experimental work is required to investigate potential differences in cortical and trabecular bone biology
and their responsiveness to loading. Further investigations on the patterns of covariation between cortical and trabecular bone
biomechanical properties in living individuals may provide further insights.
The research leading to these results has received funding from the European Research Council under the European Union’s Seventh Framework Programme (FP-2007e2013)-ERC Grant Agreement
n.617627 (to JTS), the Arts and Humanities Research Council Doctoral Training Programme, 1503975 (to JPPS), and National Science Foundation Grant BCS-0617097 (to TMR).
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And the winter arrived further south. Paleoecology during the transition between the Middle and
Upper Paleolithic in central Iberia
Nohemi Sala1,2 , Adrián Pablos1,2 , Asier Gómez-Olivencia2,3,4 , Alicia Sanz5 , Mónica Villalba2 , Ana Pantoja-Pérez2 , César
Laplana6 , Juan Luis Arsuaga2 , Milagros Algaba2
1 - Centro Nacional de Investigación sobre Evolución Humana (CENIEH) · 2 - Centro Mixto UCM-ISCIII de Evolución y
Comportamiento Humanos · 3 - Departamento de Estratigrafía y Paleontología, Facultad de Ciencia y Tecnología, Euskal
Herriko Unibertsitatea (UPV/EHU) · 4 - IKERBASQUE, Basque Foundation for Science · 5 - Calle Arzobispo Domenech, 8.
Zaragoza · 6 - Museo Arqueológico Regional de la Comunidad de Madrid
The environmental conditions that existed during the period between 45 and 30 ka are of vital importance for addressing the transition between the Middle and Upper Paleolithic. The current archaeological evidence points to a hiatus of Paleolithic populations
in Central Iberia coinciding with the mid part of Marine Isotope Stage 3 (MIS 3), between 42 and 28 cal kyr BP [1]. This break
in the archaeological record makes the paleoecological approach to this critical period difficult in this region. Here we present a
new cave site, Portalón del Tejadilla (PT), which is located in Segovia, central Iberia on the southern edge of the northern Castilian
Plateau. The main objective of this work is to provide new information about the paleoecology of Central Iberia during the coldest
episodes of the Late Pleistocene. To that end, in this paper we present a description of the PT site including: i) the stratigraphy
and geochronology of the fossiliferous deposits; ii) the analysis of the systematic paleontology of the micro and macromammals;
iii) the description of the lithic artifacts; and iv) the taphonomic study of the faunal association. The detailed analysis of the faunal
assemblages allowed us to document an association dominated by equids (Equus ferus and Equus hydruntinus) and hyenas (Crocuta
crocuta) in addition with cold-adapted species such as woolly rhinoceros (Coelodonta antiquitatis) and giant deer (Megaloceros giganteus) in a hyena den site context. The radiocarbon ages obtained through ultrafiltration indicate an age between ∼34.2 and 40.4
ka for the deposit, which corresponds to the MIS 3 and includes the extremely cold Heinrich 4 event (H4). Some lithic remains
compatible with the Middle Palaeolithic techno-complex have been recovered. The paleoecological inference derived from the faunal assemblage suggest extreme dry and cold climatic conditions and an open environment, compatible with the steppe-dominated
environment of the Eurasian steppe-tundra ecosystems further south than previously expected in the Iberian Peninsula. This site
together with our previous research in the area [2] document a climatic deterioration (colder and dryer) during the mid-part of MIS
3 in Central Iberia which could have had significant repercussions on the Neandertal and anatomically modern human (AMH)
populations. Portalón del Tejadilla fills the temporal gap of the transition from the Middle to the Upper Paleolithic and provides
valuable paleoecological information about this crucial period. Further excavations in this area could broaden our understanding
of the Paleolithic human presence in this barren region in the interior of the Iberian Peninsula during this crucial period for the
human past.
The authors wish to thank to everyone who collaborated during the excavations at the Valle del Tejadilla sites. Field work was financed by the Junta de Castilla y León. This research received support from
the project PGC2018-093925-B-C33. N-S was supported by a Juan de la Cierva-Incorporación postdoctoral contract (IJCI-2017-32804).
References:[1] Wolf, D., Kolb, T., Alcaraz-Castaño, M., Heinrich, S., Baumgart, P., Calvo, R., Sánchez, J., Ryborz, K., Schäfer, I., Bliedtner, M., Zech, R., Zöller, L., Faust, D., 2018. Climate deteriorations
and Neanderthal demise in interior Iberia. Scientific Reports 8, 7048.[2] Sala, N., Arsuaga, J.L., Laplana, C., Ruiz-Zapata, B., Gil-García, M.J., García, N., Aranburu, A., Algaba, M., 2011. Un paisaje de la
meseta durante el Pleistoceno Superior. Aspectos paleontológicos de la Cueva de la Zarzamora (Segovia, España). Boletín de la Real Sociedad Española de Historia Natural 105, 67-85.
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Assemblage variability during the Oldowan-Acheulean transition at Olduvai Gorge (Tanzania).
Techno-economic data from FLK West (Lower-Middle Bed II).
Policarpo Sánchez-Yustos1 , Fernando Diez-Martín1 , David Uribelarrea2 , Cristina Fraile1 , Javier Duque1 , Sara de
Francisco1 , Audax Mabulla3 , Enrique Baquedano4,5 , Manuel Domínguez-Rodrigo5,6
1 - Department of Prehistory, University of Valladolid, Valladolid, Spain · 2 - Department of Geodynamics, Complutense
University, Madrid, Spain · 3 - Paleontology and Archaeology Unit, National Museum of Tanzania, Dar es Salaam, Tanzania · 4 Museo Arqueológico Regional, Alcalá de Henares, Spain · 5 - Instituto de Evolución en África , Madrid, Spain · 6 - Department of
Prehistory, Complutense University, Madrid, Spain
A long-held consensus view among archaeologist is that the Acheulean emerged abruptly in East Africa after a temporally rapid
transition from the Oldowan [1]. The inter-assemblage variability documented during the Oldowan-Acheulean transition has traditionally been ordered according to the absence/presence and frequency of handaxes and other LCTs [2]. The Bed II archaeological
record at Olduvai has become the referential frame to explain cultural change and variation during this period. The emergence of
the Acheulean at the Gorge was dated ∼1.5 Ma and placed within Upper-Middle Bed II for many decades, being coincident with
the absence of H. habilis remains and Oldowan assemblages which could suggest an abrupt bio-cultural replacement. However, the
current discovery of FLK West has provided a new and more complex picture for the Oldowan-Acheulean transition. This ∼1.68
Mya site located within Lower-Middle Bed II has become the earliest Acheulean evidence at Olduvai [3]. Equally important is the
fact that FLK West is the earliest site in the archaeological record where lithic assemblages with differences in the absence/presence
and frequency of LCTs are interstratified in the same sequence. Therefore, it constitutes an exceptional opportunity to assess the
main factors that drived inter-assemblage variability during the Oldowan-Acheulean transition. With this objective, we have carried out a detailed techno-economic analysis in order to identify the most significant similarities and differences among the six
lithic assemblages unearthed in the FLK West fluvial sequence [4]. Similarities noted in terms of raw material selection, flaking
reduction and flake retouching behaviour evidence homogeneous technical decisions and cognitive skills. Differences registered in
the absence/presence and frequency of LCTs likely respond to occupation differences (e.g. short-term stay vs longer-term stay; low
impact vs higher impact occupation) and, in turn, the type and number of subsistence activities carried out on-site. Consequently,
the most parsimonious hypothesis is that a same hominin group or taxon (i.e. H. erectus) knapped all assemblages. However, it
is necessary to bear in mind that other hominin taxa with different cognitive skills and potentially stone tool-makers (H. habilis
and P. boisei) inhabited the Olduvai basin during Lower-Middle Bed II. Accordingly, two different and complementary scenarios
may explain the inter-assemblage variability documented during the Oldowan-Acheulean transition in Middle Bed II: (i) handaxe and non-handaxe bearing assemblages could be performed by the same group or taxon; (ii) non-handaxe bearing assemblages
could be performed by different hominin groups or taxa. The main consequence resulted from this new picture is that the OldowanAcheulean transition is a complex, additive and accumulative process rather than a simple and abrupt bio-cultural replacement one.
We wish to thank Tanzanian COSTECH and the Antiquities Unit for permits to conduct research in Olduvai Gorge. We also thank the Spanish Ministry of Economy and Competitiveness for funding
this research through the HAR2013.45246-C3-3-P project and the Ministry of Culture for funding our research through their Archaeology Program Abroad program.
References:[1] Torre de la I., 2016. The origins of the Acheulean: past and present perspectives on a major transition in human evolution. Philosophical Transactions of the Royal Society B, 371:
20150245. http://dx.doi.org/10.1098/ rstb.2015.0245.[2] Leakey M. D., 1971. Olduvai Gorge. Excavations in Beds I and II, 1960–1963, Vol 3. Cambridge University Press, Cambridge.[3] Diez-Martín F.,
Sánchez-Yustos P., Uribelarrea D., Mark D.F., Baquedano E., Mabulla A. et al., 2015. The Origin of the Acheulean: The 1.7 Million-Year-Old Site of FLK West, Olduvai Gorge (Tanzania). Science Reports,
5: DOI: 10.1038/srep17839.[4] Sánchez-Yustos P., Diez-Martín F., Domínguez-Rodrigo M., Fraile C., Duque J., Díaz I., de Francisco S., et al. 2018. Acheulean without handaxes? Assemblage variability at
FLK West (Lowermost Bed II, Olduvai, Tanzania). Journal of Anthropological Science, 18, 1-22.
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Population composition and possible origin of the Levantine Aurignacian culture: the dental evidence
Rachel Sarig1,2 , Omry Barzilai3 , Cinzia Fornai4,5 , Hila May2,6 , Gerhard W. Weber4,7
1 - Departments of Orthodontics and Oral Biology, the Goldschleger School of Dental Medicine, Sackler Faculty of Medicine,
Tel-Aviv University, Israel · 2 - The Shmunis Family Anthropology Institute, Dan David Center for Human Evolution and
Biohistory Research, Sackler Faculty of Medicine, Tel-Aviv University, Tel Aviv, Israel · 3 - Archaeological Research Department,
Israel Antiquities Authority, Jerusalem, Israel · 4 - Department of Evolutionary Anthropology, University of Vienna, Vienna,
Austria · 5 - Institute of Evolutionary Medicine, University of Zurich, Zurich, Switzerland · 6 - Department of Anatomy and
Anthropology, Sackler Faculty of Medicine, Tel-Aviv University, Tel Aviv, Israel · 7- Core Facility for Micro-Computed
Tomography, University of Vienna, Vienna, Austria
Who were the Levantine Aurignacians? The considerable resemblance between the Levantine and European Aurignacian cultures
led to the hypothesis that its presence in the former is due to migration of people from Europe [1]. Until very recently, the scanty
human remains from this time period from the Levant limited the investigation of this matter. The current study is based on the
dental remains discovered at Manot Cave (MC), Western Galilee, Israel. The cave contains evidence for human occupation during
the Early Upper Paleolithic period (46-33 ka) in the form of Early Ahmarian (∼46-42 ka) and Levantine Aurignacian (∼39-34
ka) [2]. Six teeth (three deciduous and three permanent) were found in the cave, four of which could be thoroughly analyzed qualitatively and quantitatively. Traditional and geometric morphometric methods were used to compare the Manot teeth to a large
Homo dental sample, including Early and Middle Pleistocene Homo, Neanderthals and recent modern humans. The landmark configurations represented the occlusal aspect of the dentinal crown, and the cervical and crown outlines [3,4] additionally the dental
diameters were considered along with dental features such as discrete traits and taurodontism. For two of the teeth the occlusal
aspect could not be considered because of the advanced degree of wear. Interestingly, the Manot dental remains variously displayed
modern human and Neanderthal traits. In particular, the results showed that the upper first premolar (MC-9 P³) is very probably
modern human, but the attribution of the upper deciduous second molar (MC-10 dm²) and the upper second permanent molar
(MC-8 M²) to modern humans is more uncertain. The lower second deciduous molar (MC-7 dm²) might represent a Neanderthal
individual. Based on these outcomes, the Levantine Aurignacian culture could be associated with either modern humans, or some
kind of local or foreign hybrid population of Neanderthals and modern humans. Whether the Aurignacian evidence at Manot Cave
represented a local Levantine population or a human group descendant from outside the Levant, remains a matter of debate.
References:[1] Alex, B., Barzilai, O., Hershkovitz, I., Marder, O., Berna, F., Caracuta, V., Abulafia, T., Davis, L., Goder-Goldberger, M., Lavi, R., 2017. Radiocarbon chronology of Manot Cave, Israel and
Upper Paleolithic dispersals. Science Advances. 3, e1701450. [2]Marder, O., Barzilai, O., Abulafia, T., Hershkovitz, I., & Goder-Goldberger, M. 2018. Chrono-cultural Considerations of Middle
Paleolithic Occurrences at Manot Cave (Western Galilee), Israel. In The Middle and Upper Paleolithic Archeology of the Levant and Beyond (pp. 49-63). Springer, Singapore. [3] Weber, G. W., Fornai, C.,
Gopher, A., Barkai, R., Sarig, R., & Hershkovitz, I. 2016. The Qesem Cave hominin material (part 1): A morphometric analysis of the mandibular premolars and molar. Quaternary international, 398,
159-174. [4] Fornai, C., Benazzi, S., Gopher, A., Barkai, R., Sarig, R., Bookstein, F.L., Hershkovitz, I., Weber, G.W., 2016. The Qesem Cave hominin material (part 2): A morphometric analysis of
dm2-QC2 deciduous lower second molar. Quaternary International. 398, 175–189.
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Neanderthal maxillary ontogeny at the micro- and macroscopic scales: an integrative approach to study
facial growth
Alexandra Schuh1 , Bruno Maureille2 , Michel Toussaint3 , Grégory Abrams4,5 , Dominique Bonjean4 , Philipp Gunz1 ,
Jean-Jacques Hublin1 , Sarah Freidline1
1 - Department of Human Evolution, Max Planck Institute for Evolutionary anthropology, Leipzig, Germany · 2 - CNRS , UMR
5199 – PACEA, Université de Bordeaux, French Ministry of Culture, Pessac, France · 3 - AWEM, Liège, Belgium · 4 - Scladina
Cave Archaeological Center, Andenne, Belgium · 5 - Faculty of Archaeology, University of Leiden, Leiden, The Netherlands
Many facial features that distinguish Neanderthals from anatomically modern humans are located on the maxilla. In Neanderthals,
the maxillary body is inflated and the nasal aperture is more projecting, resulting in their unique mid-facial prognathism. Previous
studies have shown that Neanderthal facial morphology differs from H. sapiens already at birth and throughout ontogeny [1, 2].
However, little is known about the microscopic processes underlying the development of these facial features and how they relate to
large-scale morphological shape changes during ontogeny. Bone modeling is the microscopic process by which bones grow in size
and model their shape [3] by simultaneously forming and resorbing bone surfaces at different locations. Unlike in H. sapiens, the
Neanderthal maxillary surface has been shown to be mainly bone forming during ontogeny, possibly explaining their prognathic
midfaces compared to modern humans [4]. Here we present new bone modeling data on four additional Neanderthal maxillae:
Le Moustier 2 (neonate), Roc de Marsal (∼3 years), Engis 2 (3 years) and Scladina (8 years). We also analyzed the bone modeling
patterns in a large ontogenetic sample of H. sapiens maxillae (n = 128) from diverse ethnic origins (European, Inuit and KhoiSan)
in order to better understand intraspecific variability and interpret the Neanderthal bone modeling pattern in a broad, comparative
context. We applied a new, integrative approach combining surface histology and semilandmark geometric morphometrics [5]. In
doing so, bone modeling patterns were analyzed using confocal microscopy, resorption was quantified and digital maps were made
to visualize bone modeling patterns. Additionally, landmarks and semilandmarks were applied to three-dimensional surface models of the same individuals in order to quantify and visualize maxillary growth. In H. sapiens the overall pattern of bone resorption
is similar in all ethnic groups, however subtle differences are present already in the youngest individuals. In particular, the Inuit
bone modeling pattern consistently shows more resorption in the anterior maxilla throughout ontogeny, suggesting that the bone
modeling pattern is constant throughout life in a given group. Consistent with previous findings [4], we show that the Neanderthal
maxilla is largely bone forming. However, we find bone resorption located around the canine root, a pattern never observed before.
At the macroscopic level, this corresponds to a forward growth in the anterior maxilla, a backward displacement in the postcanine
region and an elongation of the maxillary root. This pattern differs from H. sapiens in which forward growth is concentrated in the
superior maxilla, backward displacement largely occurs in the canine fossa and the maxillary root curvature becomes more accentuated. With the addition of new specimens from early ontogenetic stages, we are able to bring new insights into the complexity
of maxillary ontogeny in Neanderthals by giving detailed information on both micro- and macroscopic developmental patterns.
Our holistic approach gives complementary results between morphological changes and bone modeling patterns during ontogeny.
We show that both species-specific morphology and bone modeling patterns are established in the maxilla in early ontogeny and
maintained into adulthood. These findings suggest that robust predictions about facial growth can be made in fossil species whose
sample size is limited. Applying this integrative approach to other facial components as well as other extant and extinct species will
improve our knowledge of hominin facial ontogeny.
We would like to thank Pr. Kahn from the University of Strasbourg (France), Pr. Lynnerup and Dr. Villa from the Department of Forensic Medicine of the University of Copenhagen (Danemark),
Wilhelmina Seconna from the Iziko Museum as well as Dr. Gibbon from the University of Cape Town (South Africa), Ana Luisa Santos from the Department of Life Sciences, University of Coimbra
(Portugal), Jean-Jacques Cleyet-Merle from the Musée National de Préhistoire (France), as well as Valentin Fisher from the University of Liège (Belgium) for letting us access the collections.
References:[1] Ponce de Leon, M. S., Zollikofer, C. P. E., 2001. Neanderthal cranial ontogeny and its implications for late hominid diversity. Nature 412, 534-538.[2] Freidline, S. E., Gunz, P., Harvati, K.,
Hublin, J. J., 2012. Middle Pleistocene human facial morphology in an evolutionary and developmental context. Journal of Human Evolution 63, 723-740.[3] Enlow, D. H., Bang, D. D. S., 1965. Growth
and remodeling of the human maxilla. American Journal of Orthodontics 51, 446-464.[4] Lacruz, R. S., Bromage, T. G., O’Higgins, P., Arsuaga, J. L., Stringer, C., Godinho, R. M., Warshaw, J., Martinez,
I., Gracia-Tellez, A., de Castro, J. M., Carbonell, E., 2015. Ontogeny of the maxilla in Neanderthals and their ancestors. Nature Communication 6, 8996.[5] Schuh, A., Kupczik, K., Gunz, P., Hublin, J-J.,
Freidline, S.E., In press. Ontogeny of the human maxilla: a study of intra-population variability combining surface bone histology and geometric morphometrics. Journal of Anatomy.
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Is a knife a knife? Testing bifacial backed knives in controlled experiments
Lisa Schunk1,2 , Ivan Calandra1 , Walter Gneisinger1 , Olaf Jöris2,3 , João Marreiros1,2,4
1 - TraCEr, Laboratory for Traceology and Controlled Experiments at MONREPOS Archaeological Research Centre and
Museum for Human Behavioural Evolution, RGZM, Neuwied, Germany · 2 - Institute for Prehistoric and Protohistoric
Archaeology, Johannes Gutenberg University Mainz, Mainz, Germany · 3 - MONREPOS Archaeological Research Centre and
Museum for Human Behavioural Evolution, RGZM, Neuwied, Germany · 4 - ICArEHB. Interdisciplinary Center for
Archaeology and Evolution of Human Behaviour, University of Algarve, Portugal
Experiments are indispensable to address the relationship between the morphological design of stone tools and their use. In the
case of the Central and Eastern European Late Middle Palaeolithic bifacial backed knives (hereafter Keilmesser), tool morphology
seems to play a key role [1]. The asymmetric Keilmesser is produced in a highly standardised mode, displaying a single active edge
located opposite to a blunt back, resulting in the tool’s wedge-shaped section. The active edge itself is often composed of sections of
significantly varying edge angles. Keilmesser function, however, remains entirely speculative but has been inferred from tool morphology and their well-documented production sequences, assuming repeated phases of re-sharpening and re-use. Only morphotechnological analyses combined with controlled experiments and use-wear analyses can lead to a substantial understanding of
the function(s) of Keilmesser. Therefore, two of the largest and most prominent Keilmesser-assemblages in Central Europe, Balver
Höhle [2],[3] and Buhlen [4], both located in Germany, serve as case studies. The study presented here is a sequential, controlled
experiment with the aim to test ‘cutting’ as one potential function for Keilmesser. In this first experiment, we address functional
aspects such as performance, efficiency and durability. To test this, we produced morphologically standardised samples made of the
lithic raw materials encountered in the archaeological context of both sites – silicified schist and flint. These standard samples were
cut bifacially and were produced with different edge angles. The choice of edge angles was based on all the measurements obtained
from the archaeological material. To do so, we applied a new quantitative approach to characterise the active edge: an algorithmbased, semi-automated method to calculate angles along the edge at predefined steps from 3D models. Experiments were conducted
with an industrial material teststand (Inotec-AP SmartTester) to mimic cutting movements under controlled conditions, including contact angles, cutting length, force, velocity, acceleration and the number of strokes in combination with selected contact
materials. This experimental setup provides us with quantitative data about e.g. penetration depth, friction, loss of material from
the tool as well as the contact material and edge angle changes. The obtained data reflect tool performance and efficiency for each
combination of raw material and edge angle for a defined cutting movement. Furthermore, it is also possible to quantify edge durability. This will allow an improved understanding why Neanderthals chose this specific tool morphology including the edge angle
and at what stage in the chaîne opératoire further reduction and/or resharpening became necessary. In the next step, these results
will be combined with qualitative and quantitative use-wear analyses. Our approach will bring the functional inferences from the
experimental setup together with data independently obtained from the archaeological material. Given this, we aim for a holistic
understanding of the underlying tool concept and manufacturing strategy of Keilmesser.
References:[1] Jöris, O., 2006. Bifacially Backed Knifes (Keilmesser) in the Central European Middle Palaeolithic., in: Goren-Inbar, N., Sharon, G. (Eds.), Axe Age - Acheulian Toolmaking, from Quarry
to Discard. Approaches to Anthropological Archaeology. Equinox: London, 287–310.[2] Günther, K., 1964. Die altsteinzeitlichen Funde der Balver Höhle. Bodenaltertümer Westfalens VIII, Münster.[3]
Jöris, O., 1992. Pradniktechnik im Micoquien der Balver Höhle. Archäologisches Korrespondenzblatt 22, 1–22.[4] Bosinski, G., 1969. Eine Variante der Micoque-Technik am Fundplatz Buhlen, Kreis
Waldeck. Jahresschrift für Mitteldeutsche Vorgeschichte 53.
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Where are the hearths? Experimental geoarchaeological investigations of fire visibility in the Lower
Palaeolithic of NW Europe
Rebecca V. Scott1
1 - Department of Archaeology, University of Reading, UK and the Department of Archaeology, University of Exeter, UK
During the NW European Lower Palaeolithic (c. 1 ma - 300 ka BP), archaeological evidence for hominin fire use is sparse, with
just a handful of sites providing evidence for the control of fire occurring towards the end of the period (c. 400-300 ka BP). Regardless of the many benefits of controlled fire use (e.g. warmth, light, cooking, protection from predators, communication, niche
construction), it has also been suggested that even Neanderthals were not obligate fire users, with varying interpretations of the
Middle Palaeolithic evidence for fire use pre-60 ka BP. A lack of evidence for fire use can be considered from a number of perspectives: a genuine absence; a reflection of past methodological limitations; location bias; and/or preservation bias. The investigation
of potential evidence for hominin fire use at individual sites has been a recent focus for experimental work, providing a more detailed understanding of fire use at particular locations [1][2][3]. However, the nature of fire visibility in the wider archaeological
record, including an improved understanding of the effects of small controlled fires built on different types of substrates, and the
factors controlling the preservation of fire residues is essential for our knowledge of the earliest hominins in this region. The aim
of this research is, therefore, to investigate how differences in sediment type affect the visibility of fire features, and discuss what
short-term field experiments can tell us about the preservation and visibility of these features in the archaeological record. Results
from ongoing experimental work utilising both macro-and microscopic analyses (micromorphology, magnetic susceptibility and
anhysteretic remanence magnetisation, observations of changes in lithic debitage buried at different depths and lateral extents)
from small (50-70 cm) controlled fires of around 2 hours duration indicate clear differences in the visibility of fires depending on
a) underlying sediment type, and b) fuel load. The results of these ongoing experiments will be discussed in the context of the lack
of evidence for fire-related behaviours in the Lower and Middle Palaeolithic of North West Europe.
I would like to thank Dr Robert Davis (Queen Mary, University of London) and Dr Joshua Hogue. This research is funded by the Arts and Humanities Research Council South, West and Wales Doctoral
Training Partnership (AHRC SWW DTP).
References:[1] Miller, C. E., Conard, N. J., Goldberg, P. & Berna, F., 2010. Dumping, sweeping and trampling: Experimental micromorphological analysis of anthropogenically modified combustion
features, Palethnologie, 2, 25–37.[2] Bentsen, S. E., 2012. Size matters: Preliminary results from an experimental approach to interpret Middle Stone Age hearths. Quaternary International, 270,
95–102.[3] Mallol, C., Hernández, C.M., Cabanes, D., Sistiaga, A., Machado, J., Rodríguez, Á., Pérez, L. and Galván, B., 2013. The black layer of Middle Palaeolithic combustion structures. Interpretation
and archaeostratigraphic implications. Journal of Archaeological Science, 40(5), 2515-2537.
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Revisiting Umhlatuzana Rock Shelter, KwaZulu-Natal, South Africa: First geoarchaeological results
Irini Sifogeorgaki1 , Gerrit Dusseldorp1,2
1 - Faculty of Archaeology, Leiden University · 2 - Palaeo-Research Institute, University of Johannesburg
Umhlatuzana is one of the few sites with deposits spanning the Middle to Later Stone Age transition (∼40–30 ka). It is thus crucial that this site is considered when documenting the development of modern human behaviour in southern Africa during Marine
Isotope Stages 3 and 2. The site was excavated in the 1980s by Jonathan Kaplan. The stratigraphy of the Pleistocene part of the
sequence proved difficult to discern, and the deposits showed poor preservation of organic remains, including charcoal. Kaplan
[1] suggested that sediment movement may have impacted the integrity of the Middle and early Later Stone Age assemblage. Due
to the questionable stratigraphic integrity of Umhlatuzana, the scientific community has been sceptical about incorporating the
site’s archaeological material into the general discussion on the Middle to Later Stone Age transition. In 2018, we initiated a highresolution geoarchaeological study of the site to clarify the site formation processes of the stratigraphic sequence, aiming at the
Pleistocene deposits. We excavated a small (0.75 m2 ) area, piece-plotting all finds in excess of 2 cm. We excavated following the
natural stratigraphy and used artificial spits of 1–2 cm in thicker layers. We also took samples for OSL dating, micromorphology,
phytolith analysis, and bulk sediment samples for sedimentological, geochemical, and mineralogical analyses. We present our field
observations of the stratigraphy, complemented with the results of the sedimentological (particle size analysis) and geochemical
(pH, loss on ignition) analyses of the sediments. We also present the analysis of the vertical distribution of piece-plotted finds.
The granulometry results indicate a similar sediment texture is present throughout the sequence, confirming field observations of a
consistent sedimentological environment characterised by in-situ weathering and aeolian sediment input. The results of loss on ignition analysis reveal a paucity of organic content in the sediments presumed to be of Pleistocene age. pH analysis demonstrate lateral
changes in the Pleistocene deposits, as well as much higher values in Holocene combustion features. More fine-grained analyses will
be performed to determine if acidity/alkalinity can explain patterns in the preservation of organic materials across the sequence.
Analysis of the piece plotted finds demonstrates semi-horizontal layering of archaeologically denser and more sterile zones. This
contradicts the initial suggestions of large scale post-depositional sediment movement. Additional geoarchaeological analyses are
underway to address outstanding questions on the stratigraphic integrity of the site. With a clearer stratigraphic understanding of
the site, we will be able to study the archaeological materials, assess the representativeness of the existing collections, and shed light
onto the reasons behind the Middle to Later Stone Age transition.
Research funded by NWO Vidi grant 276-60-004. We thank Femke Reidsma for assistance with the pH analysis, and Victor Klinkenberg for providing insights in the find distribution analysis. Grain size
and loss on ignition analyses were conducted at the Free University, Amsterdam.
References:[1] Kaplan, J., 1990. The Umhlatuzana Rock Shelter sequence: 100 000 years of Stone Age history. Natal Museum Journal of Humanities 2, 1-94.
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Form influence on electrodermal activity during stone tool manipulation
María Silva-Gago1 , Annapaola Fedato1 , Marcos Terradillos-Bernal2 , Rodrigo Alonso-Alcalde3,4 , Elena Martín-Guerra5 ,
Emiliano Bruner1
1 - Centro Nacional de Investigación sobre la Evolución Humana, Burgos, Spain · 2 - Universidad Internacional Isabel I de
Castilla, Burgos, Spain · 3 - Museo de la Evolución Humana, Burgos, Spain · 5 - Sociograph Marketing Science Consulting,
Valladolid, Spain
Humans evolved a particular cognitive relationship with objects and technology, through specialized parietal areas which are associated with tool use and body-tool integration [1]. When an object is positioned within the visual range and enters the peri-personal
personal space, it represents a potential tool, being further integrated into the body scheme when handled [2]. Handling involves
somatosensory perception through the skin surface and a dynamic touch based on the propriocetive response of the whole body [3].
In this sense, tools participate to the cognitive process altering the perception of the body and activating special neural functions.
Recent analysis demonstrated that handling Paleolithic stone tools does influence the emotional and attentional engagement as
measured through electrodermal activity, with differences associated with tool typology [4, 5]. In this survey, we tested the correlation between electrodermal activity (electrodermal level: EDL; electrodermal response: EDR), manipulation time, and stone tool
geometry. Tool form was quantified by geometric morphometrics, through 30 equally-spaced landmarks in 2 dimensions, using an
experimental sample of choppers, handaxes and flakes. Coordinates were registered through Procrustes superimposition, although
size was not normalized, as to evaluate the overall geometry of the tool (size and shape). The first shape component (78%) is associated with size and elongation, separating the tool types although with an area of morphological overlap. The second component
(15%) is common to all tool typologies, and it is associated with the degree of elongation without size changes. PC1 is correlated
with EDL and TMT (p < 0.05, R = -0. 8 and 0.8 respectively), while PC2 is related with EDR (p < 0.05, R = 0.6). Namely, attention
and manipulation time does increase with large and elongated tools, while arousal is specifically related to elongation. We conclude
that size and widening cause higher attentional and arousal engagement in contrast to small and elongated tools. It remains to be
evaluated whether such physiological reaction is due to grasping difficulties, and to what extent it may depend on the different
grasping modalities (power vs precision grip).
We are grateful to all the volunteers who participated in this survey. This study is funded by Junta de Castilla y León, cofinanced by the European Social Funds (EDU/574/2018) and the Spanish
Government (Atapuerca Project;PGC2018-093925-B-C31).
References:[1] Goldring, A., Krubitzer, L., 2017. Evolution of parietal cortex in mammals: From manipulation to tool use. In: Krubitzer, L., Kaas, J.H. (Eds.), The Evolution of Nervous Systems, Elsevier,
London, 259-286.[2] Maravita, A., Iriki. A., 2004. Tools for the body (schema), Trends in Cognitive Sciences, 8, 2, 79-86.[3] Turvey, M. T., Carello, C., 2011. Obtaining information by dynamic (effortful)
touching. Philosophical Transactions of the Royal Society of London B: Biological Sciences, 366, 3123-3132.[4] Bruner, E., Fedato, A.P., Silva-Gago, M., Alonso-Alcalde, R., Terradillos-Bernal, M.,
Fernández-Durantes, M.A., Martín-Guerra E., 2018. Cognitive archeology, body cognition, and hand–tool interaction. Progress in Brain Research, 238, 325-345.[5] Bruner, E., Fedato, A.P., Silva-Gago,
M., Alonso-Alcalde, R., Terradillos-Bernal, M., Fernández-Durantes, M.A., Martín-Guerra E., 2018. Visuospatial attention and hand-tool interaction in cognitive archaeology. Current Topics in
Behavioural Neuroscience, 1-24.
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Using ZooMS to assess hominin subsistence behaviour during the Middle to the Upper Palaeolithic
transition at Fumane (Italy)
Virginie Sinet-Mathiot1 , Geoff M. Smith1 , Matteo Romandini2,3 , Arndt Wilcke4 , Marco Peresani3 , Jean-Jacques Hublin1 ,
Frido Welker1,5
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - University of
Bologna, Department of Cultural Heritage, Ravenna, Italy · 3 - University of Ferrara, Department of Humanities, Section of
Prehistory and Anthropology, Ferrara, Italy · 4 - Fraunhofer Institute for Cell Therapy and Immunology, Leipzig, Germany · 5 Evolutionary Genomics Section, Globe Institute, University of Copenhagen, Copenhagen, Denmark
Pleistocene faunal assemblages are often highly fragmented, either due to taphonomic or to anthropological processes, preventing
any taxonomic identification based on morphology through traditional methods [1]. This creates a potential bias in the analysis of
hominin behaviour. It results in the inevitable exclusion of a vast quantity of archaeologically valuable data, but also a problematic
assignment to body size classes subject to highly variable categorization. However, bone fragmentation can still be very informative, especially regarding subsistence patterns and butchery practices. Collagen type 1 (COL1) peptide mass fingerprinting through
ZooMS (Zooarchaeology by Mass Spectrometry) [2] has previously focused on ecological purposes with the improvement of the
faunal spectrum or the identification of additional hominin specimens in Pleistocene contexts. However, its potential to investigate
hominin subsistence behaviour and faunal carcass processing based on unidentifiable bone fragments has been, largely, unexplored.
In this study, we integrate complementary data sets from zooarchaeology and ZooMS to analyse bone assemblages from the final
Mousterian (layer A4) and Uluzzian (layer A3) contexts at Fumane cave (Italy) [3, 4]. Thus, we investigate the relationship between
faunal composition and bone fragmentation by using untargeted ZooMS analysis correlated with traditional zooarchaeology. At
Fumane, we have identified a large frequency difference between the morphologically identified assemblage and the ZooMS assemblage for a particular species within the same archaeological unit. This significant difference in species abundance is marked by a
six fold-increase in the quantity of Bos/Bison remains in the molecularly-identified component. Comparisons of different classes of
surface modifications demonstrate that such fragmentation relates specifically to hominin carcass processing behaviour [5]. High
frequencies of percussion marks suggest that these bone specimens have been intentionally more fragmented by human activity
than other taxa in order to extract marrow from long bones. Thus, the application of ZooMS to these taxonomically unidentifiable
bone specimens gives a more informative picture about carcass processing at Fumane but also allows for a clearer picture of species
composition and a more secure assignment to body size class.
The authors thank the Max Planck Society for making this research possible. Research at Fumane is coordinated by the Ferrara University (MP) in the framework of a project supported by the Ministry of
Culture – Veneto Archaeological Superintendence, public institutions (Lessinia Mountain Community - Regional Natural Park, Fumane Municipality), Foundations (Leakey Foundation, Spring 2015
Grant), and private associations and companies. V.S.M and G.M.S are funded by the Max Planck Society. F.W. is supported by a Marie Sklowdoska-Curie Action postdoctoral Fellowship awarded by the
European Union (#795569).
References:[1] Morin, E., Ready, E., Boileau, A., Beauval, C., Coumont, M.-P., 2017. Problems of Identification and Quantification in Archaeozoological Analysis, Part I: Insights from a Blind Test.
Journal of Archaeological Method and Theory. 24, 886–937.[2] Buckley, M., Collins, M., Thomas-Oates, J., Wilson, J.C., 2009. Species identification by analysis of bone collagen using matrix-assisted laser
desorption/ionisation time-of-flight mass spectrometry. Rapid communications in mass spectrometry: RCM. 23, 3843–3854.[3] Tagliacozzo, A., Romandini, M., Fiore, I., Gala, M., Peresani, M., 2013.
Animal Exploitation Strategies during the Uluzzian at Grotta di Fumane (Verona, Italy). In: Clark, J.L., Speth, J.D. (Eds.), Zooarchaeology and Modern Human Origins: Human Hunting Behavior during
the Later Pleistocene. Springer Netherlands, Dordrecht, pp. 129–150.[4] Peresani, M., Cristiani, E., Romandini, M., 2016. The Uluzzian technology of Grotta di Fumane and its implication for
reconstructing cultural dynamics in the Middle-Upper Palaeolithic transition of Western Eurasia. Journal of human evolution. 91, 36–56.[5] Fisher, J.W., 1995. Bone surface modifications in
zooarchaeology. Journal of Archaeological Method and Theory. 2, 7–68.
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New reflections on the EUP and AMH dispersal in Eastern Europe.
Andrei Sinitsyn1 , Alexander Bessudnov1
1 - Palaeolithic department, Institute for the History of Material Culture, Russian Academy of Sciences, St-Petersburg, Russia
The re-dating of sites and re-examination of artifact collections provide a basis for new reflections of the pattern of the earliest
Upper Paleolithic (EUP) and related dispersal of Anatomically Modern Humans (AMH) in Eastern Europe.
Pre-Aurignacian assemblages of the East European EUP include six cultural units: (1) Streletskian, traditionally distinguished as
a local transitional cultural unity [1]; (2) Levallois-derived entity or Emiro-Bohunician technocomplex [2]; (3) Zaozerian as a local
cultural unit with curved backed pieces [3]. (4) Spitsynean as a regional East European culture or a local variety of Protoaurignacian
[4]; (5) Cultural layer IVb at Kostenki 14 [5]; (6) cultural layer C at Buran Kaya 3.
The first two traditionally considered as transitional cultures containing a Middle Paleolithic component. The Spitsynean and
cultural layer IVb of Kostenki 14 are fully developed Upper Paleolithic, associated with the skeletal remains (teeth) of modern
humans.
Nowhere else in Europe pre-Aurignacian assemblages exhibit such diverse cultural traditions. Their chronology, classification,
and role in the spread of the EUP and AMH remain open for discussion and are the subject of this review. The earliest Upper
Paleolithic complexes at Kostenki are the most representative, most reliably dated, and yield the most archaeological material. The
earliest Aurignacian is dated to 40 ka (cal) based on samples from the cultural layer in volcanic ash (LVA) at Kostenki 14. Others
cultural units considered here are older, possibly overlapping with the Aurignacian at the younger end of their (uncertain) temporal
boundaries.
Only the Streletskian is represented at numerous sites: five at Kostenki (K1-V, K6, K11-V, K12-III, Borshchevo 5-IV), and
Sungir, Garchi 1, Nepriakhino, Vys outside the Kostenki group. The dating of the Streletskian falls between 45 ka (cal) for the
cultural layer V of Kostenki 1 and 34 ka (cal) at Sungir, Vys and Garchi 1 with the likelihood that the latter will be revised downward.
The Streletskian traditionally has been considered the most ancient UP and new dates confirm it with the unresolved problem of
its upper temporal boundary.
All other cultural unities are represented by single sites. The bases for its cultural affiliation are the single features: microblades
with rectilinear profile for the proto-Aurignacian identification; curved backed pieces for the separation of the Zaozerian as particular cultural unity; bifacial leaf-points for the attributions of the cultural layer C at Buran Kaya 3, etc. Along with well-defined
cultural diagnostics, all cultural units of the East European EUP exhibit a number of similar cross-cultural indicators.
Two patterns of adaptation can be reconstructed on the basis of the raw material procurement for the pre-Aurignacian traditions
at Kostenki. The Streletskian and IVb cultural layer of Kostenki 14 are characterized by the use of all available varieties of raw
material with the predominance of local materials. The Spitsynean, by contrast, reflects predominance of imported black Cretaceous
flint, the nearest outcrops of which are at least 150 km from Kostenki.
The current situation in classification the East European pre-Aurignacian assemblages leads to the problem: in what extent
criteria for the cultural identification of the Western European Paleolithic can be used for the cultural differentiation of the Eastern
European ones.
Two general models for the pre-Aurignacian EUP of Eastern Europe remain under consideration: (1) within the context of the
Out-of-Africa dispersal, as a pioneer waves of the populations with unformed cultural traditions and different patterns of adaptations, and/or (2) outside of migrations concept as a consequence of the trial-and-error method in the process of search the optimal
models of adaptation to local conditions and environments.
Acknowledgements. I am grateful to J.F. Hoffecker for correction of my English. This paper is a contribution to RFBR projects 17-06-00319, 18-39-20009 and to state assignment 0184-2019-0001.
References:[1] Rogachev, A.N., 1957. Multilayer sites of Kostenki-Borshchevo area on Don and the problem of cultural evolution on Russian plain in the Palaeolithic epoch. In: Materials and studies for
USSR archaeology, vol. 59. Moscow-Leningrad, 9-134 (in russian).[2] Kozłowski, J.K., 2004. Early Upper Paleolithic levallois-derived industries in the Balkans and in the Middle Danube basin. In:
Anthropologie, XLII/3. Brno, 263-280. Škrdla P., Sytnyk O., Koropetsky R. 2016. New observations concerning Kulychivka site, layer IV. In: Materials and studies for the archaeology of Transcarpatian
and Volyn. Lviv, 15-25.[3] Kozłowski, J.K., 2010. The Middle to Upper Palaeolithic Transition north of the continental divide: between England and the Russian Plain. In: The Upper Palaeolithic
revolution in global perspective. Papers in honor of Sir Paul Mellars /eds. K.V.Boyle, C.Gamble, O.Bar-Yosef/. Cambridge. McDonald Institute for Archaeologicak Research, 123-135.[4] Boriskovsky, P.I.,
1963. Studies on the Palaeolithic of Don basin. In: Materials and studies for USSR archaeology, vol. 121. Moscow-Leningrad (in russian); Dinnis R., Bessudnov A., Reynolds N., Devièse T., Pate A., Sablin
M., Sinitsyn A., Higham T., 2019. New data for the Early Upper Paleolithic of Kostenki (Russia). In: Journal of Human Evolution, 127, 21-40.[5] Sinitsyn, A.A., 2014. L’Europe orientale. In:
Néandertal/Cro-Magnon. La rencontre (dir. M.Otte). Errance. Arles, 189-220.
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The utility of manganese dioxide as a Palaeolithic tinder enhancer supported by actualistic fire-making
experiments
Andrew C. Sorensen1
1 - Leiden University, Netherlands
The collection of the black minerals comprised primarily of manganese dioxide (MnO₂) by Neandertals during the late Middle
Palaeolithic in France is a known archaeological phenomenon, with some of these blocks exhibiting evidence of having been abraded
to produce powder [1,2]. This has generally been interpreted as resulting from the production of black pigment that may have been
applied to the body as a form of symbolic expression [3]. However, Heyes and colleagues [4] demonstrate that MnO₂ can reduce
the auto-ignition temperature of wood by upwards of 100°C and suggest that this special pyrotechnic property of powdered MnO₂
may have been appreciated by Neandertals. Specifically, they suggest that the addition of MnO₂ to tinder materials may have aided
in fire-making. Recent findings suggesting that late Neandertals were producing fire by artificial means as early as 50,000 years ago
lend credence to this hypothesis [4]. The purpose of the study described here is to test the utility of MnO₂ as a tinder enhancer
during actualistic fire-making experiments. The flint-and-pyrite fire-making method was employed to produce sparks that were directed onto different types of tinder, both with and without added MnO₂, to determine if and the degree to which this material
improves the ability of the tinders to capture sparks, allowing them to propagate into a glowing ember. The initial results of this
study lend support to the hypothesis of Heyes and colleagues by demonstrating that MnO₂ improves the spark capturing efficiency
of tinder material over untreated tinder, thereby reducing the time and energy required to produce fire using the percussive firemaking method. However, it was also observed that the incorporation of pyrite dust into the untreated tinder over the course of
the experiments appeared to improve its ability to capture sparks, lending to the idea that pyrite powder added to tinder prior to
making fire could also expedite the process and largely negate the need for collecting MnO₂ for this purpose.
References:[1] Pitarch Martí, A., d’Errico, F., 2018. Seeking black. Geochemical characterization by PIXE of Palaeolithic manganese-rich lumps and their potential sources. Journal of Anthropological
Archaeology 50, 54-68.[2] Dayet, L., Faivre, J.-P., Le Bourdonnec, F.-X., Discamps, E., Royer, A., Claud, E., Lahaye, C., Cantin, N., Tartar, E., Queffelec, A., Gravina, B., Turq, A., d’Errico, F., 2019.
Manganese and iron oxide use at Combe-Grenal (Dordogne, France): A proxy for cultural change in Neanderthal communities. Journal of Archaeological Science: Reports 25, 239-256.[3] Soressi, M.,
d’Errico, F., 2007. Pigments, gravures, parures: les comportements symboliques controversés des Néandertaliens, in: Vandermeersch, B., Maureille, B. (Eds.), Les Néandertaliens. Biologie et cultures.
Comité des Travaux Historiques et Scientifiques (Documents Préhistoriques 23), Paris, pp. 297-309.[4] Heyes, P., Anastasakis, K., Jong, W.d., Hoesel, A.v., Roebroeks, W., Soressi, M., 2016. Selection and
Use of Manganese Dioxide by Neanderthals. Scientific reports 6, 22159.[5] Sorensen, A.C., Claud, E., Soressi, M., 2018. Neandertal fire-making technology inferred from microwear analysis. Scientific
reports 8, 10065.
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Cultural interactions. Differentiating convergence from influence in the material culture record
Marie Soressi1
1 - Leiden University, Netherlands
Ancient DNA studies have shown interbreeding in between fossil hominin populations – something that material culture studies
and studies of ancient human anatomy failed to do in a convincing manner for decades. However, beyond tracking fingerprints of
interbreeding, genetic studies do not help us understand how interactions between ancient hominins unfolded. The nature of the
interactions remains unknown. Genes can be acquired via peaceful as well as non-peaceful ways, are transmitted via biological processes that were not under human control until very recently and they don’t have to be transmitted across generations — they can
be selected against and lost. Genes are only rarely entering the fossil record and likely enter in a different location than where they
were originally acquired. On the other hand, artefacts are created in a cultural context that was socially mediated and susceptible to
influences from outside. Manufacturing processes are controlled by humans. Technological analysis as well as recent developments
in 3D geometric morphometric methodologies enable researchers to reconstruct manufacturing processes and end-products in
much higher detail. Artefacts are usually found in abundance at excavated sites and are often discovered in the location where
they have been abandoned by ancient humans. Yet, material culture studies are not often used to reconstruct interactions during
the Pleistocene. Studying cultural exchanges processes has always been a challenge in prehistoric archaeology. How to distinguish
changes due to contact from changes arising independently, in other words: how do we set aside influence from convergence? It
is traditionally thought that the archaeological record lacks chronological resolution to discuss influence. When two objects are
found in an archaeological layer, how can we tell if they were deposited on the same day, same month, or even the same year? In
this paper, building especially upon G. Tostevin’s work [1] and other’s, we will argue that we can overcome what is seen as a lack of
chronological resolution by checking how many design options are available and contrast what option was taken with the number
of available options. If they were 20 different options available to obtain the same product, and the same option was used by broadly
contemporaneous people at places that can be geographically connected, influence will be much more likely than convergence. We
will argue that a detailed reconstruction of the manufacturing processes and the shape of the end-product combined with an exploration of the options available via modelling and experimental archaeology will be a powerful instrument to identify influences.
With this, we hope to work toward a better understanding of the nature of hominin interactions in the Pleistocene archaeological
record.
References:[1] Tostevin, G.B., 2013. Seeing lithics: a middle-range theory for testing for cultural transmission in the Pleistocene. Oxbow Books, Oakville.
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Preservation of Ancient DNA in Late Quaternary Stalagmites from Western Georgia
M.C. Stahlschmidt1,2 , T.C. Collin3 , D. Fernandes4,5 , S. Heinrich1 , D. Fleitmann6 , F. McDermott7 , R. Pinhasi4
1 - Department of Human Evolution, Max-Planck-Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - School of
Archaeology, University College Dublin, Dublin, Ireland · 3 - School of Medicine, University College Dublin, Dublin, Ireland · 4
- Department of Evolutionary Anthropology, University of Vienna, Vienna, Austria · 5 - CIAS, Department of Life Sciences,
University of Coimbra, Coimbra, Portugal · 6 - Department of Environmental Sciences, University of Basel, Basel, Switzerland · 7
- School of Earth Sciences, University College Dublin, Dublin, Ireland
Ancient DNA (aDNA) is a rich source of information for archaeological and anthropological research with paleogenetic studies
retrieving their information mainly from animal and human bones. Recent research has explored further paleogenetic archives,
such as archaeological sediments [1] and speleothems [2, 3]. Speleothems have several potential benefits as a paleogenetic archive.
First, speleothems can form closed systems, limiting the effect of leaching through layers, and may be securely dated with U-series.
Secondly, preservation conditions for DNA are ideal inside the stalagmites and especially for those located deeper inside caves,
where temperatures are relatively stable and no light enters the cave. Thirdly, ancient DNA in speleothems can provide information on plants and animals including humans in caves where no other material evidence is left due to taphonomy or anthropogenic
removal processes. Lastly, aDNA in speleothems presents a direct link between the archaeological record and paleoenvironmental
data retrieved from the speleothems. Two recent studies reported on the recovery of aDNA from stalagmites [2] and ‘popcorn’
calcite [3]. Zepeda Mendoza et al retrieved aDNA of marine, terrestrial and cave taxa from Holocene ‘popcorn’ calcite from an
unusual dolerite granite gneiss cave in Sweden. Our study [2] focused on the analysis of stalagmites from a limestone hosted cave,
which are commonly used for paleoclimatic reconstructions. We sampled two stalagmites from a cave in Western Georgia, Solkota
Cave, and almost all samples gave aDNA reads, with typical deamination of cytosine at the terminal ends. The samples yielded
aDNA from mammals (bear, roe deer, horseshoe bat) as well as plants (chestnut, hazelnut, flax) and we were able to date some of
the aDNA bearing stalagmite layers to between ∼ 84 ka and ∼ 56 ka BP with the U-series dating method. The formation history
of aDNA preserved inside speleothems - DNA source, DNA adsorption, transport (agent), deposition, speleothem formation as
well as preservation conditions – is, however, still an open question and greatly impacts the interpretation of these new data. We
propose three different formation models for DNA preserved in speleothems: 1) Transport of DNA from the soil cover above the
epikarst dissolved in water travelling through the epikarst into the cave; 2) Adsorption of DNA to sediments and their incorporation into the speleothem; 3) Direct contact of the organism with the speleothem and transfer of their DNA. A combination of these
models is also possible and the effects of speleothem formation on DNA preservation must also be considered. Reconstructing the
formation history of aDNA embedded in speleothems will provide us with the contextual information necessary for interpreting
the archaeological and paleoenvironmental meaning of this aDNA data.
The research presented here was supported by a New Interdisciplinary Initiatives Fund grant (SF1362) to MCS by the University College Dublin. We are grateful to the excavation team of Satsurblia, the
people of Kumistavi and the Georgian State Museum.
References:[1] Slon, V., Hopfe, C., Weiss, C.L., Mafessoni, F., de la Rasilla, M., Lalueza-Fox, C., Rosas, A., Soressi, M., Knul, M.V., Miller, R., 2017. Neandertal and Denisovan DNA from Pleistocene
sediments. Science 356, 605–608.[2] Stahlschmidt, M.C., Collin, T.C., Fernandes, D.M., Bar-Oz, G., Belfer-Cohen, A., Gao, Z., Jakeli, N., Matskevich, Z., Meshveliani, T., Pritchard, J.K., McDermott, F.,
Pinhasi, R., 2019. Ancient Mammalian and Plant DNA from Late Quaternary Stalagmite Layers at Solkota Cave, Georgia. Scientific Reports 9, 6628. https://doi.org/10.1038/s41598-019-43147-0.[3]
Zepeda Mendoza, M.L., Lundberg, J., Ivarsson, M., Campos, P., Nylander, J.A., Sallstedt, T., Dalen, L., 2016. Metagenomic analysis from the interior of a speleothem in Tjuv-Ante’s Cave, Northern
Sweden. PloS one 11, e0151577.
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Digitization of an Upper Palaeolithic double infant burial from Krems-Wachtberg
Stefanie Stelzer1 , Thomas Einwögerer2 , Anja Grebe3 , Philipp Gunz4 , Marc Händel2 , Simon Neubauer4 , Dieter Pahr1,5 ,
Ulrich Simon2 , Maria Teschler-Nicola6,7
1 - Department of Anatomy and Biomechanics, Karl Landsteiner University of Health Sciences, Krems an der Donau, Austria · 2
- Institute for Oriental and European Archaeology, Austrian Academy of Sciences, Austria · 3 - Department for Arts and Cultural
Studies, Faculty of Education, Arts and Architecture, Danube University Krems, Austria · 4 - Department of Human Evolution,
Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 5 - Institute for Lightweight Design and Structural
Biomechanics, Vienna University of Technology, Austria · 6 - Department of Anthropology, Natural History Museum Vienna,
Austria · 7 - Department of Evolutionary Anthropology, University of Vienna, Austria
In 2005, an Upper Palaeolithic double infant burial was discovered at the Gravettian site of Krems-Wachtberg, Krems/Danube,
Lower Austria [1]. Interred with ivory beads and embedded in red ochre, the infants, identified as neonates, were covered and protected by a mammoth scapula accounting for the remarkable preservation state of the find. Originally, the burial was recovered as
a block and initially stored at a climate-controlled storage facility at the Natural History Museum Vienna. In 2015, the skeletal remains were carefully excavated from the block. During this excavation, we continuously generated structured-light 3D surface scans
to document each step of the bones’ exposure. Here, we share the first results of an interdisciplinary effort to digitize the bones,
and to archive and share the data that were assembled during the excavations, as well as the data that are produced throughout this
work. To digitize the individual bones after excavation, we use a SkyScan microCT-scanner at the Division of Biomechanics of the
Core Facility Campus Krems, Austria. Using the surface scans made during the excavation of the bones, we are able to reconstruct
the position the remains were found in. Here, we concentrate on one of the infants (individual 2) and restore the find position
of sixteen preserved carpals, metacarpals, and phalanges of its left hand as well as the cranium. Since the latter is fragmented and
collapsed in part we reconstruct its anatomical shape using geometric morphometrics. The resulting data will be made available in
an open-source database that will be structured for different target groups ranging from interested non-specialists to experts in the
fields of archaeology and palaeoanthropology. The Krems-Wachtberg double infant burial provides the rare occasion for studying
both neonate anatomy and cultural behavior of early modern humans. Moreover, since it allows for ontogenetic and phylogenetic
comparisons with other subadult early modern humans or Neandertal infants, digitization and reconstruction of the skeletons will
set the basis for future research.
References:[1] Einwögerer, T., Friesinger, H., Händel, M., Neugebauer-Maresch, C., Simon, U., Teschler-Nicola, M., 2006. Upper Palaeolithic infant burials. Nature 444(7117), 285.

182

Poster Presentation Number 18, Session 2, Sa. 12:15-14:00

Biomechanical properties of the femur during locomotor development in modern humans
Karen Swan1 , Rachel Ives1 , Laura Wilson2 , Louise Humphrey1
1 - Centre for Human Evolution Research, Natural History Museum, London, UK · 2 - Palaeontology, Geobiology & Earth
Archives Research Centre, University of New South Wales, Australia
The femur is a weight bearing bone which undergoes major shape transformations in early childhood. Using an engineering beam
model, previous work has demonstrated that the femoral midshaft shifts from a mediolateral to anteroposterior reinforcement
throughout ontogeny indicating a transition between toddling and mature bipedal gait [1]. Albeit partial and more variable, the
femur is also loaded prior to the onset of independent walking during pre-ambulatory behaviours such as crawling [2]. This study
aims to further explore these locomotory transitions in terms of timing and how such behaviours may manifest differently along
the length of the developing diaphysis. Cross-sectional geometric properties were calculated from the femur of 110 documented
subadults from 18th and 19th century London [3,4]. Age at death was determined from coffin plates and death certificates and
ranged from neonate to 8.5 years old. Each femur was micro CT scanned and orientated to the same anatomical reference system
and 2D TIFF images were extracted at 35%, 50% and 65% from the distal end based on the total intermetaphyseal length. The
2D cross-sections were imported into FIJI where EPmacroJ [5] was used to define endosteal and periosteal contours and extract a
range of cross-sectional metrics including cortical and medullary area, second moment of area and orientation of maximum bending rigidity. The results indicate clear biomechanical differences between the distal, middle and proximal aspects of the femoral
diaphysis in response to varying locomotor stages. Most striking of these is the ratio of cortical area to medullary area, which at
the 35% cross-section location demonstrates a sharp decline from birth where the femur is unloaded, followed by a steady increase
from mid-infancy. Segmented regression analysis indicates an inflection point at 7 months, which coincides with the time frame
during which modern children display crawling, standing and cruising behaviours [2]. Coupled with an increase in both cortical
and medullary areas, the results suggest that existing and newly deposited bone is distributed away from the centroid therefore
providing a mechanically advantageous structure for weight bearing activities. This research has important implications for the reconstruction of infant locomotory behaviour in past populations, including in the fossil record.
We are grateful to the Centre for Human Bioarchaeology, Museum of London, for allowing us to CT-scan Bethnal Green and we thank Jelena Bekvalac for her involvement in this project. We thank the
Calleva Foundation for funding the Child Health Project through the Natural History Museum. We also acknowledge St John’s Church of England School for funding the Bethnal Green excavation
through AOC Archaeology.
References:[1] Cowgill, L. W., Warrener, A., Pontzer, H., Ocobock, C., 2010. Waddling and toddling: The biomechanical effects of an immature gait. American Journal of Physical Anthropology, 143,
52-61.[2] Adolph, K. E., Rachwani, J., Hoch, J. E., 2018. Motor and physical development: Locomotion. Neuroscience and Biobehavioral Psychology. Elsevier.[3] Molleson, T. I., Cox, M., 1993. The
Spitalfields Project. Volume 2: The Anthropology - The Middling Sort. Council for British Archaeology Research Report 86.[4] Ives R., 2015. Insights into health, life and death in Victorian London’s East
End. London Archaeologist, 14, 150-154.[5] Sládek, V., Sabolová, V., Šebesta, O., Zikmund, T., Kaiser, J., Čerevková, S., 2018. Effect of deriving periosteal and endosteal contours from microCT scans on
computation of cross-sectional properties in non-adults: the femur. Journal of Anatomy, 233, 381-393.
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Diverse means to an end: domestic tool hafting in the European Upper Palaeolithic
Noora Taipale1 , Laurent Chiotti2 , Nicholas J. Conard3 , Veerle Rots1,4
1 - TraceoLab / Préhistoire, Université de Liège, Belgium · 2 - Muséum national d’histoire naturelle: DGD MJZ; Département
Homme et Environnement UMR 7194 du CNRS, France · 3 - Abteilung Ältere Urgeschichte und Quartärökologie, Universität
Tübingen, Germany · 4 - Maître de recherches du FNRS
Human technologies have traditionally been assumed to become more and more complex over time. In the recent years, this fundamental assumption has been called into question because of the absence of sufficient supportive data and straightforward ways
of measuring complexity, and other concepts, such as diversity or adaptivity, have been proposed as alternatives for approaching
technology and its evolution [1]. While the theoretical and conceptual debate is ongoing, it is evident that we lack concrete and
detailed data on the design and use of various types of tools in the past. For the Palaeolithic, a wealth of research has been devoted
to the development of stone tool knapping. Yet, our knowledge of tool hafting and overall tool design remains limited, especially
for the Upper Palaeolithic. This means that it is difficult to estimate how much skill or time the manufacturing of a given tool took
in its entirety, or how varied the strategies of coping with a particular task were. It also means that linking technological change to
twists and turns in human biological evolution and examining potential causalities between the two is, in many cases, impossible.
In this contribution, we provide a set of such missing data on technology, focusing on the younger part of the European Upper
Palaeolithic. We build on earlier work on Middle Palaeolithic assemblages, which bear evidence that stone tool hafting developed
early, at latest by c. 250 kya, and was quickly applied also to tools for which hafting is not a prerequisite of use (e.g., butchering
knives vs projectiles) [2]. If hafting was an innovation that gradually spread and became more frequent over time, we could assume
that by the time period under study here (beginning c. 30 kya), it would have been a dominant practice for various tool categories.
Our dataset, which includes c. 580 scrapers and burins from the Gravettian and Magdalenian occupations of three Upper Palaeolithic sites, Hohle Fels (Germany), Abri Pataud (France), and Maisières-Canal (Belgium), shows that this is not the case. While
hafting of domestic tools, particularly scrapers, was a well-established and wide-spread practice at latest by the time of the oldest
occupations examined here, nothing in our dataset suggests that the frequency of hafted domestic tools would have systematically
increased over time even though the necessary know-how was clearly available. The assemblages include considerable numbers of
hand-held tools. Whereas hafting of scrapers is frequent, hafting of burins is an anomaly that, interestingly enough, occurs in our
study only in an assemblage that is among the oldest ones analysed. The whole dataset witnesses the use of hand-held and hafted
domestic tools side by side. On the basis of these observations, we argue that in the Upper Palaeolithic, hafting was a choice that
was made flexibly and depending on the situation, and the variability within and between the assemblages is best explained by a
combination of factors, including raw material economy and task-specific requirements. Our results imply that to be understood
in meaningful evolutionary terms, stone tool hafting needs to be considered in the context of other technological strategies, site
use, environmental factors, and social organisation, including the division of labour. The variability we observe calls for studies that
build on solid functional results and avoid oversimplifications in understanding the evolution of tool design and technology. To
fully understand the diversity and flexibility our dataset suggests, future studies should preferably aim at collaborations between
different specialists so that tool manufacture and use can be examined in relation to patterns in biological and cultural evolution as
well as changing environmental and social settings.
This research was supported by the European Research Council under the European Union’s Seventh Framework Programme (FP/2007-2013) / ERC Grant Agreement n. 312283. NT’s work was also
supported by the Kone Foundation (grant number 088817), and VR is indebted to the Fund for Scientific Research (FNRS-FRS). We are grateful to Ivan Jadin at Royal Belgian Institute of Natural
Sciences for giving us access to the Maisières-Canal collection, and to Maria Malina and Andreas Taller for their contributions to the excavations at Hohle Fels. We would also like to thank all the
members of TraceoLab for their continuous help and support.
References:[1] Vaesen, K., Houkes, W., 2017. Complexity and technological evolution: What everybody knows? Biology and Philosophy 32, 1245–1268. https://doi.org/10.1007/s10539-017-9603-1.[2]
Rots, V., 2015. Hafting and Site Function in the European Middle Paleolithic. In: Conard, N.J., Delagnes, A. (Eds.), Settlement Dynamics of the Middle Paleolithic and Middle Stone Age. Kerns Verlag,
Tübingen, pp. 383–410.
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How to improve the radiocarbon calibration in the Middle to Upper Paleolithic - RESOLUTION for
the study of human evolution
Sahra Talamo1,2
1 - Department of Chemistry “G. Ciamician”, University of Bologna, Bologna, Italy · 2 - Max Planck Institute for Evolutionary
Anthropology, Department of Human Evolution, Leipzig, Germany
It is proven that Neandertals lived in Europe for more than 200,000 years and that they disappeared around 37,000 cal BP (calendar
years Before Present) [1]. It is proven that Homo sapiens invaded Europe, met our closest relatives (Neandertals) and shared with
them the same territories, part of their time (usually referred to as the transitional period), and genes [2]. What remains unknown
to a substantial degree is: to what extent late Neandertal innovations were influenced by incoming Homo sapiens, how frequently
one group encountered the other, and the region by region timing of the spread of Homo sapiens and the demise of Neandertals.
Solving this conundrum is a crucial issue in Human Evolution [3-5] and chronology plays a pivotal role, with radiocarbon representing the backbone of chronological reconstructions for the time up to 50,000 years ago (50 ka BP). So far these topics are still
highly debated due to two important factors: 1) The resolution of the calibration curve is still not accurate enough in the Middle
to Upper Palaeolithic period. 2) The error range, which always occurs with the 14C date, for this time period has a wide confidence
interval. The calibration of radiocarbon ages for the Middle to Upper Palaeolithic events is based on the IntCal13 curve, which is
the best dataset so far. Although IntCal13 allows us to calibrate back to 50,000 years BP the underlying low-resolution datasets,
between 15,000 to 50,000 years ago, differ up to 2000 years depending on the archive used (terrestrial or marine). Such a wide
confidence interval leaves substantial room for inaccuracies in absolute age estimates and ambiguities in chronological interpretation, creating competing scenarios and different hypotheses in human evolution. Here I will present the latest news in the field of
radiocarbon, the RESOLUTION project. The results of this work will be of pivotal importance to improve European prehistory
and will be crucial for interpreting the relationship between the different unique human species in Eurasia.
References:[1] Zilhão, J., Anesin, D., Aubry, T., Badal, E., Cabanes, D., Kehl, M., Klasen, N., Lucena, A., Martín-Lerma, I., Martínez, S., Matias, H., Susini, D., Steier, P., Wild, E.M., Angelucci, D.E.,
Villaverde, V., Zapata, J., 2017. Precise dating of the Middle-to-Upper Paleolithic transition in Murcia (Spain) supports late Neandertal persistence in Iberia. Heliyon 3, e00435.[2] Fu, Q., Hajdinjak, M.,
Moldovan, O.T., Constantin, S., Mallick, S., Skoglund, P., Patterson, N., Rohland, N., Lazaridis, I., Nickel, B., Viola, B., Prufer, K., Meyer, M., Kelso, J., Reich, D., Paabo, S., 2015. An early modern human
from Romania with a recent Neanderthal ancestor. Nature 524, 216-219.[3] Hublin, J.-J., 2015. The modern human colonization of western Eurasia: when and where? Quaternary Science Reviews 118,
194-210.[4] Mellars, P., 2006. A new radiocarbon revolution and the dispersal of modern humans in Eurasia. Nature 439.[5] Benazzi, S., Slon, V., Talamo, S., Negrino, F., Peresani, M., Bailey, S.E., Sawyer,
S., Panetta, D., Vicino, G., Starnini, E., Mannino, M.A., Salvadori, P.A., Meyer, M., Pääbo, S., Hublin, J.-J., 2015. The makers of the Protoaurignacian and implications for Neandertal extinction. Science
348, 793-796.
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Subsistence strategies during Cantabrian Aurignacian: new data from La Viña rock shelter (Asturias,
Spain)
Leire Torres-Iglesias1 , Ana B. Marín-Arroyo1 , Marco de la Rasilla2
1 - Instituto Internacional de Investigaciones Prehistóricas de Cantabria, Universidad de Cantabria, Santander, Spain · 2 - Área de
Prehistoria, Departamento de Historia, Facultad de Filosofía y Letras, Universidad de Oviedo, Oviedo, Spain
The Aurignacian has been considered generally the techno-complex that reflects the spread of Anatomically Modern Humans
through western Eurasia. Therefore, determining the timing of its appearance is a key topic in the current debates of the demise
of Neandertal populations and their replacement by AMHs. Recently, several chronological data have been published for the appearance of this early Upper Palaeolithic culture in the Iberian Peninsula [1, 2]. Apart from radiocarbon dating, other archaeological approaches such as the study of subsistence strategies allow to analyse both populations’ behaviour during the Middle to
Upper Palaeolithic transition. In Cantabrian Spain, recent synthesis about the palaeconomic behaviour during Aurignacian [3, 4]
established a continuity of human subsistence during the MP-UP transition based on the exploitation of red deer, with a smaller
representation of equids and bovines. Nevertheless, the chronological reassessment of this transitional period in Cantabrian Region [1] might challenge some of the previous subsistence interpretations [4] and reveals the necessity to re-evaluate some of the
archaeozoological studies, as well as to include new sites with stable and well-dated stratigraphic sequences. Here the archaeozoological and taphonomic analysis of the macromammal remains from western sector-Level XIII (Early Aurignacian) of La Viña rock
shelter (Asturias, Spain) are presented. The animal remains were anatomically and taxonomically identified and different taphonomic (biostratinomic and diagenetic) alterations were determined on the bones surface. The high fragmentation of the sample
along with other bone surface modifications (cut marks, marrow extraction breakage, impact notches and traces of burning) indicate clearly the anthropogenic origin of the assemblage. A prey ranking dominated by red deer and chamois, followed by limited
horse and Spanish ibex is visible. Moreover, the assemblage has been intensely modified by taphonomic processes characteristic of
a rock shelter such as a high level of weathering and mineral manganese coatings. The high relevance of chamois shows that La
Viña rock shelter does not follow strictly the general subsistence patterns stablished for this period, although the identified taxa is
coherent with the site location in a valley close to a mountainous area. These results correlate with the other subsistence data from
the Aurignacian and Mousterian levels [5] reflecting similar strategies by the hunter-gatherer groups that inhabited the site during
the MP-UP transition. This study also contributes to increase the palaeconomic information about Cantabrian Aurignacian that
is relatively scarce, in comparison to the large amount of information for the Solutrean and Magdalenian.
L. Torres-Iglesias is the beneficiary of a predoctoral research fellowship (Concepción Arenal) from the University of Cantabria and the Government of Cantabria.
References:[1] Marín-Arroyo, A.B., Ríos-Garaizar, J., Straus, L.G., Jones, J.R., Rasilla, M. de la, González-Morales, M.R., Richards, M., Altuna, J., Mariezkurrena, K., Ocio, D., 2018. Chronological
reassessment of the Middle to Upper Paleolithic transition and Early Upper Paleolithic cultures in Cantabrian Spain. PLoS ONE 13(4), e0194708.[2] Cortés-Sánchez, M., Jiménez-Espejo, F.J.,
Simón-Vallejo, M.D., Stringer, C., Lozano Francisco, M.C., García-Alix, A., Vera Peláez, J.L., Odriozola, C.P., Riquelme-Cantal, J.A., Parrilla Giráldez, R., Maestro González, A., Ohkouchi, N.,
Morales-Muñiz, A., 2019. An early Aurignacian arrival in southwestern Europe. Nature Ecology & Evolution, 3, 207-212.[3] Straus, L.G., 2013. Iberian Archaeofaunas and Hominin Subsistence during
Marine Isotope Stages 4 and 3. In: Clark, J.L., Speth, J.D. (Eds.), Zooarchaeology and Modern Human Origins: Human Hunting Behaviour during the Later Pleistocene. Springer, New York, pp.
97-128.[4] Yravedra, J., 2013. New Contributions on Subsistence Practices during the Middle-Upper Paleolithic in Northern Spain. In: Clark, J.L., Speth, J.D. (Eds.), Zooarchaeology and Modern Human
Origins: Human Hunting Behaviour during the Later Pleistocene. Springer, New York, pp. 77-95.[5] Rasilla, M. de la, Duarte, E., Cañaveras, J.C., Santos, G., Carrión, Y., Tormo, C., Sánchez Moral, S.,
Marín-Arroyo, A.B., Jones, J. R., Agudo, L., Gutiérrez Zugasti, I., Suárez, P., López Tascón, C., Badal, E., González-Pumariega, M., 2018. El Abrigo de La Viña (La Manzaneda, Oviedo) 2013-2016. In:
Excavaciones arqueológicas en Asturias 2013-2016. Servicio de publicaciones de la Consejería de Educación y Cultura, Oviedo, pp. 107-120.
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A new predictive method for quantitative 3D reconstruction of lumbar spine morphology in extinct
hominins
Nicole Torres-Tamayo1,2,3 , Sandra Martelli4 , Stephanie Lois-Zlolniski1 , Carlos A. Palancar3 , Daniel García-Martínez1,5 ,
Shahed Nalla6,7 , Alon Barash8 , Juan Alberto Sanchis-Gimeno2 , Chiara Villa9 , Roman Hossein Khonsari10 , Stefan
Schlager11 , Markus Bastir1
1 - Paleoanthropology Group, Nacional Museum of Natural Sciences (MNCN-CSIC), Madrid, Spain · 2 - GIAVAL Research Group, Department of Anatomy and Human Embryology, University of
Valencia, Spain · 3 - Biology Department, Faculty of Sciences, Universidad Autonoma de Madrid, Spain · 4 - UCL Centre for Integrative Anatomy (CIA), Department of Cell and Developmental Biology,
Faculty of Life Sciences, London, UK · 5 - University of Bordeaux, CNRS, MCC, PACEA, Pessac, France · 6 - Department of Human Anatomy and Physiology, Faculty of Health Sciences, University of
Johannesburg, South Africa · 7 - Evolutionary Studies Institute and Centre for Excellence in PalaeoSciences, University of the Witwatersrand, South Africa · 8 - Department of Anatomy and
Anthropology, Sackler School of Medicine, Tel Aviv University, RamatAviv, Israel · 9 - Department of Forensic medicine, University of Copenhagen, Denmark · 10 - Hôpital Necker – Enfants Malades,
Service de chirurgie maxillo-faciale et plastique, Université Sorbonne Paris Cité, Université Paris Descartes, Paris, France · 11 - Biological Anthropology, Faculty of Medicine, Albert-Ludwigs-University,
Freiburg, Germany

The human lumbar spine is composed of five lumbar vertebrae each being separated by an intervertebral disc. The articulation
of these structures composes the lumbar lordosis, a ventrally convex sagittal spinal curvature that is developed secondarily to an
orthograde posture of the trunk. The lumbar lordosis is thus involved in the evolution of locomotion, with a crucial role in the
emergence of bipedalism in hominins. The lumbar lordosis has been assessed following different methods, e.g. by quantifying the
lumbar vertebrae body wedging, the orientation of the inferior articular processes in relation to the orientation of the superior endplate of each vertebra, the correlation between the lumbar lordosis angle (LA) and the pelvic incidence [1], and the correlation
between the LA and the segmental lordosis angle L4-S1 [2]. Some of these methods are dependent on the presence of anatomical
structures such as the intervertebral disc or intact pelvic materials that are not usually well-preserved in the fossil record, which
makes the reconstruction of the lumbar lordosis in hominins difficult. Here we assessed the morphological covariation between individual lumbar vertebrae and the entire lumbar spine [3,4], and we utilized this covariation to reconstruct the fossil lumbar spine
of the Early Pleistocene juvenile H. ergaster KNM-WT 15000 and of the Late Pleistocene Neanderthal adult specimens Kebara 2,
Shanidar 3 and La Chapelle-aux-Saints 1. For this purpose, we segmented Computed Tomography data of N=44 adults and N=32
juveniles (7-12 years old) and we measured 730 (semi-)landmarks on the resulting 3D virtual models. This allowed us to collect the
3D morphology of key anatomical features that have been proposed as related to the lumbar lordosis, i.e. the anterior pillar with the
vertebral bodies and the intervertebral discs, and the posterior pillar with the processes, laminae and pedicles. The configurations
were translated and rotated, but not scaled, in order to keep all the information of shape predictions influenced by size. We used
the Partial Least Squares (PLS) method to calculate covariation models between each isolated vertebra and the whole lumbar spine
within adults (for the Neanderthals lumbar spine predictions) and juveniles (for the KNM-WT 15000 lumbar spine prediction).
The PLS predictions were performed from the isolated vertebrae that yielded the highest percentage of covariation with the whole
lumbar spine (best predictive model). These predictions were cross-validated for the quantification of the prediction error. We
measured the LA of the lumbar spine predictions following [1]. Results showed that covariation decreases as the lumbar vertebral
level increases in both adults and juveniles, with L1 being the best predictor vertebra. We therefore used this vertebra to predict
the lumbar spine morphology of the Neanderthal specimens. However, since L1 is incomplete in KNM-WT 15000, we used L4
as predictor for this specimen. When we projected our predictions onto a shape space principal component analysis, Neanderthal
fossils fell within the adult human variability both in 3D morphology and LA, but below the human mean (LA in human adults
ranges from 30 to 79 degrees, mean 51.5 degrees ±11 [1]). The Kebara 2 and Shanidar 3 specimens showed the least lordotic lumbar spine predictions (LA=∼42 degrees) and La Chapelle-aux-Saints 1 has the most lordotic lumbar spine prediction (LA=∼48
degrees) among Neanderthals. KNM-WT 15000 falls within the human range variability but shows a lordotic angle (LA=∼5254 degrees) above the juvenile human mean (LA 8-10 years old= 37 degrees ±7, LA 11-13 years old= 39 degrees ±9 [5]). This is
the first comprehensive study that assesses the quantitative 3D reconstruction of fossil lumbar spines using 3D geometric morphometric techniques. Our results reveal the potential of this predictive method to reconstruct the lumbar lordosis in extinct hominins.
This project is funded by the Spanish Ministry of Economy and Competitivity: CGL2015-63648-P.
References:[1] Been, E., Gómez-Olivencia, A., Kramer, P. A., 2014. Brief Communication: Lumbar lordosis in extinct hominins: Implications of the pelvic incidence. American Journal of Physical
Anthropology, 154(2), 307-314.[2] Haeusler, M., Trinkaus, E., Fornai, C., Müller, J., Bonneau, N., Boeni, T., Frater, N. 2019. Morphology, pathology, and the vertebral posture of the La
Chapelle-aux-Saints Neandertal. Proceedings of the National Academy of Sciences, 116(11), 4923-4927.[3] Lois-Zlolniski, S., García-Martínez, D., Blanco-Pérez, E., Sanchis-Gimeno, J. A., Barash, A.,
Martelli, S., Bastir, M. et al., 2017. 3D geometric morphometrics of lumbar vertebral curvatures in H. sapiens. American Journal of Physical Anthropology 162, 265-265).[4] Bastir, M., Torres-Tamayo, N.,
Palancar, C.A., Lois-Zlolniski, S., García-Martínez, D., Riesco-López, A., Vidal, D., García-Blanco, E., Barash, A., Nalla, S., Martelli, S., Sanchis-Gimeno, J.A., Schlager, S. (in press). Geometric
Morphometric studies in the human spine. In: Been, E., Gómez-Olivencia, A., Kramer, P. (Eds.), The human spine. Springer Verlag.[5] Shefi, S., Soudack, M., Konen, E., Been, E., 2013. Development of
the lumbar lordotic curvature in children from age 2 to 20 years. Spine, 38(10), E602-E608.
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Trabecular structure of the third metatarsal head distinguishes between a grasping and non-grasping
foot
Zewdi J. Tsegai1 , Tracy L. Kivell1,2 , Matthew M. Skinner1,2
1 - Department of Human Evolution, Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Skeletal
Biology Research Centre, School of Anthropology and Conservation, University of Kent, UK
The human foot is unique compared to that of other extant apes in its adaptations for bipedal locomotion. At the metatarsophalangeal joint, bipedal locomotion in humans is associated with a high degree of dorsiflexion at toe-off and this more extreme joint
position is reflected in the external morphology of the metatarsal head and base of the proximal pedal phalanx. These morphological features related to dorsiflexion of the toes have been used to determine human-like foot loading in fossil hominins, including
dorsal doming of the metatarsal head and the presence of an associated sulcus, and dorsal canting of the proximal pedal phalangeal
base [1]. However, the loading regime of the metatarsophalangeal joint in fossil hominins remains uncertain, due to the presence of
more primitive traits, for example relatively long, highly curved proximal phalanges [2], morphologies that are also present among
more recent hominins belonging to the genus Homo [3]. Phalanges with such a morphology indicate the potential importance
of arboreal locomotion, using the foot to grasp branches for stability when navigating unstable arboreal supports. As the internal
structure of bone adapts during an individual’s lifetime, it can provide additional information about loading of the metatarsophalangeal joints [4]. As such, trabecular structure of the third metatarsal head may provide signals of human-like toe off and of an
ape-like grasping foot. To explore the relationship between locomotor behaviour and internal bone structure, we quantified trabecular bone of the third metatarsal head of Homo sapiens (n = 7), Pan troglodytes (n = 7) and Pongo pygmaeus (n = 4). Using
medtool software (www.dr-pahr.at/medtool), 3D morphometric maps of the distribution of bone volume fraction (BV/TV) were
generated, and BV/TV and degree of anisotropy (DA) were quantified. Results reveal that the trabecular bone structure of the third
metatarsal head discriminates among bipedal humans, arboreal/terrestrial chimpanzees and arboreal orangutans. The distribution
of BV/TV reflects loading of the human metatarsal head in dorsiflexion during toe-off and does not indicate loading of the plantar
surface. In chimpanzees, in contrast to humans, a localisation of BV/TV across the entire surface of the metatarsal head suggests
loading throughout the range of dorso-to-plantar flexion, likely due to a combination of terrestrial and arboreal locomotor modes.
In orangutans, the region of highest BV/TV is located on the plantar surface, reflecting frequent use of the foot to grasp arboreal
substrates. The human metatarsal head is characterised by a high DA reflecting the stereotypical loading regime of this joint during
bipedal locomotion. As is characteristic of trabecular architecture across the skeleton of sedentary human populations, the human
metatarsal head has a low BV/TV [5]. This human-typical signal may be due to lower overall activity levels. As the internal bone
structure of the third metatarsal head reflects locomotor behaviour among these three extant taxa, it may further inform interpretations of foot use, both during toe-off and grasping, among early hominins.
This research was supported by the Max Planck Society (ZJT, TLK, MMS) and European Research Council Starting Grant #336301 (TLK and MMS). For access to specimens we thank Jean-Jacques
Hublin, Christophe Boesch and Roman Wittig (Max Planck Institute for Evolutionary Anthropology), Birgit Großkopf (Georg-August-Universität Göttingen), and Frieder Mayer and Christiane Funk
(Museum für Naturkunde - Leibniz Institute for Evolution and Biodiversity Science).
References:[1] Latimer, B., Lovejoy, C.O., 1990. Metatarsophalangeal joints of Australopithecus afarensis. American Journal of Physical Anthropology 83, 13-23.[2] Stern, J., Susman, R., 1983. The
locomotor anatomy of Australopithecus afarensis. American Journal of Physical Anthropology 60, 279-317.[3] DeSilva, J., McNutt, E., Benoit, J., Zipfel, B., 2019. One small step: A review of Plio-Pleistocene
hominin foot evolution. American Journal of Physical Anthropology 168:S67, 63-140.[4] Komza, K., Skinner, M.M., 2019. First metatarsal trabecular bone structure in extant hominoids and Swartkrans
hominins. Journal of Human Evolution 131, 1-21.[5] Ryan, T.M., Shaw, C.N., 2015. Gracility of the modern Homo sapiens skeleton is the result of decreased biomechanical loading. Proceedings of the
National Academy of Sciences of the United States of America 112, 372-377.
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Sedimentary DNA Analysis from FAY-NE1 Jebel Faya, UAE
Simon J. Underdown1 , Riaan F. Rifkin12 , Kira Dahling1 , Christiana L. Scheib4 , Knut Bretzke3
1 - Human Origins and Palæo-Environments Research Group, Oxford Brookes University, UK · 2 - Centre for Microbial Ecology
and Genomics, University of Pretoria, South Africa · 3 - Department of Early Prehistory and Quaternary Ecology, University of
Tübingen, Germany · 4 - Institute of Genomics, University of Tartu, Estonia
We report on the first ancient sedimentary DNA analysis from the FAY-NE1 rock shelter at Jebel Faya, Sharjah, UAE. The Jebel Faya
rock-shelter (FAY-NE1) is the oldest stratified site in Southern Arabia (1). The site contains a 5m deep sequence of archaeological
levels from the Palaeolithic to the Iron Age. The work of Armitage et al (1) and Bretzke et al (2) indicate that FAY-NE1 occupation
was linked to periods of increased freshwater availability punctuated by lack of occupation during dry periods. The application of
sedimentary DNA analysis promises to dramatically increase our understanding of human occupation of FAY-NE1 and Southern
Arabia. The Neolithic levels comprise approximately 1m of sediment and are sealed off from the Palaeolithic layers by a dense sand
layer. The layer has been dated to 9,500 BP and contains a rich archaeological assemblage (3). The Neolithic occupation of Jebel
Faya is the first reoccupation of the site since the ‘Assemblage A’ Palaeolithic layers dated to 40 Kyr. In 2018 sediment samples were
taken from the Neolithic levels of FAY-NE1. Sediments can yield ancient DNA from eukaryotes, prokaryotes and viruses and as
such can provide a wide range of data about human ecology and promise to greatly enhance our understanding human-environment
interaction. Two sets of samples were collected for analysis: set one were taken from the Eastern section of Trench 4 and set two
were taken from the Southern section of Trench 37. Samples were collected horizontally across the sections and control samples
from the exposed surface of the shelter and additional controls derived from the archaeological layers directly above and below
the targeted Neolithic levels. To minimise the risk of contamination by modern DNA a custom developed sample contamination
prevention protocol was followed during sampling activities. Sediments were processed in the dedicated ancient DNA laboratory
at the Institute of Genomics at the University of Tartu following published protocols (5 & 6).
References:[1] Armitage, S. J. et al., 2011. The southern route “out of Africa”: evidence for an early expansion of modern humans into Arabia. Science 331, 453–456.[2] Bretzke, K. et al., 2013. The
environmental context of Paleolithic settlement at Jebel Faya, Emirate Sharjah, UAE. Quaternary International 300, 83–93.[3] Uerpmann, H. et al, 2013. The Neolithic period in the Central Region of the
Emirate of Sharjah (UAE). Arabian Archaeology and Epigraphy, 24 (1), 102–108.[4] Slon, V. et al., 2017. Neandertal and Denisovan DNA from Pleistocene sediments. Science 356, 605–608.[5] Rohland,
N. et al., 2018. Extraction of highly degraded DNA from ancient bones, teeth and sediments for high-throughput sequencing. Nature Protocols 13, 2447–2461.
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Fundamental Fats – Experimental research into the use of molecular biomarkers for investigating
(prehistoric) combustion features
Thomas van Cruchten1
1 - Leiden University, Netherlands
The controlled use of fire is arguably one of the greatest achievements of humankind. Fire provides warmth, light, the ability to
cook and protection from predators and insects. However, the research into the evolutionary history of fire is far from clear and
has seen a lot of debate over recent years. To gain a proper understanding of the ways in which Palaeolithic hunter-gatherers used
fire, the evidence that is left behind has to be carefully investigated. Lenses of heat-altered sediments, associated with combustion
features, offer a rare opportunity to investigate the function of specific fireplaces by applying residue analysis, as known for the study
of ceramics. Residue analysis uses molecular biomarkers to identify the organic substances preserved either as amorphous residues
or as absorbed molecules [1]. Unfortunately, the (post-)depositional processes affecting this residual organic matter in fireplaces are
poorly understood [2] [3]. Previous attempts have been undertaken to experimentally investigate the deposition of organic matter
in combustion features [4], but these were never performed under controlled conditions that properly assess the molecules released
from the combustion (i.e. heating under oxygen-rich conditions) of organic materials in a fireplace.
This study is the first controlled, laboratory-based investigation of the deposition of organic matter in the sediment below
fireplaces with the goals of 1. identifying molecular compounds that can be used to reconstruct heated organic materials; 2. investigating the penetration depth of the identified compounds; and 3. devising a sampling strategy that can be applied in the excavation
of combustion features at (Palaeolithic) archaeological sites. To investigate the molecular signatures of several suggested fuels, four
materials were heated above a layer of sand in a Carbolite tube oven to 200, 300 and 500 °C in aerobic (i.e. oxygen-rich) conditions.
These materials were bone (bovine femur), birch wood (Betula pendula, as representative of deciduous wood), pine wood (Pinus
sylvestris, as representative of coniferous wood), and bone marrow (bovine femur, sans bone). Marrow was included as a separated
category to identify what the organic signature of bone looks like when marrow had been extracted from bone for consumption
prior to heating. Sediment samples of these experiments were analysed for their organic content using gas chromatography (GC),
gas chromatography-mass spectrometry (GC-MS) and pyrolysis-GC-MS. Subsamples were taken for each centimetre of depth, of
which the C/N levels were determined to investigate the penetration depth of the deposited organic matter.
Initial results of these experiments indicate that molecular biomarkers can be used to distinguish between animal (bone) and
plant (birch and pinewood) resources used as fuel. However, these distinctions can only be made at low temperatures (200 °C). At
higher temperatures, these materials combust completely and leave no recognisable traces in the sediments below the combustion
features. This suggests that organic matter will only be recognisable with the abovementioned methods in areas of the fireplace where
temperatures remained low (e.g. on the peripheries or at larger depths). Future studies should focus on extending the knowledge
of depositional patterns of different organic materials by performing additional experiments. This will enable the identification of
different materials. Furthermore, the effects of post-depositional processes should also be investigated to create an understanding
of which biomarkers can be expected after extended periods of time. For now, this initial study supports the notion that the use of
molecular biomarkers in the investigation of fire use has great potential and can possibly help resolve long-held debates in Palaeolithic archaeology by identifying organic materials that are otherwise invisible to archaeologists.
This research was funded by the Stichting Nederlands Museum Anthropologie en Praehistorie (SNMAP) and the Human Origins Group at Leiden University. I would like to thank several people for their
supervision and help during the project: Wil Roebroeks, Femke Reidsma, Klaas Nierop and Joeri Kaal.
References:[1] Evershed, R.P., 2008. Organic residue analysis in archaeology: The archaeological biomarker revolution. Archaeometry 50, 895-924.[2] Mallol, C., Hernández, C.M., Cabanes, D., Sistiaga,
A., Machado, J., Rodriguez, Á., Pérez, L., Gálvan, B., 2013. The black layer of Middle Palaeolithic combustion structures. Interpretation and archaeostratigraphic implication. Journal of Archaeological
Science 40, 2515-2537.[3] March, R.J., Lucquin, A., Joly, D., Ferreri, J.C., Muhieddine, M., 2014. Processes of Formation and Alteration of Archaeological Fire Structures: Complexity Viewed in the Light
of Experimental Approaches. Journal of Archaeological Method and Theory 21, 1-45.[4] Lejay, M., Alexis, M., Quénéa, K., Sellami, F., Bon, F., 2016. Organic signatures of fireplaces: Experimental
references for archaeological interpretations. Organic Geochemistry 99, 67-77.
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Are patterns of diversification scale-free? A multi-order analysis of correlates of subspecies formation.
Laura van Holstein1 , Robert Foley1
1 - Leverhulme Centre for Human Evolutionary Studies, University of Cambridge, UK
The factors underlying the rate of lineage diversification are a topic of interest across evolutionary biology. In addition to the obvious extrinsic factors, a number of intrinsic ones that predispose lineages to diversify regardless of extrinsic context have been
identified in mammals, including small body size, faster life histories, and ecological specialisation [1, 2, 3]. However, what is not
known is whether these factors are scale-free: that is, whether the same or different factors influence the rate of formation of subspecies as they do species. Here, we address this question by comparing the number of subspecies across pairs of sister clades, for
Primates and three other mammalian orders. Since subspecies represent genetically and spatially distinct intraspecific populations,
the approach we take here is to compare numbers of subspecies (‘subspecies richness’) between 386 primate, carnivore, cetacean,
and artiodactyl species, each of which is one of a pair of sister species. We examined whether, within the 193 pairs, asymmetries
between species’ body mass, age at female maturity, dietary diversity and time since divergence (TSD) correlate with asymmetrical subspecies richness. If such correlated asymmetries are evident, this implies a relationship between the trait of interest and the
likelihood of a species to fragment into distinct, isolated populations. Comparisons between sister species, as opposed to wholephylogeny approaches, do not suffer from the confounding effects of phylogenetic nonindependence. Moreover, they will yield the
clearest signals of relationships and trends in the factors that shape sub-species richness and whether these are the same as for species
richness. In all four orders, subspecies richness differs between sister species in a large proportion of total pairs. In the Primate order
as a whole, per-pair differences in subspecies richness are independent of TSD. This implies many sister species do not share a common rate of subspecies formation and extinction ‘inherited’ from their last common ancestor, and further, that differences in their
intrinsic characteristics might account for these asymmetries. This pattern is mirrored in artiodactyl and cetacean species, but not
in carnivores, where longer TSD correlates weakly with increased differences in subspecies richness between sister species. Within
the Primate order, however, there is heterogeneity: the data suggest a weakly negative relationship between TSD and pairwise difference in subspecies richness in the Atelidae and Indriidae, contrasted by a weakly positive relationship between TSD and pairwise
difference in subspecies richness in the Hylobatidae, Cebidae, Pithecidae, and Lemuridae. Correlations between the intrinsic traits
(body size, female life history and dietary diversity) and subspecies richness show a mosaic pattern across the four orders. In Primates, subspecies richness does not correlate with body mass or dietary diversity, but is significantly higher in species with slower
life histories relative to their sister species. This relationship is especially pronounced in pairs where age at female maturity differs
by more than 30% between the sister species. This pattern is surprising given previously documented associations between “fast”
life histories and high species richness in other mammals [4]. In contrast, artiodactyl subspecies richness follows the species-level
pattern, implying a scale free evolutionary process operates for that order. In carnivores, none of the three intrinsic traits of interest
correlate with subspecies richness. In cetaceans, higher subspecies richness is associated with faster life histories in half of the pairs,
with the other half showing the opposite pattern. We discuss the implications of this approach and these results in terms of how
macro- and microevolutionary processes are related, and how and why primates may differ from the other orders.
References:[1] Gittleman, J.L., Purvis, A., 1998. Body size and species-richness in carnivores and primates. Proceedings of the Royal Society B: Biological Sciences 265, 113–119.[2] Purvis, A., Orme,
C.D.L., Dolphin, K., 2003. Why are most species small-bodied? a phylogenetic view. In: Gaston, K.J., Blackburn, T.M. (Eds.), Macroecology: Concepts and Consequences. Blackwell Scientific, Oxford,
pp. 155–173.[3] Price, S.A., Hopkins, S.S.B., Smith, K.K., Roth, V.L., 2012. Tempo of trophic evolution and its impact on mammalian diversification. Proceedings of the National Academy of Sciences of
the United States of America. 109, 7008–12.[4] Isaac, N.J.B., Jones, K.E., Gittleman, J.L., Purvis, A., 2005. Correlates of Species Richness in Mammals: Body Size, Life History, and Ecology.
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10,000 km and 21 flat tires: New interdisciplinary archaeological investigations of the palaeolakes and
caves in the Gobi-Altai, Mongolia
Nils Vanwezer1 , Julien Louys2 , Sebastian F.M. Breitenbach3 , Andrea Picin1,4 , Paul Breeze5 , Arturo Cueva-Temprana1,6 ,
Aitor Burguet-Coca6 , Javier Sánchez-Martínez7 , Anja Zander8 , Ian Candy9 , Bayarsaikhan Jamsranjav10 , Nicole Boivin1 ,
Michael Petraglia1
1 - Max Planck Institute for the Science of Human History, Jena, Germany · 2 - Griffith University, Brisbane, Australia · 3 Ruhr-Universität Bochum, Germany · 4 - Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 5 - King’s
College London, UK · 6 - Institut Català de Paleoecologia Humana i Evolució Social, Tarragona, Spain · 7 - Centre d’estudis del
Patrimoni Arqueològic de la Prehistoria, Barcelona, Spain · 8 - Universität zu Köln, Cologne, Germany · 9 - Royal Holloway,
University of London, UK · 10 - National Museum of Mongolia, Ulaanbaatar, Mongolia
Mongolia lies in a critical place for understanding the relationship of climate variability and its connection to hominin dispersals
and interactions in northern latitudes. Previous fieldwork has demonstrated the occurrence of plentiful surface sites of Palaeolithic
age. However, there is a dearth of stratified archaeological sites, particularly in the southern regions of the Mongolia, including the
Gobi Desert. Though it lacks stratigraphic context, the Salkhit fossil has recently been dated to ∼34.4 ka cal BP, and it has been
identified as Homo sapiens on the basis of mtDNA [1]. This demonstrates a potential for fossil preservation in the region. The relatively few stratified archaeological sites in Mongolia are mostly located in northern major river valleys [2] and in caves in the south
in the Gobi-Altai [3]. Though surface sites have indicated that Palaeolithic hominins were once widespread across the region, little
information is available about their depositional and environmental contexts. Yet, climate reconstructions and palaeolake investigations indicate frequent wet and warm periods during Marine Isotope Stages 5, 3, 1 [4], and favourable conditions for mammals
and hominins. Because Mongolia plays a critical role in understanding dispersal processes and hominin adaptations to northern
zones, a new interdisciplinary archaeological field project has been launched in the Gobi-Altai region, with the aim to investigate
caves and palaeolakes. At the outset of the project, a GIS study was initiated, with the aim to investigate potential routes of hominin
movements across northern Asia in the Late Pleistocene [5]. Satellite imagery and digital palaeolake level reconstructions provided
targeted survey areas for both environmental and archaeological investigations. Ground-truthing fieldwork has demonstrated the
presence of caves throughout the Gobi-Altai Mountains and a multitude of palaeolake features throughout the basin-range topography. The survey indicated that many of the caves were small, with little sedimentation. One speleothem was found and some caves
contained Holocene artefacts with associated environmental information. Survey of targeted palaeolakes revealed the presence of
lithic artefacts with Middle Palaeolithic to Holocene typologies, in association with relict palaeolake landforms. One of these contained human remains and associated palaeoenvironmental data. The project has revealed a long record of human occupation in the
region beside palaeolakes, which suggest that warmer and wetter periods provided favourable environmental settings for huntergatherers. Future fieldwork aims to hone in on locating and dating these palaeolakes and archaeology in tandem, allowing us to
assess dispersals and human adaptations to fluctuating environmental conditions in northern latitudes.
Fieldwork was conducted with the permission of the Ministry of Education, Culture, and Science for Mongolia. Funding was provided by the Max Planck Society. Many thanks to all those who assisted
with fieldwork and to our collaborator, the National Museum of Mongolia.
References:[1] Devièse, T., Massilani, D., Yi, S., Comeskey, D., Nagel, S., Nickel, B., Ribechini, E., Lee, J., Tseveendorj, D., Gunchinsuren, B., Meyer, M., Pääbo, S., Higham, T., 2019. Compound-specific
radiocarbon dating and mitochondrial DNA analysis of the Pleistocene hominin from Salkhit Mongolia. Nature Communications 10, 274.[2] Zwyns, N., Gladyshev, S.A., Gunchinsuren, B., Bolorbat, T.,
Flas, D., Dogandžić, T., Tabarev, A. V., Gillam, J.C., Khatsenovich, A.M., McPherron, S., Odsuren, D., Paine, C.H., Purevjal, K.-E., Stewart, J.R., 2014. The open-air site of Tolbor 16 (Northern Mongolia):
Preliminary results and perspectives. Quaternary International, 347, 53–65.[3] Derevianko, A.P., Olsen, J.W., Tseveendorzh, D., Krivoshapkin, A.I., Petrin, V.T., Brantingham, P.J., 2000. The Stratified
cave site of Tsagaan Agui in the Gobi Altai (Mongolia). Archaeology, Ethnology and Anthropology of Eurasia 1, 23–36.[4] Lehmkuhl, F., Grunert, J., Hülle, D., Batkhishig, O., Stauch, G., 2018. Paleolakes
in the Gobi region of southern Mongolia. Quaternary Science Reviews 179, 1–23.[5] Li, F., Vanwezer, N., Boivin, N., Gao, X., Ott, F., Petraglia, M., Roberts, P., 2019. Heading north: Late Pleistocene
environments and human dispersals in central and eastern Asia. PLOS ONE. 14, e0216433.
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Novel strategies for the morphological analysis of cancellous bone: implications for human evolutionary
studies
Alessio Veneziano1 , Marine Cazenave2
1 - Elettra-Sincrotrone Trieste S.C.P.A., Basovizza, Trieste, Italy · 2 - Department of Anatomy and Histology, Sefako Makgatho
Health Sciences University, Pretoria, South Africa
The morphological design of cancellous bone helps dissipating forces transmitted by the overlaying cortical bone. In addition, trabecular tissue is responsive to variations in nature, direction, frequency, and magnitude of load throughout life and therefore reflects
directly how a joint or bone was used [1]. Such plasticity has been considered by physical anthropologists. Studies of extant primates have attempted to identify behavioural signals in trabecular structure and revealed variations in accordance with habitual
mechanical loading during locomotion in humans and other anthropoid primates [2]. Trabecular bone has also been considered
for reconstructing the behaviour of fossil and extant hominoids [2]. Other studies focused on the biomechanical role of cancellous bone in responding to masticatory stress [3]. Another interesting point is the remodelling of cancellous bone in response to
stressful conditions. Trabecular morphology in the mandible and long bones has been observed to vary considerably in response
to circumstances altering hormone balance [4] or nutrient intake [5]. Therefore, cancellous bone is of great interest in the study of
human evolution for addressing functional and biological questions. Although the advent of micro-Computed Tomography (μCT)
and digital manipulation software increased the research opportunities, the morphological characterisation of cancellous structures
remains to be expanded. Because of its inherent complexity, cancellous bone sets serious obstacles to morphological analysis. As of
today, studies relied mostly on bone volume fraction, trabecular thickness and orientation, and large amount of information is potentially hiding behind such apparently inextricable complexity. In addition, as most studies rely on the traditional approach based
on the analysis of small subsamples of the cancellous area of interest, there exist intrinsic ambiguities in defining homology between
trabecular regions in intra- and inter-specific studies. In addition, these subsamples bear only local information and do not account
for three-dimensional variations of the trabecular properties across the bone. Summarising, the study of cancellous bone is limited
by (I) the lack of viable proxies for morphological characterisation and (II) the difficulties encountered in choosing the regions to
be analysed. Here we describe methodological strategies conceived to overcome these limitations. First, we introduce a protocol
for the semi-automatic isolation of cancellous bone in μCT data. This procedure relies on the combination of image processing
operators (“Dilation” and “Erosion”) into a sequential workflow. The protocol results in the separation of cortical, cancellous bone
and the intermingled voids, each as a three-dimensional volume encompassing the whole skeletal element under study. Following,
we present a set of variables calculated on the “morphological skeleton” of the trabecular structure. Morphological skeletons are
thinned, simplified structures representing the minimal descriptor of complex shapes and are obtained through a process usually
referred to as “skeletonisation”. The nodes and branches of the skeleton are used to calculate a set of descriptors characterising the
morphological complexity of the structure: trabecular spatial density, connectivity, length, thickness, tortuosity and fractal dimension. The biological meaning of the descriptors was tested on a sample of cancellous bone of the mandibular condyle in hominoids.
The results show that the descriptors behave as good proxies of morphological complexity of trabecular structures. In addition, the
measures are consistent within each species, therefore demonstrating the feasibility of using these descriptors for addressing functional and biological questions in human evolution.
F. de Beer & J. Hoffman (Pelindaba) for X-ray micro-tomographies at Necsa; R. Macchiarelli for scientific collaboration and discussions; Funding: Bakeng se Afrika program (to M.C.), DST-NRF
(Necsa)..
References:[1] Ruff, C.B., Holt, B., Trinkaus, E., 2006. Who’s afraid of the big bad Wolff? “Wolff ’s law” and bone functional adaptation. American .Journal of Physical Anthropology 129, 484-498.[2]
Kivell, T.L., 2016. A review of trabecular bone functional adaptation: What have we learned from trabecular analyses in extant hominoids and what can we apply to fossils? Journal of Anatomy 228,
569-594.[3] Van Ruijven, L.J., Giesen, E.B.W., Van Eijden, T.M.G.J., 2002. Mechanical significance of the trabecular microstructure of the human mandibular condyle. Journal of Dental Research 81,
706-710.[4] Ejiri, S., Tanaka, M., Watanabe, N., Anwar, R.B., Yamashita, E., Yamada, K., Ikegame, M., 2008. Estrogen deficiency and its effect on the jaw bones. Journal of Bone and Mineral Metabolism
26, 409.[5] Junge, R.E., Gannon, F.H., Porton, I., McAlister, W.H., Whyte, M.P., 2000. Management and prevention of vitamin D deficiency rickets in captive-born juvenile chimpanzees (Pan troglodytes).
Journal of Zoo and Wildlife Medicine 31, 361-370.
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An image-based approach to study hand function in primates
Timo van Leeuwen1 , Marie Vanhoof1 , Maarten Vanneste1,2 , Evie E. Vereecke1
1 - Department of Development & Regeneration, KU Leuven Campus Kulak Kortrijk, Belgium · 2 - VIGO! Wetteren, Belgium
Humans are characterized by a high manual dexterity, which is for a large part due to our relatively long and highly mobile thumb.
This high mobility is linked to the saddle-shaped basal thumb joint which functions as a universal joint with two degrees of freedom. Advanced manipulative capabilities and high thumb mobility are, however, also observed in some non-human primates with a
different configuration of the basal thumb joint. Members of the genus Pan, the closest extant relatives of humans, use complex grip
types, such as power grips and modified precision grips, and are capable of tool use [1]. In our study, we focus on the basal thumb
or trapeziometacarpal (TMC) joint in bonobos (Pan paniscus, n=5), and compare it to the functional anatomy of the TMC joint
of gibbons (Family Hylobatidae, n=7) and humans (Homo sapiens, n=5). We acquired CT-scans of primate cadaveric hands in
different functional positions (thumb ab/adduction, flexion/extension) and grip types (power and precision grips) using a translucent rig. In addition, we obtained microCT-scans of the first metacarpal and trapezium of these specimens. 3D reconstructions were
made of the thumb in the different positions using dedicated image processing software (Mimics, Materialise, Leuven). A kinematic
analysis of the TMC joint was done using the CT-based reconstructions of the thumb bones using custom-written Python-code.
MicroCT images were used to obtain high-resolution meshes of the trapezium and first metacarpal, allowing finite-element analysis
of the joint contact forces. Finally, we also performed detailed dissections of the muscles and ligaments surrounding the TMC joint
in all specimens. The kinematic analysis showed that the range of motion at the TMC joint is very similar between bonobos and
humans, yet humans are characterized by a higher degree of thumb extension which could not be explained by differences in joint
curvature[2]. Detailed study of the surrounding ligaments indicated that the volar ligaments are more well-developed in bonobos
compared to humans, which might constrain metacarpal extension. In contrast to bonobos and humans, gibbons have a ball-andsocket-shaped TMC joint. This, together with the deep digit I-II cleft, gives the short gibbon thumb a higher range of motion in
all three planes compared to bonobos and humans. Remarkably, the ligamentous constraints are very similar to those observed in
bonobos and humans, with a marked pollical oblique ligament which likely restricts axial rotation of the first metacarpal. Studying
how different skeletal configurations relate to thumb, and ultimately hand, function in extant primates can provide an effective
means to establish form-function relationships that can aid the interpretation of fossil primate remains. Importantly, properties of
the surrounding soft-tissue should not be overlooked as joint function cannot explained by bone morphology alone.
Funding for this research was obtained from the KU Leuven. We thank the different zoos and institutes for providing access to the non-human primate specimens. Ethical statement: No animals were
sacrificed for this study. Primate cadavers were collected opportunistically from European zoos and institutes.
References:[1] Neufuss, J., Humle, T., Cremaschi, A., Kivell, T.L., 2017. Nut-cracking behaviour in wild-born, rehabilitated bonobos (Pan paniscus): a comprehensive study of hand-preference, hand grips
and efficiency. American Journal Primatology 79, 1-16.[2] van Leeuwen, T., Vanneste, M., Kerkhof, F., D’Agostino, P., Vanhoof, M., Stevens, J., van Lenthe, G.H., Vereecke, E., 2018. Mobility and
structural constraints of the bonobo trapeziometacarpal joint. Biological Journal of the Linnean Society, https://doi.org/10.1093/biolinnean/bly162.
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Neandertal population histories from sediment nuclear DNA
Benjamin Vernot1 , Elena Zavala1 , Frédéric Romagné1 , Fabrizio Mafessoni1 , Viviane Slon1 , Benjamin Peter1 , Birgit Nickel1 ,
Elena Essel1 , Julia Richter1 , Sarah Nagel1 , David López Herráez1 , Maciej T. Krajcarz2 , Andrey Krivoshapkin3 , Maxim B.
Kozlikin3 , Michael V. Shunkov3,4 , Anatoly P. Derevianko3,5 , Zenobia Jacobs6,7 , Bo Li6 , Richard Roberts6,7 , Kseniya
Kolobova3,5 , Juan-Luis Arsuaga8,9 , Svante Pääbo1 , Matthias Meyer1
1 - Department of Evolutionary Genetics, Max-Planck-Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Institute
of Geological Sciences, Polish Academy of Sciences, Warszawa, Poland · 3 - Institute of Archaeology and Ethnography, Russian
Academy of Sciences, Novosibirsk, Russia · 4 - Novosibirsk State University, Novosibirsk, Russia · 5 - Altai State University,
Barnaul, Russia · 6 - Centre for Archaeological Science, School of Earth and Environmental Sciences, University of Wollongong,
Australia · 7 - Australian Research Council (ARC) Centre of Excellence for Australian Biodiversity and Heritage, University of
Wollongong, Australia · 8 - Centro Mixto UCM-ISCIII de Evolución y Comportamiento Humanos, Madrid, Spain · 9 Departamento de Paleontología, Facultad Ciencias Geológicas, Universidad Complutense de Madrid, Spain
The study of hominin history has progressed through both archaeological and genetic insights. In recent years, ancient DNA sequencing from fossils has allowed the association of genetic populations with specific places in time and space. However, many
archaeological sites lack associated hominin fossils, frustrating genetic analyses. Even when fossils are found, they often do not
cover the full time-span of a site, or sampling them for DNA may not be possible. Recent work has demonstrated the sequencing of
mammalian and hominin mitochondrial DNA (mtDNA) from sediment samples [1]. However, mtDNA provides limited data for
the resolution of population relationships. Here we present targeted enrichment and sequencing of hominin nuclear DNA from
sediments. Of particular concern is the mixture of hominin and non-hominin (faunal) DNA present in the majority of sedimentary
deposits. With this in mind, we produced a set of probes targeting 1.7 million informative SNPs in the nuclear genome - specifically
at loci with high genomic divergence in a set of 15 eutherian mammals. We then developed an approach to evaluate the extent of
microbial and faunal DNA in our data, along with statistical methods to account for such non-hominin DNA. We applied these
methods to sediment samples from Galeria de las Estatuas [2], a site in northern Spain, and Denisova [3] and Chagyrskaya [4] caves,
in the Altai Mountains in southern Siberia. In total, we identified and sequenced Neandertal nuclear DNA from approximately 30
sediment samples, in stratigraphic layers spanning 55kya - 130kya. We then placed each sample on a Neandertal phylogenetic tree,
as defined by three high-coverage Neandertal genomes, and for each sample inferred the most likely Neandertal lineage, and a divergence date from that lineage. In some instances we are able to demonstrate population transitions within a single cave, and associate
these changes with specific layers. In others, all layers are associated with a single Neandertal lineage, suggesting a more homogenous
occupation. This work demonstrates that detailed genetic analyses may be possible from many more archaeological sites than was
previously thought, and is particularly encouraging for time-series studies of single sites, or for sites with a sparse fossil record.
This study was funded by the Russian Science Foundation (projects 14-50-00036 and 19-48-04107), the Max Planck Society, the European Research Council (grant agreement number 694707), and the
Australian Research Council (fellowships FT150100138, FT140100384 and FL130100116).
References:[1] Slon, V. et al., 2017. Neandertal and Denisovan DNA from Pleistocene Sediments. Science 356, 605-608.[2] Arsuaga, J.L. et al., 2017. Evidence of paleoecological changes and Mousterian
occupations at the Galería de las Estatuas site, Sierra de Atapuerca, northern Iberian plateau, Spain. Quaternary Research 88, 345–367.[3] Jacobs, Z. et al., 2019. Timing of archaic hominin occupation of
Denisova Cave in southern Siberia. Nature 565, 594-599.[4] Rudaya, N. et al., 2017. Palaeoenvironments during the period of the Neanderthals settlement in Chagyrskaya cave (Altai Mountains, Russia).
Palaeogeography, Palaeoclimatology, Palaeoecology 467, 265–276.
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Survival of late Pleistocene hunter-gatherer ancestry in the Iberian Peninsula
Vanessa Villalba-Mouco1,2 , Marieke S. van de Loosdrecht1 , Cosimo Posth1 , Rafael Mora3 , Jorge Martínez-Moreno3 ,
Manuel Rojo-Guerra4 , Domingo C. Salazar-García5 , Jose I. Royo-Guillen6 , Michael Kunst7 , Hélène Rougier8 , Isabelle
Crevecoeur9 , Hector Arcusa-Magallón10 , Cristina Tejedor-Rodríguez11 , Iñigo García-Martínez de Lagrán12 , Rafael
Garrido-Pena13 , Kurt W. Alt14,15 , Choongwon Jeong1 , Stephan Schiffels1 , Pilar Utrilla2 , Johannes Krause1 , Wolfgang
Haak1
1 - Department of Archaeogenetics, Max Planck Institute for the Science of Human History, Jena, Germany · 2 - Departamento
de Ciencias de la Antigüedad, Grupo Primeros Pobladores del Valle del Ebro (PPVE), Instituto de Investigación en Ciencias
Ambientales (IUCA), Universidad de Zaragoza, Zaragoza, Spain · 3 - Centre d’Estudis del Patrimoni Arqueològic de la
Prehistòria (CEPAP), Facultat de Lletres, Universitat Autònoma Barcelona, Spain · 4 - Department of Prehistory, University of
Valladolid, Valladolid, Spain · 5 - Grupo de Investigación en Prehistoria IT-622-13 (UPV-EHU)/IKERBASQUE-Basque
Foundation for Science, Euskal Herriko Unibertsitatea, Vitoria, Spain · 6 - Dirección General de Cultura y Patrimonio, Gobierno
de Aragón, Zaragoza, Spain · 7 - Instituto Arqueológico Alemán, Madrid, Spain · 8 - Department of Anthropology, California
State University, Northridge, USA · 9 - UMR 5199-PACEA, CNRS, Université de Bordeaux, Pessac Cedex, France · 10 Arcadia-FUNGE, Fundación General de la Universidad de Valladolid, Valladolid, Spain · 11 - Juan de la Cierva-Formación
Program, Institute of Heritage Sciences, Spanish National Research Council (Incipit, CSIC), Santiago de Compostela, Spain · 12
- Juan de la Cierva-Incorporación Program, Department of Prehistory, Valladolid University, Valladolid, Spain · 13 - Department
of Prehistory, Universidad Autónoma de Madrid, Madrid, Spain · 14 - Center of Natural and Cultural Human History, Danube
Private University, Krems, Austria · 15 - Department of Biomedical Engineering, University of Basel, Allschwil, Switzerland
The Iberian Peninsula in Southwestern Europe formed a periglacial refugium for Pleistocene hunter-gatherers (HG) during the
Last Glacial Maximum (LGM) [1], which served as a potential source for the re-peopling of northern latitudes [2]. After 14,000
years ago, following the warming interstadial Bølling/Allerød, the genetic signature present in Europe was dominated by ancestry
associated with the individual from Villabruna, generally called Western HG (WHG). This cluster had largely replaced the earlier El Mirón genetic cluster, comprised of 19,000-15,000-year-old individuals from Central and Western Europe associated with
the Magdalenian culture [2]. However, little is known about the genetic diversity of the HG in the Southern European refugia.
We aimed to further refine the HG genetic structure in the Iberian Peninsula during the Upper Paleolithic and Mesolithic, and
to characterise the HG ancestry sources that contributed genetically to Neolithic groups. We successfully generated autosomal
genome-wide data and mitochondrial genomes of 10 new individuals from key sites in the Iberian Peninsula ranging from 13,000–
6,000 calibrated years before present (years cal BP) and dating to the Late Upper Paleolithic (n = 2), Mesolithic (n = 1), Early
Neolithic (n = 4), and Middle Neolithic (n = 3). We furthermore improved the sequencing depth of one Upper Paleolithic individual from the Troisième caverne of Goyet (Belgium) dated to 15,000 years cal BP and associated with the Magdalenian culture
[2,3]. Our results highlight the late survival of another Paleolithic lineage in Iberia, previously reported in Magdalenian individuals. We show that all Iberian HG, including the oldest individual from El Mirón (∼18,600 yrs cal BP), carry dual ancestry from
both WHG and Magdalenian-associated individuals. Thus, our results suggest a connection between refugia earlier than 14,000
yrs cal BP, resulting in a genetic ancestry that survived in later Iberian HG. Our new genomic data from Iberian Early and Middle
Neolithic individuals show that the dual Iberian HG genomic legacy pertains in the peninsula, thereby serving as a genetic tracer
and suggesting that expanding farmers mixed with HG locally.
We thank all the members of the Archaeogenetics Department of the Max Planck Institute for the Science of Human History. The genetic research was funded by the Max Planck Society and the
European Research Council ERC-CoG 771234 PALEoRIDER (W.H.). V.V.-M. was funded by a predoctoral scholarship of the Gobierno de Aragón and the Fondo Social Europeo (BOA20150701025)
References:[1] Stewart, J.R., Stringer, C.B., 2012. Human evolution out of Africa: the role of refugia and climate change. Science 335, 1317–1321.[2] Fu, Q., Posth, C., Hajdinjak, M., Petr, M., Mallick, S.,
Fernandes, D., Furtwängler, A., Haak, W., Meyer, M., Mittnik, A., et al., 2016. The genetic history of Ice Age Europe. Nature 534, 200–205.[3] Posth, C., Renaud, G., Mittnik, A., Drucker, D.G., Rougier,
H., Cupillard, C., Valentin, F., Thevenet, C., Furtwängler, A., Wißing, C., et al., 2016. Current Biology 26, 827-833.
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New chronological constraints for the Lower Palaeolithic site of Cueva Negra del Estrecho del Río
Quípar, Caravaca de la Cruz, Murcia, Spain: Preliminary ESR dating of the late Early Pleistocene fauna
Michael J. Walker1,2 , Mathieu Duval3,4 , Rainer Grün3 , María Haber-Uriarte1,5 , Antonio López-Jiménez1 , Mariano
López-Martínez1
1 - Murcian Association for the Study of Palaeoanthropology and the Quaternary (MUPANTQUAT) · 2 - Dept. of Zoology and
Physical Anthropology, Faculty of Biology, Murcia University, Spain · 3 - Australian Research Centre For Human Evolution,
Environmental Futures Research Institute, Griffith University, Australia · 4 - Centro Nacional de Investigación sobre la Evolución
Humana (CENIEH), Burgos, Spain · 5 - Dept. of Prehistory, Archaeology, Ancient History, Mediaeval History and
Historiographical Sciences, Faculty of Letters, Murcia University, Spain
Combined uranium-series electron spin resonance dating is being applied currently to a series of fossil herbivore teeth (Equus cf.
altidens and Stephanorhinus sp.) from several stratigraphical units of the final Early Pleistocene 5 m-deep sedimentary sequence at
the Palaeolithic site of Cueva Negra del Estrecho del Río Quípar, which is situated in the Segura drainage basin, in southeastern
Spain. The tooth samples first were pre-screened using high-resolution laser ablation inductively coupled plasma mass spectrometry
(LA-ICP-MS). Interestingly, these uranium-series analyses showed no evidence of uranium leaching from the dental tissues, thus
suggesting the suitability of the samples for ESR dating. A mean apparent U-series age of 300±112 ka was derived from all dental
tissues sampled (n=78). This must be regarded as a minimum age constraint for these fossil teeth, as uranium uptake may be delayed
significantly after death of an organism. Combined uranium-series and electron spin resonance age results are obtained using both
the US (U-series) and CSUS (Closed system U-series) uptake models [1]. The latter typically provides a maximum age constraint
for a given sample. For instance, a preliminary initial result points to a CSUS-ESR age of 890±136 ka (ca. 0.89 Ma) for equid tooth
CN-1511 from Cueva Negra. The chronology of the site is supported by two independent methods [2]. Magnetostratigraphical
findings imply correlation of the entire sedimentary infilling with the Matuyama Chron, and therefore an inferred age >0.78 Ma.
Biochronological considerations are consistent with a final Early Pleistocene age because the palaeontological assemblage includes
both characteristic large fauna (e.g., the cervids Dama cf. vallonnetensis and Megaloceros novocarthaginiensis) and small mammals
(Iberomys huescarensis, Mimomys savini, Pliomys episcopalis, Prolagus calpensis, Stenocranius gregaloides, Terricola arvalidens, Victoriamys chalinei). The fossils occur throughout a 5 m-deep undisturbed sedimentary sequence which was deposited by intermittent
fluviolacustrine alluviation, during a short period of geological time [3] (plausibly MIS-21, ca. 0.87-0.81 Ma), and has provided
pollen typical of temperate environmental conditions. Consequently, magnetostratigraphy, biochronology and numerical dating
consistently support a late Early Pleistocene age for Cueva Negra, most likely between ca. 1.03 and 0.78 Ma when considering the
1-sigma upper range of the preliminary CSUS-ESR age available for CN-1511. Ongoing combined U-series/ESR dating of other
fossil teeth will enable further definition of chronological constraints. Excavation at Cueva Negra has uncovered a bifacially-flaked
Acheulian handaxe, a complex industry of small artefacts, including flakes removed by repetitive flaking of small cores and pieces
with retouched edges, as well as evidence of combustion in a deep level [4]. There are no hominin fossils (anterior teeth of a small
Ursus deningeri, perhaps a female, were mistaken for Neanderthal teeth and wrongly appear as such in some publications). Given
contemporaneity of the Cueva Negra sedimentary deposits with Homo antecessor, dated to ca. 0.95-0.78 Ma [5] at the Gran Dolina
in the Sierra de Atapuerca in northern Spain, an intriguing question is whether we owe the Palaeolithic assemblage and combustion
at Cueva Negra to that hominin species.
Drs. J. van der Made of the Museo Nacional de Ciencias Naturales at Madrid and G. Rabeder of the University of Vienna are thanked for palaeontological assistance and advice. Aspects of the ESR dating
study have been funded by the ARC Future Fellowship Grant FT150100215.
References:[1] Grün, R. et al., 1988. ESR dating of tooth enamel: Coupled correction for U-uptake and U-series disequilibrium. International Journal of Radiation Applications and Instrumentation Part
D Nuclear Tracks and Radiation Measurements 14, 237-241; Grün, R., 2000. An alternative model for open system U-series/ESR age calculations: (closed system U-series)-ESR, CSUS-ESR. Ancient TL
18, 1-4.[2] Scott, G., Gibert, L., 2009, The oldest hand-axes in Europe, Nature 461, 82-85; López-Jiménez et al., 2018. Small-mammal indicators of biochronology at Cueva Negra del Estrecho del Río
Quípar (Caravaca de la Cruz, Murcia, SE Spain), Historical Biology, doi: 10.1080/08912963.2018.1462804; Walker et al., 2016. A view from a cave: Cueva Negra del Estrecho del Río Quípar (Caravaca de
la Cruz, Murcia, southeastern Spain), Human Evolution 31, 1-67.[3] Angelucci et al., 2013. Rethinking stratigraphy and site formation of the Pleistocene deposit at Cueva Negra del Estrecho del Río
Quípar (Caravaca de la Cruz, Spain). Quaternary Science Reviews 89, 195-199.[4] Walker et al., 2013, Cueva Negra del Estrecho del Río Quípar (Murcia, Spain): A late Early Pleistocene hominin site with
an “Acheulo-Levalloiso-Mousteroid” Palaeolithic assemblage, Quaternary International 294, 135-159; Walker et al., 2016, Combustion at the late Early Pleistocene site of Cueva Negra del Estrecho del
Río Quípar (Murcia, Spain), Antiquity 90, 571-589.[5] Duval et al., 2018, The first direct ESR dating of a hominin tooth from Atapuerca Gran Dolina TD-6 (Spain) supports the antiquity of Homo
antecessor, Quaternary Geochronology 47, 120-137.
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KSD-VP-1/1: the “Big Man” just got bigger
Nicole M. Webb1,2 , Viktoria A. Krenn1,3 , Cinzia Fornai1,3 , Martin Haeusler1
1 - Institute of Evolutionary Medicine, University of Zurich, Switzerland · 2 - Senckenberg Research Institute and Natural
History Museum, Frankfurt am Main, Germany · 3 - Department of Evolutionary Anthropology, University of Vienna, Austria
The 3.6 Ma old Australopithecus afarensis skeleton KSD-VP-1/1 known as “Kadanuumuu” from Woranso-Mille, Ethiopia [1], is
pivotal for evaluating morphological variation and sexual dimorphism within the East African australopithecines given its relative
completeness and large body size. Its robustness in combination with a narrow greater sciatic notch suggest that KSD-VP-1/1 was
probably male [1]. The diameter of its hip joint previously generated a body mass estimate of 59.5 kg, which is nearly double that
of the 28.9 kg calculated for the supposed female A. afarensis specimen A.L. 288-1 [2]. Here, we reassess the morphological variation and sexual dimorphism within A. afarensis based on our novel reconstruction of the KSD-VP-1/1 hipbone. We performed
a 3D geometric morphometric analysis based on 24 homologous landmarks with a sample of pelves from extant humans (n=60),
chimpanzees (Pan troglodytes; n=35), gorillas (Gorilla gorilla, G. beringei; n=45) and orangutans (Pongo pygmaeus; n=30), as well
as restored hipbones of A.L. 288-1 (A. afarensis) [3], Sts 14 [3] and StW 431 (both A. africanus), and MH2 (A. sediba) [4]. Our
reconstruction of the KSD-VP-1/1 hipbone was done by virtually reassembling the individual pieces of the fractured specimen after removing the adhering matrix. Then, we utilized landmark registration methods coupled with thin-plate spline-based warping
of A.L. 288-1 to estimate the missing regions of the hipbone such as the iliac crest, the ischiopubic ramus and the pubic symphyseal
body. Additionally, least squares best-fit regions were fitted to the undistorted sections of the acetabulum to estimate acetabular
size. Using published regression equations [2], we predicted a femoral head diameter of 40.9 mm, which translated into a body
mass range of 64-68 kg. These values are slightly larger than those previously published [2], thereby confirming the enormous body
size variation within these early hominins. The principal component analysis of the Procrustes shape coordinates for the hipbone
landmark configurations showed that KSD-VP-1/1 was closer to Sts 14 (A. africanus) rather than A.L. 288-1 (A. afarensis). This
trend was maintained even when size-adjusted residuals were plotted to control for allometric influences on the shape data. Humans and australopithecines had different trajectories when residual shape components were compared to the common allometric
component, suggestive of unique scaling trends for each group, even among different reconstructions of the same specimen (Procrustes ANOVA; P < 0.01). This adds to our previous geometric morphometric analysis of the KSD-VP-1/1 sacrum [5], which
demonstrated the presence of a surprisingly narrow, and likely primitive, shape of the sacroiliac joint that distinguished it from that
of A.L. 288-1 and Sts 14. Procrustes distance-based pairwise permutations confirmed this morphological disparity with differences
between KSD-VP-1/1 and A.L. 288-1 exceeding 98% of pairwise comparisons within modern humans. Thus, our reconstruction
and geometric morphometric analysis of the KSD-VP-1/1 hipbone contextualizes its unique morphological variation and its large
body size relative to other australopithecines. These findings highlight the morphological heterogeneity within the A. afarensis
hypodigm. The peculiar shape of the KSD-VP-1/1 sacroiliac joint in combination with the robustness of the pelvis itself suggest
possible functional and taxonomic diversity within the East African australopithecines that further research will need to elucidate.
This research was funded by the Swiss National Science Foundation grant No. 31003A_176319 and the Mäxi Foundation.
References:[1] Haile-Selassie, Y., Su, F.D. (Eds.), 2016. The Postcranial Anatomy of Australopithecus afarensis: New Insights from KSD-VP-1/1. Springer, Dordrecht.[2] Ruff, C.B., Burgess, M.L., Squyres,
N., Junno, J.A., Trinkaus, E., 2018. Lower limb articular scaling and body mass estimation in Pliocene and Pleistocene hominins. Journal of Human Evolution 115, 85-111.[3] Haeusler, M., Schmid, P.,
1995. Comparison of the pelves of Sts 14 and AL 288-1: implications for birth and sexual dimorphism in australopithecines. Journal of Human Evolution 29, 363-383.[4] Fornai, C., Haeusler, M., 2016.
Virtual reconstruction of the Australopithecus sediba pelvis and reconsideration of its morphological affinities. PESHE 5, 96.[5] Fornai, C., Krenn, V.A., Nuesch, M., Haeusler, M., 2018. Unexpectedly high
morphological variability in the Australopithecus sacrum. Implications for sexual and taxonomic diversity. PESHE 7, 67.
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Multi-enzyme digestion of Pleistocene bone proteomes
Frido Welker1,2 , Liam Lanigan1 , Jean-Jacques Hublin2 , Ralf W. Schmitz3,4 , Jesper V. Olsen5 , Enrico Cappellini1 , Alberto
Taurozzi1
1 - Globe Institute, University of Copenhagen, Copenhagen, Denmark · 2 - Department of Human Evolution, Max Planck
Institute for Evolutionary Anthropology, Leipzig, Germany · 3 - LVR - Landes Museum, Bonn, Germany · 4 - University of Bonn,
Bonn, Germany · 5 - The Novo Nordisk Center of Protein Research, University of Copenhagen, Denmark
The study of ancient proteins, or palaeoproteomics, has recently seen its first Pleistocene applications to human origin studies.
These range from the identification of faunal complexes associated with hominin occupancy through Zooarchaeology by Mass
Spectrometry screening (ZooMS; [1]) to studying hominin phylogeny based on ancient protein sequence data [2]. The latter provides a second biomolecular method to study the phylogenetic relationships between hominin individuals and populations, in
addition to the now well-established ancient DNA methods. The success of a phylogenetic study of ancient protein sequence data
relies on two aspects. First, the number of identified ancient proteins. Second, the amino acid sequence coverage obtained for each
of these proteins. It is therefore highly beneficial to maximise these aspects, especially when aiming to assess the phylogenetic relationship between closely related species, i.e. hominins. Normally, ancient protein workflows utilise only a single protease, trypsin.
It is known from studies on modern samples that the use of alternative or additional proteases significantly increases proteome
recovery and/or sequence coverage [3]. Although a small number of ancient protein studies have utilised non-trypsin proteases [4],
their general performance across different states of preservation has not been explored. We present a direct comparison of several
proteases using Late Pleistocene bone specimens. First, we obtain Equidae bone proteomes in different states of degradation using
six different proteases in parallel. We observe that each of these proteases provides access to different sequence regions, and in some
cases entirely different proteins. Second, we obtain bone proteomes from a Neanderthal specimen identified through ZooMS at
the Neanderthal type site, the Kleine Feldhofer Grotte (Germany [5]). We observe that the use of alternative proteases or multiple parallel digestions using several proteases has a significant impact on the recovery of single amino acid polymorphisms (SAPs)
within Hominidae. Our research therefore indicates that in addition to trypsin, other proteases can be successfully incorporated
into (existing) palaeoproteomic workflows to significantly increase the phylogenetic potential of ancient skeletal proteomes.
We thank generous support provided by: the Leakey Foundation; MSCA; DNRF; Max Planck Society.
References:[1] Buckley, M., Collins, M.J., Thomas-Oates, J., Wilson, J.C., 2009. Species identification by analysis of bone collagen using matrix-assisted laser desorption/ionisation time-of-flight mass
spectrometry. Rapid communications in mass spectrometry 23, 3843–3854.[2] Chen, F., Welker, F., Shen, C.-C., Bailey, S.E., Bergmann, I., Davis, S., Xia, H., Wang, H., Fischer, R., Freidline, S.E., Y, T.-L.,
Skinner, M.M., Stelzer, S., Dong, G., Fu, Q., Dong, G., Wang, J., Zhang, D., Hublin, J.-J., 2019. A late Middle Pleistocene Denisovan mandible from the Tibetan Plateau. Nature.[3] Wiśniewski, J.R., Mann,
M., 2012. Consecutive proteolytic digestion in an enzyme reactor increases depth of proteomic and phosphoproteomic analysis. Analytical Chemistry 84, 2631–2637.[4] Welker, F., Collins, M.J., Thomas,
J.A., Wadsley, M., Brace, S., Cappellini, E., Turvey, S.T., Reguero, M., Gelfo, J.N., Kramarz, A., Burger, J., Thomas-Oates, J., Ashford, D.A., Ashton, P.D., Rowsell, K., Porter, D.M., Kessler, B., Fischer, R.,
Baessmann, C., Kaspar, S., Olsen, J.V., Kiley, P., Elliott, J.A., Kelstrup, C.D., Mullin, V., Hofreiter, M., Willerslev, E., Hublin, J.-J., Orlando, L., Barnes, I., MacPhee, R.D.E., 2015. Ancient proteins resolve
the evolutionary history of Darwin’s South American ungulates. Nature 522, 81–84.[5] Schmitz, R.W., Serre, D., Bonani, G., Feine, S., Hillgruber, F., Krainitzki, H., Pääbo, S., Smith, F.H., 2002. The
Neandertal type site revisited: interdisciplinary investigations of skeletal remains from the Neander Valley, Germany. PNAS 99, 13342–13347.
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Island South East Asia and its important role in hominin speciation
Michael C Westaway1 , Julien Louys2 , Mark Collard3
1 - University of Queensland, Australia · 2 - Griffith University, Australia · 3 - Simon Fraser University, Canada
Island Southeast Asia has in more recent decades been viewed by palaeoanthropologists primarily as a destination for migrating
hominins—initially Homo erectus and later Homo sapiens. Traditionally palaeoanthropologists have considered Africa and Europe
as more significant in the evolution of new hominin species. In this paper, we suggest that in light of recent discoveries it is time to
revisit this approach. The results of recent phylogenetic analyses of Homo floresiensis (1) and the discovery of Homo luzonensis (2)
raise the possibility that Island South East Asia was a centre of hominin speciation. Genetic data from contemporary H. sapiens
from Sahul (Australia and New Guinea) indicate an unusually high level of hybridization with Denisovans, with suggestions that
two distinct Denisovan lineages were located in Island South East Asia. One of these lineages appears to be situated east of the
Wallace Line and possibly even in Sahul (3). The suggestion that archaic hominins may have reached Sahul is highly significant,
however, it is currrently not supported by any fossil or archaeological evidence. Recent genomic evidence therefore supports the idea
that Island South East Asia may have acted as a hybrid zone for hominins with evidence now being detected for admixture between
two distinct Denisovan lineages as well a smaller admixture signature of ∼1% that has tentatively been accredited to Homo erectus
(3). With evidence now suggesting that four archaic archaic hominins may have been contemporaenous in Island South East Asia,
(H. erectus, H. floresiensis, H. luzonensis and the Denisovans) it would appear that the region had greater hominin diversity than
Europe or Africa during the late Pleistocene. Further research is urgently required to refine our understanding of the age of some
of the hominins (for example the age of H. erectus continues to be contentious, see 4), but by and large evidence for introgression
indicates that these hominins did overlap with H. sapines. Support for the idea that Island South East Asia was a centre of hominin
speciation and hybridization is provided by the many plants and non-hominin animals in the Wallacean region that exhibit high
levels of endemism. This change in perspective in relation to our understanding of hominin evolution in Island South East Asia has
a number of significant implications for our understanding of human evolution in more general terms, and we will end by outlining
the most important of these implications.
Dr Michael Westaway is funded by the Australian Research Council and the University of Queensland.
References:[1] Dembo, M., Matzke, N. J., Mooers, A. Ø., Collard, M., 2015. Bayesian analysis of a morphological supermatrix sheds light on controversial fossil hominin relationships. Proceedings of the
Royal Society B: Biological Sciences 282(1812), 20150943.[2] Détroit, F., Mijares, A. S., Corny, J., Daver, G., Zanolli, C., Dizon, E., Piper, P. J. et al., 2019. A new species of Homo from the Late Pleistocene
of the Philippines. Nature, 568(7751), 181.[3] Jacobs, G. S., Hudjashov, G., Saag, L., Kusuma, P., Darusallam, C. C., Lawson, D. J., Metspalu, M. et al., 2019. Multiple deeply divergent Denisovan ancestries
in Papuans. Cell.[4] Westaway, M. C., Groves, C. P., 2009. The mark of ancient Java is on none of them. Archaeology in Oceania, 44(2), 84-95.

200

Pecha Kucha Presentation Session 2, Thursday 11:25

A cognitive forager’s landscape? The profitability of marine and subterranean foods for chacma baboons
and humans in South Africa
Maxine C Whitfield1 , Aliza Le Roux2 , Alastair J Potts1 , Curtis W Marean1,3
1 - African Centre for Coastal Palaeoscience, Nelson Mandela University, Port Elizabeth, South Africa · 2 - Department of
Zoology and Entomology, University of the Free State, Qwaqwa campus, Phuthaditjhaba, South Africa · 3 - School of Human
Evolution and Social Change, Institute of Human Origins, Arizona State University, Tempe, USA
The Cape south coast of South Africa has yielded the earliest archaeological evidence for behavioural and cognitive modernity in
humans dating back to 100 ka, and this evidence overlaps with the earliest evidence for intertidal foraging of shellfish. One explanation for this overlap involves the high levels of brain-specific nutrients in the marine foods and a foraging environment that selected
for cognitive foragers. Some argue that the lack of Oldowan lithic material, contrasted with the abundant Acheulian presence in
the Cape Floristic Region (CFR), can be attributed to the advanced cognition that hominin foragers would have required to take
advantage of the main sources of carbohydrates, fats and protein in the CFR – namely the underground storage organs of geophytic
plants and marine intertidal foods. To date, we have only been able to speculate on the cognitive requirements for exploiting these
resource bases, as the only return rate data available comes from human foragers. In this study, I identify three levels of cognition
involved in exploiting intertidal and subterranean CFR foods most optimally: sensorimotor intelligence for extractive foraging;
spatio-temporal intelligence for tracking patchily distributed hotspots, complex phenological patterns as well as tidal patterns; and
exploitation intelligence involving collection, processing, preservation and storage strategies. I present data investigating the first
level in a non-human primate model for earlier hominins, the chacma baboon (Papio ursinus).
I compare caloric gains within a given time period for these resources between humans (measured directly) and baboons (modelled). To calculate caloric return from shellfish for baboons, I collected the discarded shells after marine-foraging events, and used
allometric relationships between shell length and caloric content to calculate the total caloric gain at a troop level, which I then
divided by the total number of sub-adult and adult baboons present to estimate individual return. I compare baboon data to published human data from the same region. To calculate return rates from underground storage organs (USOs) of geophytic plants,
I analysed footage of digging in baboons, and calculated digging times for successful and unsuccessful digging events. Using this
data, I modelled potential return within a given time frame, incorporating the average mass and caloric content of corms from the
same geophytic species. Along with an assistant, I conducted human digging experiments to allow for comparisons of success and
return in a given time period in the same region between humans and baboons. Under ideal tidal and weather conditions, baboons
met only ∼1-2% of daily energy requirements through marine foraging. Individual humans, under ideal conditions and in the same
region, could collect 100-126% of their daily energy requirements in an hour [1]. In rocky sandstone fynbos, adult female baboons
and humans exhibited a success rate of 52% and 56% respectively when digging for USOs, and successful digs took on average 4.2
min and 11.7 min respectively to complete. In this habitat, baboons were thus more efficient USO foragers than humans. Since
50% of human foraging bouts for USOs in different habitat types in the same region yielded 100% of human daily energetic requirements within two hours [2], it is likely that this resource base is equally profitable for baboons. These data provide the first
glimpse into the differences in potential profitability of two important resource bases during the cognitive phases associated with
human evolution, and highlight potential reasons for these differences.
References:[1] De Vynck, J.C., Anderson, R., Atwater, C., Cowling, R.M., Fisher, E.C., Marean, C.W., Walker, R.S., Hill, K., 2016. Return rates from intertidal foraging from Blombos Cave to Pinnacle
Point: Understanding early human economies. Journal of Human Evolution 92, 101–115.[2] Singels, E., Potts, A.J., Cowling, R.M., Marean, C.W., De Vynck, J., Esler, K.J., 2016. Foraging potential of
underground storage organ plants in the southern Cape, South Africa. Journal of Human Evolution. 101, 79–89.
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The role of climate in the evolution of body and brain size of Homo in the last 2 million years
Manuel Will1 , Mario Krapp2 , Jay T. Stock3 , Andrea Manica2
1 - Department of Early Prehistory and Quaternary Ecology, University of Tübingen, Germany · 2 - Department of Zoology,
University of Cambridge, UK · 3 - Department of Archaeology and Anthropology, University of Cambridge, UK
Body and brain size are two central determinants of a species’ biology and adaptive strategy. Recent years have seen an increase in
estimates for brain and body size in the genus Homo, with a focus on understanding their temporal, taxonomic and spatial evolution
[1-3]. A key open question concerns the causal mechanisms behind the massive increase in body mass and brain volume within the
human lineage from the Early to Late Pleistocene. Various hypotheses have been put forward, many invoking climatic and ecological driving forces, though cultural, technological and demographic factors have also been suggested [4, 5]. Here we provide the first
explicit quantitative testing of climatic hypotheses for the evolution of brain and body size. Previous studies have relied on MIS
stages or global mean temperatures (i.e. from δ18O curves) as ecological proxies [e.g. 4, 5]. Instead, we apply a newly developed
method that uses an emulator of a Global Circulation Model to reconstruct local climatic conditions (on a grid of ∼1° latitude by
1° longitude). This approach provides various climatic variables (e.g. temperature, precipitation) based on the specific geographical coordinates and age of the fossil specimen under consideration. Here we focus on the relationship of body and brain size with
mean annual temperature at the fossil location and contrast this with global mean temperature. Our anthropological data consists
of n=324 estimates of body mass [1] and n=215 brain size estimates across Homo from 2.0 Mya to 10 kya, including taxonomic
assessment. Thinning of data was performed to avoid having too many estimates from the same location/time. We resampled the
dataset 100 times, only taking one measurement for any combination of location and time, with results being minimally affected
by the subset of data used. For brain size, our baseline models find a steady increase through time with a clear association with taxonomy, roughly explaining ∼75% of variation over the last 2 Myr. This increase is well explained by mean global temperature, but
time is an equally good predictor. Thus, it is not possible to disentangle the effect of climate using global estimates, as the world has
cooled down over the last 2 Myr years. When using mean annual temperature of the location of the fossil, explanatory power goes
down to ∼25%. Using local temperatures in combination with taxonomy does not lead to any improvement in our ability to explain
brain size compared to using taxonomy alone. With regard to body size, taxonomy itself explain 40% of the observed variance in
our model whereas global annual mean temperature and time perform worse (∼15-20%). Using local temperature as predictor of
body size again does not yield better results (∼10-15% of explained variance). However, using local temperature within each taxonomic unit leads to ∼45-50% explained variance, with body size increasing with colder temperatures among all taxa, though the
strength of the effect varies across taxonomic units. Our analyses of a large database of Homo specimens with detailed quantitative
climate variables find no evidence for a significant effect of local temperature on brain size. Yet, we do find evidence for Bergmann’s
rule operating on body size within taxonomic units (e.g. Neanderthals; Homo sapiens). Yet, the largest changes in body size are still
observed between taxonomic units. This study underlines the necessity to reconstruct quantitative localized climate variables for
individual fossils, with global mean temperature bearing little meaningfulness from a biological point of view, as temperature has
changed in different ways across different locations. Future models will incorporate additional variables (e.g. precipitation) and
measures of the magnitude of climatic change over time (i.e. velocity) and test in how far other ecological aspects and their interaction might influence the evolution of body and brain size in Homo.
References:[1] Will, M., Pablos, A., Stock, J. T., 2017. Long-term patterns of body mass and stature evolution within the hominin lineage. Royal Society open science 4, 171339.[2] Grabowski, M., Hatala,
K. G., Jungers, W. L., Richmond, B. G., 2015. Body mass estimates of hominin fossils and the evolution of human body size. Journal of Human Evolution 85, 75-93.[3] Du, A., Zipkin, A. M., Hatala, K. G.,
Renner, E., Baker, J. L., Bianchi, S., Wood, B. A. et al., 2018. Pattern and process in hominin brain size evolution are scale-dependent. Proceedings of the Royal Society B: Biological Sciences 285,
20172738.[4] Ash, J., Gallup, G. G., 2007. Paleoclimatic variation and brain expansion during human evolution. Human Nature 18, 109-124.[5] González-Forero, M., Gardner, A., 2018. Inference of
ecological and social drivers of human brain-size evolution. Nature 557, 554-557.
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Revisiting the bent-hip bent-knee hypothesis: Variation in hallucal abduction in the modern human
foot is dependent on limb posture
Ashleigh L. A. Wiseman1 , Thomas O’Brien2 , Isabelle De Groote1
1 - Research Centre in Evolutionary Anthropology and Paleoecology, Liverpool John Moores University, Liverpool, UK · 2 Research Institute for Sports and Exercise Science, Liverpool John Moores University, Liverpool, UK
Hominin fossil trackways are commonly used to infer the locomotory behaviour of the track-makers [1], yet the relationship between movement and the foot’s interaction with the underlying substrate remains poorly understood, inhibiting a comprehensive
reconstruction of evolutionary locomotion [2,3]. To determine the relationship between track morphology, limb kinematics and
substrate mechanics, this study employed 3D motion capture systems to characterize movement (hip, knee and ankle) in modern
humans across a range of substrates and limb postures. Forty participants walked across three different substrates of varying compliance with an erect limb (the typical modern human gait) and with bent-hip bent-knee (BHBK) posture. A reflective marker-set
was placed onto the lower limb bony landmarks to capture joint movements across each 12m long trackway. Joint angles were
statistically compared using MANOVAs between each of the substrates and limb postures. Limb movement was compared with
footprint shapes and patterns to identify the influence of kinematics and substrate on the resulting track morphology. Hallucal abduction for all tracks was measured and a generalised linear model was used to infer modular movement within the foot. Finally, the
height and volume of the midfoot arches were statistically compared to determine if limb posture can be identified from footprint
shapes. Variable depth distributions and under-represented midfoot shapes were identified when moving with BHBK posture in
comparison to an erect limb posture. Hallucal abduction was determined to be variable within an individual when moving across
substrates of differing compliancy, and was significantly correlated with increasing knee angle. The ability to abduct the hallux has
only been reported in pathological individuals to date [4], and this is the first study whereby it has been demonstrated that modern
humans have the ability to slightly abduct the hallux (3-5º per participant) for efficient substrate navigation. Using an experimental
approach, this study has demonstrated two key variables that affect track morphology: substrate compliance and lower limb posture. The morphologies from the BHBK experimental trials on the looser sediment were found to be consistent with the Laetoli
footprints, both of which were created on a substrate of similar compliance. This suggests that the Laetoli track-maker may have
employed a slightly more flexed limb than modern humans. This finding was supported by the increase in hallucal abduction when
traversing across a looser sediment, which likely promoted stability during movement. Importantly, limb posture was reconstructed
from experimental track morphology, offering further insights into the functional morphology of fossil footprints.
This research was funded by Liverpool John Moores University, UK and by the DigiArt Project which is funded by the European Commission under grant number 665066. We would like to thank our
participants for volunteering for this study. Ethical approval was granted by LJMU Ethics Committee.
References:[1] Bennett, M. R., Morse, S. A., 2014. Human Footprints: Fossilised Locomotion? Springer, London.[2] D’Août, K., et al., 2010. Experimentally generated footprints in sand: Analysis and
consequences for the interpretation of fossil and forensic footprints. American Journal of Physical Anthropology, 141(4), 515-525.[3] Hatala, K. G., et al., 2018. A biplanar X-ray approach for studying the
3D dynamics of human track formation. Journal of Human Evolution, 121, 104-118.[4] Geng, X., et al., 2015. Mobility of the first metatarsal-cuneiform joint in patients with and without hallux valgus: in
vivo three-dimensional analysis using computerized tomography scan. Journal of Orthopaedic Surgery and Research, 10, 140.
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When diet became diverse: Isotopic tracking of subsistence strategies among Gravettian hunters in
Europe
Christoph Wißing1 , Hélène Rougier2 , Isabelle Crevecoeur3 , Christelle Draily4 , Mietje Germonpré5 , Asier
Gómez-Olivencia6,7,8 , Yuichi I. Naito1 , Cosimo Posth9,10 , Patrick Semal11 , Hervé Bocherens1,12
1 - Department of Geosciences, Biogeology, University of Tübingen, Germany · 2 - Department of Anthropology, California
State University Northridge, USA · 3 - UMR 5199 PACEA, CNRS, Université de Bordeaux, France · 4 - Service Public de
Wallonie, Agence Wallonne du Patrimoine, Belgium · 5 - Operational Direction “Earth and History of Life”, Royal Belgian
Institute of Natural Sciences, Belgium · 6 - Departmento de Estratigrafía y Paleontología, Facultad de Ciencia y Tecnología,
Universidad del País Vasco-Euskal Herriko Unibertsitatea (UPV/EHU), Spain · 7 - IKERBASQUE, Basque Foundation for
Science, Spain · 8 - Centro UCM-ISCIII de Investigación sobre Evolución y Comportamiento Humanos, Spain · 9 - Institute for
Archaeological Sciences, University of Tübingen, Germany · 10 - Max-Planck Institute for the Science of Human History,
Germany · 11 - Operational Direction “Scientific Service of Heritage”, Royal Belgian Institute of Natural Sciences, Belgium · 12 Senckenberg Centre for Human Evolution and Palaeoenvironment (HEP), University of Tübingen, Germany
Subsistence strategies are key paleoecological features of Paleolithic hunter-gatherers and their deeper understanding provides critical insights into essential aspects of human evolution. In this study, we discuss new collagen stable isotopic values (C, N, S) representing seven Gravettian individuals from the Troisième caverne of Goyet in Belgium. The dietary strategies of the Gravettian
humans from Goyet are in line with the general trends observed among Western European Gravettian populations. These populations show both a low intake of mammoth and a high consumption of other terrestrial mammals as well as aquatic resources,
such as at the sites Arene Candide and La Rochette. This is different for more eastern Gravettian hunter-gatherers, for example in
Kostenki, Brno-Francouzska, Mal’ta, Předmostí, and Dolní Věstonice where the dietary contribution of mammoth meat was significantly higher. The stable isotopic data of the Gravettian humans from Goyet indicate that their dietary ecology was essentially
based on terrestrial resources like reindeer, horse, and, to a lesser extent, mammoth. However, they yielded δ¹⁵N values that are
substantially lower than those of the earlier modern humans and Neandertals from the same site [1-2]. We hypothesize that the
Gravettian humans had much less mammoth in their diet than all earlier humans from the same region. It was previously shown that
in northwestern Europe a decline of mammoth, a key prey species, could already be detected at the onset of the Upper Paleolithic
[2]. This trend appears to continue into the Gravettian, despite the persistence of the typical mammoth ecological niche, which
is represented by a grassland with high δ¹⁵N values. Interestingly, through isotopic analysis, we are able to track the spread of the
horse from the local ecosystem (represented by specimens from Walou Cave, Belgium) into this niche now under-occupied by the
mammoth. Radiocarbon dates obtained from several mammoth skeletal remains from the Troisième caverne of Goyet showed that
this megaherbivore was indeed part of the ecosystem during pre-LGM periods. However, from the Gravettian in Goyet and the
surrounding region we have only one mammoth specimen represented by a long bone, and interestingly, its sulphur isotopic signal
indicates that this individual was not of local origin. We propose that the local mammoth population was under intensive hunting
pressure or may even have been no longer present in the region. Instead, single individuals from other regions may have made it into
the area and ended up as prey animals. While the δ¹⁵N values of all Goyet Gravettian humans are relatively homogeneous, their
δ¹³C values are variable. This indicates significant dietary differences among the seven individuals, an observation that has not been
described before for hunter-gatherers pre-dating the Gravettian. The human δ³⁴S values also support substantial differences in life
mobility history between different individuals, which were not observed for the Goyet Neandertals. The result that different members of the same chrono-group had various individual mobility histories has implications for land use procurement strategies of
those hunter-gatherer groups. In conclusion, our new isotopic results demonstrate a broad ecological flexibility among Gravettian
humans, which can be seen in different human ecosystem interactions across Europe. The Goyet individuals contribute substantially to a more complete understanding of hunter-gatherer’s ecology during this particular phase of the European Late Pleistocene.
Our study shows that the Gravettian cannot be depicted as a uniform entity from an ecological perspective. It instead indicates
that during this period, and not earlier, both inter- and intra-group diversity in subsistence strategies can be tracked through stable
isotopic analysis.
References:[1] Wißing, C., Rougier, H., Crevecoeur, I., Germonpré, M., Naito, Y.I., Semal, P., Bocherens, H., 2016. Isotopic evidence for dietary ecology of late Neandertals in North-Western Europe.
Quaternary International 411, 327-345.[2] Wißing, C., Rougier, H., Baumann, C., Comeyne, A., Crevecoeur, I., Drucker, D.G., Gaudzinski-Windheuser, S., Germonpré, M., Gómez-Olivencia, A., Krause,
J., Matthies, T., Naito, Y.I., Posth, C., Semal, P., Street, M., Bocherens, H., 2019. Stable isotopes reveal patterns of diet and mobility in the last Neandertals and first modern humans in Europe. Scientific
Reports 9, 4433.
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Reconstructing the Homininae: a subspecies approach
Keaghan Yaxley1 , Robert Foley2
1 - Leverhulme Centre for Human Evolutionary Studies, University of Cambridge, UK · 2 - Leverhulme Centre for Human
Evolutionary Studies, University of Cambridge, UK
What was the nature of the Last Common Ancestors (LCA) of both the African great apes and humans and of chimpanzees and humans has been a major research topic for decades. While many studies have sought to describe these ancestral species with reference
to living apes, few have done so with the aid of formal phylogenetic methods. Additionally, these studies tend to ignore or simplify
the considerable phenotypic variation exhibited by these animals. While some of that variation is within sub-species, much is between sub-species, and it is that level that we exploit and develop for the first time in this paper to reconstruct LCAs. In addition, we
use data from several domains, to maximise the sources of information used, providing a more complete reconstruction. Bayesian
phylogenetic inference techniques and full-genome mtDNA sequences were used to estimate a subspecies level Maximum Clade
Credibility (MCC) tree for the Homininae (African great apes and humans). The MCC tree was used to implement ASRs for sixteen continuous traits known to vary between great ape subspecies. Phylogenetic signal was consistently higher for all trait domains
when measured on a subspecies rather than species tree for traits that were found to be phylogenetically significant, suggesting that
much of the observed phenotypic variation is phylogenetically structured at the subspecies level. This finding supports the use of
subspecies level data when applying phylogenetic comparative methods to African great apes. For those traits were phylogenetic
signal was both high and significant, we can be more confident in our interpretations of the estimated ancestral values. These traits
include male body size (χ2 = 10.75, df = 1, p-value < 0.01), female body size (χ2 = 5.92, df = 1, p-value < 0.01), community size
(χ2 = 5.94, df = 1, p-value < 0.01), gestation length (χ2 = 4.64, df = 1, p-value = 0.03), and geographic range (χ2 = 7.42, df =
1, p-value < 0.01). Our reconstruction of these traits predicts an evolutionary scenario in which considerable change occurred along
the branch connecting the LCA of humans, chimpanzees, bonobos and gorillas to the LCA of humans, chimpanzees and bonobos.
Thus, while our ancestral state estimates corroborate previous findings that the LCA of humans, chimpanzees and bonobos was a
chimp-like animal, they also suggest that the LCA of the Homininae was an animal unlike any extant African great ape.
Leverhulme Centre for Human Evolutionary Studies Gates Cambridge Trust
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Taxonomic revision of the initial Early Pleistocene HCRP-U18-501 hominin mandible from Malawi: a
tooth internal structural perspective
Clément Zanolli1 , Matthew M. Skinner2,3 , Friedemann Schrenk4,5 , Timothy G. Bromage6 , Jean-Jacques Hublin3 , Burkhard
Schillinger7 , Zuze Dulanya8 , Ottmar Kullmer4,5
1 - Laboratoire PACEA, UMR 5199 CNRS, Université de Bordeaux, Bordeaux, France · 2 - School of Anthropology and
Conservation, University of Kent, Canterbury, UK · 3 - Department of Human Evolution, Max Planck Institute for Evolutionary
Anthropology, Leipzig, Germany · 4 - Department of Palaeoanthropology, Senckenberg Research Institute and Natural History
Museum Frankfurt, Frankfurt a.M., Germany · 5 - Department of Paleobiology and Environment, Institute of Ecology, Evolution,
and Diversity, Goethe University Frankfurt, Frankfurt a.M., Germany · 6 - Hard Tissue Research Unit, Department of
Biomaterials, New York University College of Dentistry, New York, USA · 7 - Heinz Maier-Leibnitz Center (FRM-II),
Technische Universität München, Garching, Germany · 8 - University of Malawi, Chancellor College, Dept. of Geography and
Earth Sciences, Zomba, Malawi
The adult hominin mandible HCRP-U18-501 (= UR 501) was found in 1991/92 in the stratigraphic Unit 3A of the Chiwondo
Beds, at the Uraha site (Karonga Basin, Northern Malawi Rift) [1]. This stratigraphic level is biochronologically constrained to an
age of 2.3-2.5 Ma [2]. The fossil is represented by two joining parts of the corpus broken behind the M2s on both sides and preserves
the left and right P3-M2. The size of the mandible, its symphyseal shape, the anteroposteriorly elongated dental arcade, and external
tooth morphology show remarkable similarities with the specimen KNM-ER 1802 from Koobi Fora (Kenya), which is regarded
as Homo cf. habilis, as well as with OH 7, holotype of H. habilis [3]. The recently described specimen KNM-ER 64060, preserving
the mandibular dentition of an adult individual, also exhibits tooth morphological traits and dimensions comparable to the Malawi
mandible [4]. In addition, the plate-like premolar roots and some microanatomical tooth features of UR 501 recall those of Paranthropus, but are also present in some East African specimens commonly referred to H. rudolfensis and H. habilis. At the Malema
and Mwenirondo localities in Malawi, two additional fossil specimens attributed to P. boisei and Homo rudolfensis, respectively,
were also discovered in levels of the Chiwondo Beds penecontemporaneous to the Unit 3A. Recent isotopic analyses of these hominins show that these hominins relied mainly on C3 resources exploited in a wooded savanna environment under relatively cool
and wet conditions [5]. Considering the relevance of UR 501 for the emergence of the genus Homo and by taking into account
the new likely paleoenvironmental scenario, the mosaic signal of its external morphology makes the interpretation of this relevant
fossil more challenging. We analyzed the internal structural organization of UR 501 premolars and molars (i.e., tissue proportions,
enamel thickness distribution, enamel-dentine junction [EDJ] and root morphology) and compared it with the features displayed
by some Early Pleistocene tooth specimens from Africa and Asia unambiguously representing Homo, as well as with the patterns
respectively expressed by South African Australopithecus and Paranthropus. While in UR 501 crown tissue proportions show thick
enamel, thus overlapping the ranges of Australopithecus, Paranthropus and Homo, the presence of an extended buccal cingulum at
the EDJ level and overall root morphology more closely resemble the australopith condition. Geometric morphometric analyses of
the molar EDJ discriminate the genera Homo, Australopithecus and Paranthropus. In this context, the Malawi specimen falls close
to or within the variation range expressed by Australopithecus and clearly sets apart from Homo and Paranthropus. Altogether, these
results suggest that UR 501 may be more closely related to the australopiths than to Homo. The apparent mixture of australopith
and Homo features in this southeastern African specimen highlights the complex phylogenetic and biogeographic history of early
Homo and fuels the discussion about the emergence of our own genus.
For their support, we are grateful to: French CNRS; Max Planck Institute [Leipzig]; Centre de Microtomographie Univ. Poitiers; Senckenberg Research Institute [Frankfurt]; Wits Univ. [Johannesburg];
Ditsong Natural History Museum [Pretoria]; Necsa [Pelindaba]; ICTP [Trieste]; Nespos Society.
References:[1] Schrenk, F., Bromage, T.G., Betzler, C.G., Ring, U., Juwayeyi, Y.M., 1993. Oldest Homo and Pliocene biogeography of the Malawi Rift. Nature 365, 833-836.[2] Kullmer, O., 2008. The fossil
suidae from the Plio-Pleistocene Chiwondo Beds of northern Malawi, Africa. Journal of Vertebrate Paleontology 208, 208-216.[3] Spoor, F., Gunz, P., Neubauer, S., Stelzer, S., Scott, N., Kwekason, A.,
Dean, M.C., 2015. Reconstructed Homo habilis type OH 7 suggests deep-rooted species diversity in early Homo. Nature 519, 83-86.[4] Grine, F.E., Leakey, M.G., Gathago, P.N., Brown, F.H., Mongle, C.S.,
Yang, D., Jungers, W.L., Leakey, L.N., 2019. Complete permanent mandibular dentition of early Homo from the upper Burgi Member of the Koobi Fora Formation, Ileret, Kenya. Journal of Human
Evolution 131, 152-175.[5] Lüdecke, T., Kullmer, O., Wacker, U., Sandrock, O., Fiebig, J., Schrenk, F., Mulch, A., 2018. Dietary versatility of Early Pleistocene hominins. Proceedings of the National
Academy of Sciences U.S.A. 115, 13330-13335.
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Recovery of Ancient Hominin and Mammalian Mitochondrial DNA from High Resolution Screening
of Pleistocene Sediments at Denisova Cave
Elena I. Zavala1 , Cesare de Filippo1 , Viviane Slon1 , Benjamin Vernot1 , Frédéric Romagné1 , Anatoly P. Derevianko2,3 ,
Michael V. Shunkov2,4 , Maxim B. Kozlikin2 , Zenobia Jacobs5 , Bo Li5 , Kieran O’Gorman5 , Richard Roberts5 , Svante
Päabo1 , Matthias Meyer1
1 - Max Planck Institute for Evolutionary Anthropology, Leipzig, Germany · 2 - Russian Academy of Sciences, Moscow, Russia · 3
- Altai State University, Bernal, Russia · 4 - Novosibirsk National Research State University, Novosibirsk, Russia · 5 - University of
Wollongong, Wollongong, Australia
The analysis of ancient DNA sequences has become an important tool for reconstructing the evolutionary history of humans and
other species. It has recently been shown that DNA from Pleistocene hominins can be retrieved not only from their skeletal remains,
but also from cave sediments [1]. Therefore, through high resolution sediment sampling in the stratigraphy it may be possible to
determine the sequence and timing of hominin occupations at archaeological sites. We explore this possibility at Denisova Cave,
a site in the Altai Mountains in Southern Siberia, where remains of Denisovans, Neandertals and a first-generation offspring of
parents from these two groups have been found. A total of 728 sediment samples were collected from the Pleistocene layers of each
of the three chambers in the cave, spanning a time period of less than 36 thousand years ago to over 287 thousand years ago [2].
Aliquots of 50mg of sediment from each of the collected samples were processed using a fully automated workflow for DNA extraction [3], single-stranded library preparation [4] and hybridization capture [5]. Samples were initially enriched for mammalian
mitochondrial DNA in order to establish the preservation of ancient DNA in different areas of the cave. Ninety-four percent of
the samples were positive for ancient mammalian DNA. A variety of taxa were identified including hyena, bovids, cervids, canids
and ursids. Large scale changes in the fauna observed in the sediment DNA correspond well with zooarcheological records in all
three chambers. Next, the samples were enriched for hominin mitochondrial DNA. Twenty-two percent of the samples were positive for the preservation of ancient hominin DNA. These positive samples were spread across all three chambers and many parts of
the stratigraphy. A comparison of previously sequenced archaic and modern hominin mitochondrial genomes was used to identify
diagnostic positions for different hominin groups (modern human, Neandertal, Denisovan and the Sima de los Huesos hominin).
These diagnostic positions allowed hominin mtDNA sequences from sixty-eight percent of the positive samples to be assigned to
a specific hominin group. A comparison between the skeletal and sediment records will be discussed.
The authors would also like to thank Elena Essel, Sarah Nagel, Birgit Nickel, Barbara Schellbach, Anna Schmidt, Julia Richter and Antje Weihmann. This work was funded by the Max Planck Society and
the European Research Council (grant no. 694707 to S.P), the Russian Science Foundation (project No. 14-50-00036 to A.P.D. and M.V.S.), and the Australian Research Council (fellowships
FT150100138 to Z.J., FT140100384 to B.L. and FL130100116 to R.G.R.).
References:[1] Slon, V. et al., 2017. Neandertal and Denisovan DNA from Pleistocene Sediments. Science 356, 605-608.[2] Jacobs, Z. et al., 2019. Timing of archaic hominin occupation of Denisova Cave
in southern Siberia. Nature 565, 594-599.[3] Rohland, N. et al., 2018. Extraction of highly degraded DNA from ancient bones, teeth and sediments for high-throughput sequencing. Nature Protocols 13,
2447-2461.[4] Gansauge, M. et al., 2017. Single-stranded DNA library preparation from highly degraded DNA using T4 DNA ligase. Nucleic Acids Research 45, e79.[5] Fu, Q. et al., 2013. DNA analysis of
an early modern human from Tianyuan Cave, China. Proceedings of the National Academy of Sciences of the United States of America 110, 2223-2227.
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The Mousterian from Trou al’Wesse (Modave, Belgium): lithic taphonomy, measures of assemblage
curation and implications for Late Neanderthal mobility patterns
Nicolas Zwyns1 , Damien Flas2 , Pierre Noiret2 , John Stewart3 , Monika Knul4 , Keith Wilkinson4 , Jovan Galfi5 , Giulia
Gallo1 , Timothee Libois2 , Peiqi Zhang1 , Rebecca Miller †
1 - Department of Anthropology, University of California, Davis, USA · 2 - Universite de Liege, Service de Prehistoire, Belgium ·
3 - Faculty of Science and Technology, Bournemouth University, UK · 4 - Department of Archaeology & Anthropology,
University of Winchester, UK · 5 - Faculty of Philosophy, University of Belgrade, Serbia
With a rich concentration of human and cultural remains, Belgium stands out as a promising region to investigate Neanderthal
lifeways in the northern latitudes. The region, however, is investigated intensively since the onset of our discipline and there are
only a few sequences left that can be excavated with modern standards. In this context, the cave of Trou Al’Wesse (TAW) (province
of Liège, Belgium, 5.294° E, 50.421°N) is unique in Belgium in possessing a largely unexcavated stratified sequence spanning the
Marine Isotopic Stage 3 to the Holocene, including Mousterian and Aurignacian occupations. It offers a rare opportunity to obtain
detailed behavioral, climatic and paleoenvironmental data in a region where H. sapiens seem to arrive later than in most other parts
of Europe. Neanderthals seem to have disappeared from Northwestern Europe by ca. 40 ka cal BP [1] and in Belgium, following
an elusive occurrence of transitional assemblages (Spy Cave, Goyet Cave) for which the makers are still unknown [2], full-fledged
Upper Paleolithic occurs only ca. 39 ka cal BP. So while potential H. sapiens settlements start to be documented in Europe at
the beginning of the Greenland Interstadial 12 [3], there might still have been Neanderthal populations left in Belgium and what
happened to them is unclear. TAW provides an unparalleled opportunity to address this question.
Although the TAW Mousterian has been known since the 19th century, only a small sample (N=45) of the lithic material
remains from was excavated prior to 1988. Between 1988 and 2001, the University of Liège and the local association Les chercheurs
de la Wallonie excavated the TAW. A Mousterian assemblage was collected from a test pit underneath the cave drip line and another
one from a small area on the slope fronting the cave. The former established the stratigraphic position of the material in the sedimentary Unit 17, latter sub-divided into 3 sub-units, 17a, 17b and 17c. The lithic assemblage (N=730), which includes denticulate
and large side-scrapers, comprises a combination of fairly well preserved artifacts with a material heavily damaged. Differences in
preservation casted doubts on the integrity of the assemblage and thus provides a warning for time averaging [4]. Starting from
2003, Rebecca Miller excavated the site until she passed away, in 2017. She reached the Mousterian layer in 2015 and 2016 and in
2018, an international team under the field direction of D. Flas and N. Zwyns completed her work on the terrace.
With ca. 3,000 artifacts and including the thin fraction, the sample gathered between 2015 and 2018 is currently the best candidate to obtain quantitative data on the TAW Mousterian and to address three main questions. How many assemblages are there?
How do depositional and diagenetic processes affect them? What can we say about the human settlements? Here, we distinguish at
least two assemblages based on their position in sedimentary Unit 17b and 17c and their location on the terrace. Using an attribute
analyses and spatial distribution, we show different impacts of post-depositional processes on the lithic material in the two layers.
While at least part of the assemblage from 17b is significantly affected by mechanical reworking, edge damage and patina, 17c is
much better preserved. This is intriguing since Unit 17b has recently yielded Neanderthal mtDNA preserved in the sediment [5].
After a taphonomic assessment, we look at the structure of the assemblages in an attempt to address issues of assemblage curations.
Considering hunter-gatherers ecological models, the lithics and the available paleoenvironmental data, we discuss issues of site
function, settlement patterns and Neanderthal mobility. In a region where most of Middle Paleolithic data comes from 18th/19th
century excavation, the TAW assemblage offers a rare opportunity for a quantitative examination of Neanderthal lifeways before
their disappearance from the record.
This research is supported by La Direction de l’Archéologie, département du Patrimoine du Service Public Wallonie, the University of Liege, and the Leakey Foundation. We also thanks the Academic
Senate of the University of California-Davis, the Sacramento Archaeological Society, VIVAQUA, and the Modave municipality for their help.
References:[1] Higham, T., Douka, K., Wood, R., Ramsey, C. B., Brock, F., Basell, L. Jacobi, R. 2014. The timing and spatiotemporal patterning of Neanderthal disappearance. Nature, 512 (7514).[2]
Flas, D., 2011. The Middle to Upper Paleolithic transition in Northern Europe: the Lincombian-Ranisian-Jerzmanowician and the issue of acculturation of the last Neanderthals, World Archaeology, 43,
605-627.[3] Hublin, J.J., 2015. The modern human colonization of western Eurasia: when and where? Quaternary Science Reviews, 118, 13471-13472.[4] Di Modica, K., Collin, F., Pirson, S., 2005.
Problématique du Moustérien et approche préliminaire de l’industrie lithique au Trou Al’Wesse (Petit-Modave, comm. de Modave, prov. de Liège). Notae Praehistoricae, 25, 49-59.[5] Slon, V., Hopfe, C.,
Weiß, C. L., Mafessoni, F., de la Rasilla, M., Lalueza-Fox, C., et al. (2017). Neandertal and Denisovan DNA from Pleistocene sediments. Science, 356(6338), 605 LP-608.
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